AUTHOR  INDEX  VOLUMES  124-127 


A 

Aaronson,  S.  A.  See  Koji.  Chedid,  Rubin,  Slayden,  Csaky,  Aaronson, 
and  Brenner. 

Abe,  E.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi,  Ikeda, 
Rosen,  Wozney,  Fujisawa- Sehara,  and  Suda. 

Aberle,  H.  See  Hoschuetzky,  Aberle,  and  Kemler. 

Abrahamson,  D.  R.  See  Weber,  Berta,  Tousson,  St.  John,  Green, 
Gopalokrishnan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 
Adam,  E.  J.  H.,  and  Adam,  S.  A.  Identification  of  cytosolic  factors 
required  tor  nuclear  location  .sequence-mediated  binding  to  the 
nuclear  envelope.  125:547. 

Adam,  S.  A.  See  Adam  and  Adam. 

Adams,  A.  E.  M.  See  Honts,  Sandrock,  Brower,  O'Dell,  and  Adams. 
Aebi,  M.  See  Gaynor,  te  Heesen,  Graham,  Aebi,  and  Emr. 

Aebi,  U.  See  Byrd,  Sweet,  Rtnte,  Konstantinov,  Guan,  Saphire,  Mitchell, 
Cooper,  Aebi,  and  Gerace. 

—  See  Rante,  Bastos,  McMorrow,  Burke,  and  Aebi. 

Agard,  D.  A.  See  Horowitz,  Agard,  Sedat,  and  Woodcock. 

Agrez,  M.,  Chen,  A.,  Cone,  R.  I.,  Pytela,  R.,  and  Sheppard,  D.  The 

av/36  integrin  promotes  proliferation  of  colon  carcinoma  cells 
through  a  unique  region  of  the  /36  cytoplasmic  domain.  127; 
547. 

Agris,  J.  M.  See  Schmid,  Agris,  Jakana,  Matsudaira,  and  Chiu. 
Aguzzi,  A.  See  Magyar,  Bartsch,  Wang,  Howells,  Aguzzi,  Wagner, 
and  Schachner. 

Ahluwalia,  J.  R  See  Dahan,  Ahluwalia,  Wong,  Posner,  and  Bergeron. 
Aizawa,  H.  See  Kondo,  Sato-Yoshitake,  Noda,  Aizawa,  Nakata, 
Matsuura,  and  Hirokawa. 

—  See  Sekine,  Okada,  Noda,  Kondo,  Aizawa,  Takemura,  and  Hirokawa. 
Albelda,  S.  M.  See  DeLisser,  Chilkotowsky,  Yan,  Daise,  Buck,  and 

Albelda. 

Albini,  A.  See  Balzac,  Retta,  Albini,  Melchiorri,  Koteliansky,  Geuna, 
Silengo,  and  Tarone. 

Albrecht,  R.  M.  See  Zhang,  Checovich,  Peters,  Albrecht,  and  Mosher. 
Albrechtsen,  R.  See  Wewer,  Ibaraki,  Schjprring,  Durkin,  Young,  and 
Albrechtsen. 

Alcalde,  J.,  Egea,  G.,  and  Sandoval,  I.  V.  gp74  a  membrane  glyco¬ 
protein  of  the  di-Golgi  network  that  cycles  through  the  endoplas¬ 
mic  reticulum  and  intermediate  compartment.  124:649. 
Alexander,  C.  M.  SccSympson,  Talhouk,  Alexander,  Chin,  Clift,  Bissell, 
and  Werb. 

Algrain,  M.  See  Arpin,  Friederich,  Algrain,  Vernel,  and  Louvard. 
Allard,  J.  See  Schnitzer,  Oh,  Pinney,  and  Allard. 

Aimers,  W.  See  Thomas,  Lee,  Wong,  and  Aimers. 

Alon,  R.,  Rossiter,  H.,  Wang,  X.,  Springer,  T.  A.,  and  Kupper, 
T.  S.  Distinct  cell  surface  ligands  mediate  T  lymphocyte  attach¬ 
ment  and  rolling  on  P  and  E  selectin  under  phvsiological  flow.  127: 
1485. 

Al-Qahtani,  A.  See  Mensa-Wilmot,  LeBowitz,  Chang,  Al-Qahtani, 
McGwire,  Tucker,  and  Morris. 

Amberg,  D.  C.  See  Bogerd,  Hoffman,  Amberg,  Fink,  and  Davis. 
Amherdt,  M.  See  Elazar,  Orci,  Ostermann,  Amherdt,  Tanigawa,  and 
Rothman. 

—  See  Hara-Kuge,  Kuge,  Orci,  Amherdt,  Ravazzola,  Wieland,  and 

Rothman. 

—  See  Kuge,  Dascher,  Orci,  Rowe,  Amherdt,  Plutner,  Ravazzola, 

Tanigawa,  Rothman,  and  Balch. 

—  See  Orci,  Halban,  Perrelet,  Amherdt,  Ravazzola,  and  Anderson. 
Amizuka,  N.,  Warshawsky,  H.,  Henderson,  J.  E.,  Goltzman,  D., 

and  Karaplis,  A.  C.  Parathyroid  hormone-related  peptide  (PTHrP) 
depleted  mice  show  abnormal  epiphyseal  cartilage  development 
and  altered  endochondral  bone  formation.  126:1611. 

Ampe,  C.  See  Gao,  Melki,  Walden,  Lewis,  Ampe,  Rommelaere, 
Vandekerckhove,  and  Cowan. 

—  See  Machesky,  Atkinson,  Ampe,  Vandekerckhove,  and  Pollard. 


Andersen,  S.  S.  L.,  Buendia,  B.,  Dominguez,  J.  E.,  Sawyer,  A., 
and  Karsenti,  E.  Effect  on  microtubule  dynamics  of  XMAP230, 
a  microtubule-associated  protein  present  in  Xenopus  laevis  eggs 
and  dividing  cells.  127:1289. 

Anderson,  D.  C.  See  Graham,  Anderson,  Holers,  and  Brown. 

Anderson,  J.  See  Garrigues,  Anderson,  Hellstrom,  and  Hellstrom. 

Anderson,  R.  G.  W.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner, 
Gambliel,  De  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

—  See  Orci,  Halban,  Perrelet,  Amherdt,  Ravazzola,  and  Anderson. 

—  See  Smart,  Foster,  Ying,  Kamen,  and  Anderson. 

—  See  Smart,  Ying,  Conrad,  and  Anderson. 

Andoh,  T.  See  Ishida,  Sato,  Narita,  Utsumi,  Nishimoto,  Morita,  Nagata, 
and  Andoh. 

Andreassen,  P.  R.,  and  Margolis,  R.  L.  Microtubule  dependency  of 
p34i.Uc2  inactivation  and  mitotic  exit  in  mammalian  cells.  127:789. 

Andres,  J.  L.  See  Ldpez-Casillas,  Payne,  Andres,  and  Massague. 

Anglister,  L.,  Haesaert,  B.,  and  McMahan,  U.  J.  Globular  and  asym¬ 
metric  acetylcholinesterase  in  the  synaptic  basal  lamina  of  skeletal 
muscle.  125:183. 

Aniento,  F.,  Emans,  N.,  Griffiths,  G.,  and  Gruenberg,  J.  Cytoplasmic 
dynein-dependent  vesicular  transport  from  early  to  late  endosomes: 
Correction.  124:397. 

Antony,  C.  See  Felix,  Antony,  Wright,  and  Maro. 

—  See  Rios,  Tassin,  Celati,  Antony,  Boissier,  Homberg,  and  Bornens. 

Apfelroth,  S.  D.  See  Zhang,  Apfelroth,  Hu,  Davis,  Sanguineti,  Bonadio. 

Mecham,  and  Ramirez. 

Apodaca,  G.,  Katz,  L.  A.,  and  Mostov,  K.  E.  Receptor-mediated 
transcytosis  of  IgA  in  MDCK  cells  is  via  apical  recycling  endo¬ 
somes.  125:67. 

Appel,  W.  H.,  Jr.  See  Steinbeck,  Appel,  Verhoeven,  and  Karnovsky. 

Ariga,  T.  See  Kanda,  Yoshino,  Ariga,  Yamawaki,  and  Yu. 

Aris,  J.  P.  See  de  Beus,  Brockenbrough,  Hong,  and  Aris. 

Arnaout,  M.  A.  See  Rieu,  Ueda,  Haruta,  Sharma,  and  Arnaout. 

Arpin,  M.,  Friederich,  E.,  Algrain,  M.,  Vernel,  F.,  and  Louvard, 
D.  Functional  differences  between  L-  and  T-plastin  isoforms. 
127:1995. 

—  See  Zahraoui,  Joberty,  Arpin,  Fontaine,  Hellio,  Tavitian,  and  Louvard. 

Arroyo,  A.  G.,  Campanero,  M.  R.,  Sanchez-Mateos,  R,  Zapata, 

J.  M.,  Ursa,  M.  A.,  del  Pbzo,  M.  A.,  and  Sanchez-Madrid,  F. 
Induction  of  tyrosine  phosphorylation  during  ICAM-3  and  LFA- 
1-mediated  intercellular  adhesion,  and  its  regulation  by  the  CD45 
tyrosine  phosphata.se.  126:1277. 

Arvan,  P.  See  Kuliawat  and  Arvan. 

Ashendel,  C.  L.  See  Zhang,  Ashendel,  Becker,  and  Morre. 

Ashkenas,  J.  See  Podos,  Reddy,  Ashkenas,  and  Krieger. 

Asundi,  V.  K.  See  Carey,  Stahl,  Cizmeci-Smith,  and  Asundi. 

Atkinson,  S.  J.  See  Machesky,  Atkinson,  Ampe,  Vandekerckhove,  and 
Pollard. 

Aumailley,  M.  See  Rousselle  and  Aumailley. 

Austriaco,  N.  R.,  Jr.  See  Kennedy,  Austriaco,  and  Guarente. 

Avides,  M.  C.,  and  Sunkel,  C.  E.  Isolation  of  chromosome-associated 
proteins  from  Drosophila  melanogaster  that  bind  a  human  centro- 
meric  DNA  sequence.  127:1159. 

Avva,  R.  R.  See  Riberdy,  Avva,  Geuze,  and  Cresswell. 

Ayalon,  O.,  Sabanai,  H.,  Lampugnani,  M.-G.,  Dejana,  E.,  and 
Geiger,  B.  Spatial  and  temporal  relationships  between  cadherins  and 
PECAM-1  in  cell-celljunctionsofhuman  endothelial  cells.  126:247. 


B 

Baba,  M.,  Takeshige,  K.,  Baba,  N.,  and  Oshumi,  Y.  Ultrastructural 
analysis  of  the  autophagic  process  in  yeast;  Detection  of  autophago¬ 
somes  and  their  characterization.  124:903. 


Author  Index,  Volumes  1 24- 127 


2103 


Baba,  N.  See  Baba,  Takeshige,  Baba,  and  Ohsumi. 

Baba,  T.  See  Damke,  Baba,  Warnock,  and  Schmid. 

Babcock,  G.  G.  See  Weber,  Pennise,  Babcock,  and  Fowler. 

Baccetti,  B.,  Benedetto,  A.,  Burrini,  A.  G.,  Collodel,  G.,  Costan- 
tino  Ceccarini,  E.,  Crisa,  N.,  Di  Caro,  A.,  Estenoz,  M.,  Gar- 
buglia,  A.  R.,  Massacesi,  A.,  Piomboni,  P.,  Renieri,  T.,  and 
Solazzo,  D.  HIV-1  particles  in  spermatozoa  of  patients  with  AIDS 
and  their  transfer  into  the  oocyte.  127:903. 

Bacon,  R.  See  Cohen,  Bacon,  Clarke.  Joiner,  and  Mellman. 

Bacon,  R.  A.,  Cohen,  C.  J.,  Lewin,  D.  A.,  and  Mellman,  I.  Dictyoste- 
lium  discoideum  mutants  with  temperature-sensitive  defects  in  endo- 
cytosis.  127:387. 

Baekkeskov,  S.  See  Shi,  Veit,  and  Baekkeskov. 

Bagnara,  G.  P.  SeeGalimi,  Bagnara,  Bonsi,  Cottone,  Fbllenzi,  Simeone, 
and  Comoglio. 

Bahler,  J.  See  Scherthan,  Biihler,  and  Kohli. 

Bahler,  M.,  Kroschewski,  R.,  Stoffler,  H.-E.,  and  Behrmann,  T. 
Rat  myr  4  delines  a  novel  subclass  of  myosin-I:  Identification,  dis¬ 
tribution,  localization,  and  mapping  of  calmrxlulin  binding  sites 
with  differential  calcium  sensitivity.  126:375. 

Baird,  B.  See  Thomas,  Holowka,  Baird,  and  Webb. 

Bakker,  H.  A.  M.  See  Litvinov,  Velders,  Bakker,  Fleuren,  and  Warnaar. 

Balasubramanian,  M.  K.,  Hirani,  B.  R.,  Burke,  J.  D.,  and  Gould, 
K.  L.  The  Schizosaccharomyces  pombe  cdc3*  gene  enccxles  a 
profilin  essential  for  cytokinesis.  125:1289. 

Balch,  W.  E.  See  Kuge,  Dascher,  Orci,  Rowe,  Amherdt,  Plutner, 
Ravazzola,  Tanigawa,  Rothman,  and  Balch. 

—  See  Nuoffer,  Davidson,  Matteson,  Meinkoth,  and  Balch. 

—  See  Peter,  Nuoffer,  Pind,  and  Balch. 

—  See  Pind,  Nuoffer,  McCaffery,  Plutner,  Davidson,  Farquhar,  and 

Balch. 

—  See  Wilson,  Nuoffer,  Meinkoth,  McCaffery,  Feramisco,  Balch,  and 

Farquhar. 

BaIczon,  R.,  Bao,  L.,  and  Zimmer,  W.  E.  PCM-1,  A  228-kD  centro- 
some  autoantigen  with  a  distinct  cell  cycle  distribution.  124:783. 

Baldini,  G.  See  Scherer,  Lisanti,  Baldini,  Sargiacomo,  Mastick,  and 
Lrxiish. 

Baldini,  N.  SeeChenu,  Colucci,  Grano,  Zigrino,  Barattolo,  Zambonin, 
Baldini,  Vergnaud,  Delmas.  and  Zallone. 

Ballock,  R.  T.,  and  Reddi,  A.  H.  Thyroxine  is  the  serum  factor  that 
regulates  morphogenesis  of  columnar  cartilage  from  isolated  chon¬ 
drocytes  in  chemically-defined  medium.  126:1311. 

Baltimore,  D.  See  Van  Etten,  Jackson,  Baltimore,  Sanders,  Matsudaira, 
and  Janmey. 

Balzac,  F.,  Retta,  S.  F.,  Albini,  A.,  Melchiorri,  A.,  Koteliansky, 
V.  E.,  Geuna,  M.,  Silengo,  L.,  and  Tarone,  G.  Expression  of 
/31B  integrin  isoform  in  CHO  cells  results  in  a  dominant  negative 
effect  on  cell  adhesion  and  motility.  127:557. 

Bandlow,  W.  See  Muller,  Dearey,  Korndorfer,  and  Bandlow. 

Banfield,  D.  K.,  Lewis,  M.  J.,  Rabouille,  C.,  Warren,  G.,  and  Pelham, 
H.  R.  B.  Localization  of  Sed5,  a  putative  vesicle  targeting  mole¬ 
cule,  to  the  m-Golgi  network  involves  both  its  transmembrane 
and  cytoplasmic  domains.  127:357. 

Bankaitis,  V.  A.  See  Lopez,  Nicaud,  Skinner,  Vergnolle,  Kader, 
Bankaitis,  and  Gaillardin. 

—  See  McGee,  Skinner,  Whitters,  Henry,  and  Bankaitis. 

Bao,  L.  See  BaIczon,  Bao,  and  Zimmer. 

Barattolo,  R.  SeeChenu,  Colucci,  Grano,  Zigrino,  Barattolo,  Zambonin, 
Baldini,  Vergnaud,  Delmas,  and  Zallone. 

Barkalow,  K.,  Hamasaki,  T.,  and  Satir,  P.  Regulation  of  22S  dynein 
by  a  29-kD  light  chain.  126:727. 

Barlow,  S.,  Gon7.alez-Garay,  M.  L.,  West,  R.  R.,  Olmsted,  J.  B., 
and  Cabral,  F.  Stable  expression  of  heterologous  microtubule- 
asstK'iated  proteins  (MAPs)  in  Chinese  hamster  ovary  cells:  Evi¬ 
dence  for  differing  roles  of  MAPs  in  microtubule  organization. 
126:1017. 

Barroso,  M.,  and  SztuI,  E.  S.  Basolateral  to  apical  transcytosis  in 
polarized  cells  is  indirect  and  involves  BFA  and  trimeric  G  protein 
sensitive  passage  through  the  apical  endosome.  124:83. 

Bartek,  J.  See  Lukas,  Muller,  Bartkova,  Spitkovsky,  Kjerulff,  Jansen- 
Durr,  Strauss,  and  Bartek. 

—  See  Tassan,  Schultz,  Bartek,  and  Nigg. 

Barth,  A.,  Miiller-Taubenberger,  A.,  Taranto,  P.,  and  Gerisch,  G. 
Replacement  of  the  phospholipid-anchor  in  the  contact  site  A  glyco¬ 
protein  of  D.  discoideum  by  a  transmembrane  region  does  not  impede 
cell  adhesion  but  reduces  residence  time  on  the  cell  surface.  124:205. 


Barthel,  A.  See  Nickel,  Huber,  Kahn,  Kipper,  Barthel,  Fasshauer,  and 
Soling. 

Bartkova,  J.  See  Lukas,  Muller,  Bartkova,  Spitkovsky,  Kjerulff,  Jansen- 
Durr,  Strauss,  and  Bartek. 

Bartsch,  U.  See  Magyar,  Bartsch,  Wang,  Howells,  Aguzzi,  Wagner, 
and  Schachner. 

Bassell,  G.  J,,  Powers,  C.  M.,  Taneja,  K.  L.,  and  Singer,  R.  H.  Single 
mRNAs  visualized  by  ultrastructural  in  situ  hybridization  are  prin¬ 
cipally  localized  at  actin  filament  intersections  in  fibroblasts. 
126:863. 

—  See  Somasundaran,  Zapp,  Beattie,  Pang,  Byron,  Bassell,  Sullivan, 
and  Singer. 

Bastianutto,  C.  See  Rizzuto,  Bastianutto,  Brini,  Murgia,  and  Pozzan. 

Bastos,  R.  See  Pante,  Bastos,  McMorrow,  Burke,  and  Aebi. 

Bates,  R.  C.,  Buret,  A.,  van  Helden,  D,  F.,  Horton,  M.  A.,  and 
Burns,  G.  F.  Apoptosis  induced  by  inhibition  of  intercellular  con¬ 
tact.  125:403. 

Battegay,  E.  J.,  Rupp,  J.,  Iruela-Arispe,  L.,  Sage,  E.  H.,  and  POch, 
M  PDGF-BB  modulates  endothelial  proliferation  and  angiogene¬ 
sis  in  vitro  via  PDGF  /3-receptors.  125:917. 

Baudhuin,  P.  See  Cupers,  Veithen,  Kiss,  Baudhuin,  and  Courtoy. 

Baumgartner,  S.  See  Chiquet-Ehrismann,  Tannheimer,  Koch,  Brun¬ 
ner,  Spring,  Martin,  Baumgartner,  and  Chiquet. 

Bayly,  A.  C.,  Roberts,  R.  A.,  and  Dive,  C.  Suppression  of  liver  cell 
apoptosis  in  vitro  hy  the  non-genotoxic  hepatocarcinogen  and  peroxi  - 
some  proliferator  nafenopin.  125:197. 

Bayna,  E.  M.  See  Klemke,  Yebra,  Bayna,  and  Cheresh. 

Beattie,  L.  K.  See  Somasundaran,  Zapp,  Beattie,  Pang,  Byron,  Bassell, 
Sullivan,  and  Singer. 

Bebbington,  C.  R.  See  Ley,  Marsh,  Bebbington,  Proudfbot,  and  Jordan. 

Beck,  C,  and  Uhl,  R.  On  the  localization  of  voltage-sensitive  calcium 
channels  in  the  flagella  of  Chlamydomonas  reinhardtii.  125:1119. 

Beck,  K.  A.,  Buchanan,  J.  A.,  Malhotra,  V.,  and  Nelson,  W.  J. 
Golgi  spectrin:  Identification  of  an  erythroid  /3-spectrin  homolog 
associated  with  the  Golgi  complex.  127:707. 

Becker,  G.  W.  See  Zhang,  Ashendel,  Becker,  and  Morre. 

Becker,  K.  D.  See  Cripps,  Becker,  Mardahl,  Kronen,  Hodges,  and 
Bernstein. 

Beckerle,  M.  O.  See  Crawford,  Pino,  and  Beckerle. 

Beckers,  C.  J.  M.,  Dubremetz,  J.-F.,  Mercereau-Puijalon,  O.,  and 
Joiner,  K.  A.  The  Toxoplasma  gondii  rhoptry  protein  ROP  2  is 
inserted  into  the  parasitophorous  vacuole  membrane,  surrounding 
the  intracellular  parasite,  and  is  exposed  to  the  host  cell  cytoplasm. 
127:947. 

Beebe,  L.  A.  See  Yan,  Colon,  Beebe,  and  Melan^on. 

Beech,  P.  L,  See  Bernstein,  Beech,  Katz,  and  Rosenbaum. 

Beggs,  H.  E.,  Soriano,  P.,  and  Maness,  P.  F  NCAM-dependent  neurite 
outgrowth  is  inhibited  in  neurons  from  Fvn-minus  mice.  127:825. 

Beh,  C.  T.  See  Kurihara,  Beh,  Latterich,  Schekman,  and  Rose. 

Behrens,  J.  See  Hiilsken,  Birchmeier,  and  Behrens. 

Behrmann,  T.  See  Bahler,  Kroschewski,  Stoffler,  and  Behrmann. 

Belanger,  K.  D.,  Kenna,  M.  A.,  Wei,  S.,  and  Davis,  L.  I.  Genetic 
and  physical  interactions  between  Srplp  and  nuclear  pore  complex 
proteins  Nuplp  and  Nup2p.  126:619. 

Belmont,  A.  S.,  and  Bruce,  K.  Visualization  of  G1  chromosomes: 
A  folded,  twisted,  supercoiled  chromonema  model  of  interphase 
chromatid  structure.  127:287. 

Bender,  A.  See  Peterson,  Zheng,  Bender,  Myers,  Cerione,  and  Bender. 

Bender,  L.  See  Peterson,  Zheng,  Bender,  Myers,  Cerione,  and  Bender. 

Benedetto,  A.  See  Baccetti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Benjamin,  C.  D.  See  Osborn,  Vassallo,  Griffiths  Browning,  Tizard, 
Haskard,  Benjamin,  Dougas,  and  Kirchhausen. 

Benton,  B.  M.,  Zang,  J.-H,,  and  Thorner,  J.  A  novel  FK506  and 
rapamycin-binding  protein  (FPR3  gene  product)  in  the  yeast  Sac- 
charomyces  cerevisiae  is  a  proline  rotamase  localized  to  the  nu¬ 
cleolus.  127:623. 

Bergeron,  J.  J.  M.  See  Dahan,  Ahluwalia,  Wong,  Posner,  and  Bergeron. 

Berghofer,  S.  See  Vey,  Schafer,  Berghofer,  Klenk,  and  Garten. 

Bernat,  R.  L.  See  Tomkiel,  Cooke,  Saitoh,  Bernat,  and  Earnshaw. 

Berndorff,  D.,  Gessner,  R.,  Kreft,  B.,  Schnoy,  N.,  Lajous-Petter, 
A.-M,,  Loch,  N.,  Reutter,  W.,  Hortsch,  M.,  and  Tauber,  R. 
Liver-intestine  cadherin:  Molecular  cloning  and  characterization 
of  a  novel  Ca-  + -dependent  cell  adhesion  molecule  expressed  in 
liver  and  intestine.  125:1353. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2104 


Bernstein,  M.,  Beech,  P.  L.,  Katz,  S.  G.,  and  Rosenbaum,  J.  L. 
A  new  kinesin-like  protein  (KIpl)  localized  to  a  single  microtubule 
of  the  Chlamydomonas  flagellum.  125:1313. 

Bernstein,  S.  I.  See  Cripps,  Becker,  Mardahl,  Kronen,  Hodges,  and 
Bernstein. 

Berta,  G.  5<'<' Weber,  Berta,  Tousson,  St.  John,  Green,  Gopalokrishnan, 
Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Berton,  G.,  Fumagalli,  L,,  Laudanna,  C,,  and  Sorio,  C.  /32  Integrin- 
dependent  protein  tyrosine  phosphorylation  and  activation  of  the 
fgr  protein  tyrosine  kinase  in  human  neutrophils.  126:1111. 

Bet,  P.  See  Gentili,  Doliana,  Bet,  Campanile,  Colombatti,  Cancedda, 
and  Cancedda. 

Betz,  W,  J.,  and  Henkel,  A,  W,  Okadaic  acid  disrupts  clusters  of  syn¬ 
aptic  vesicles  in  frog  motor  nerve  terminals.  124:843. 

Biggins,  S,,  and  Rose,  M,  D.  Direct  interaction  between  yeast  spindle 
pole  body  components:  Karlp  is  required  for  Cdc31p  localization 
to  the  spindle  pole  body.  125:843. 

Binz,  T,  SccGalli,  Chilcote,  Mundigl,  Binz,  Niemann,  and  De  Camilli. 

Birchmeier,  W,  See  Hiilsken,  Birchmeier,  and  Behrens. 

Bisgaard,  H,  C,  See  Nagy,  Bisgaard,  and  Thorgeirsson. 

Bissell,  D,  M.  See  Jarnagin,  Rockey,  Koteliansky,  Wang,  and  Bissell. 

Bissell,  M,  J.  See  Sympson,  Talhouk,  Alexander,  Chin,  Clift,  Bissell, 
and  Werb. 

Bixby,  J,  L,,  Grunwald,  G.  B.,  and  Bookman,  R,  J,  Ca-^  influx  and 
neurite  growth  in  response  to  purified  N-cadherin  and  laminin. 
127:1461. 

Black,  J.  D.  See  Gregorio,  Repasky,  Fowler,  and  Black. 

—  See  Saxon,  Zhao,  and  Black. 

Blanco,  G,  See  DeTomaso,  Blanco,  and  Mercer. 

Blau,  H.  M.  See  Pavlath,  Rando,  and  Blau. 

—  See  Rando  and  Blau. 

Bleil,  J,  D.  See  Cheng,  Le,  Palacios,  Bookbinder,  Wassarman,  Suzuki, 
and  Bleil. 

Blencowe,  B.  J,,  Nickerson,  J.  A.,  Issner,  R.,  Penman,  S,,  and  Sharp, 
P,  A,  AsscK'iation  of  nuclear  matrix  antigens  with  exon-containing 
splicing  complexes.  127:593. 

Blobel,  G,  See  Meier  and  Blobel. 

—  See  Wente  and  Blobel. 

—  See  Wozniak,  Blobel,  and  Rout. 

Block,  B.  A,,  O’Brien,  J,,  and  Meissner,  G,  Characterization  of  the 
sarcoplasmic  reticulum  proteins  in  the  thermogenic  muscles  of 
fish.  127:1275. 

Bloodgood,  R,  A.,  and  Salomonsky,  N,  L,  The  transmembrane  sig¬ 
naling  pathway  involved  in  directed  movements  of  Chlamydomo¬ 
nas  flagellar  membrane  glycoproteins  involves  the  dephosphoryla¬ 
tion  of  a  60-kD  phosphoprotein  that  binds  to  the  major  flagellar 
membrane  glycoprotein.  127:803. 

Blumenthal,  R,  See  Zimmerberg,  Blumenthal,  Sarkar,  Curran,  and 
Morris. 

Blystone,  S,  D,,  Graham,  I,  L.,  Lindberg,  F,  P.,  and  Brown,  E.  J, 
Integrin  aviSj  differentially  regulates  adhesive  and  phagocytic  func¬ 
tions  of  the  fibronectin  receptor  as/Si.  127:1129. 

Bo  Chen,  L.  See  Hao  Lo,  Janmey,  Hartwig,  and  Bo  Chen. 

Boelens,  W,  C.  See  Jarmolowski,  Boelens,  Izaurralde,  and  MattaJ. 

Bogerd,  A.  M,,  Hoffman,  J,  A,,  Amberg,  D,  C,,  Fink,  G,  R,,  and 
Davis,  L,  I,  nupl  mutants  exhibit  pleiotropic  defects  in  nuclear 
pore  complex  function.  127:319. 

Boissier,  M,-C,  See  Rios,  Tassin,  Celati,  Antony,  Boissier,  Homberg, 
and  Bornens. 

Bonadio,  J,  See  Zhang,  Apfelroth,  Hu,  Davis,  Sanguineti,  Bonadio, 
Mecham,  and  Ramirez. 

Bongrand,  P.  See  Pierres,  Tissot,  Malissen,  and  Bongrand. 

Bonifacino,  J,  S,  See  Bosshart,  Humphrey,  Deignan,  Davidson,  Drazba, 
Yuan,  Oorschot,  Peters,  and  Bonifacino. 

Bonsi,  L.  See  Galimi,  Bagnara,  Bonsi,  Cottone,  Follenzi,  Simeone, 
and  Comoglio. 

Bonvalet,  J.-P.  See  Due,  Farman,  Canessa,  Bonvalet,  and  Rossier. 

Bonzelius,  F,,  Herman,  G,  A,,  Cardone,  M,  H,,  Mostov,  K.  E,, 
and  Kelly,  R.  B.  The  polymeric  immunoglobulin  receptor  accu¬ 
mulates  in  specialized  endosomes  but  not  synaptic  vesicles  within 
the  neurites  of  transfected  neuroendocrine  PC12  cells.  127: 
1603. 

Bookbinder,  L,  H,  See  Cheng,  Le,  Palacios,  Bookbinder,  Wassarman, 
Suzuki,  and  Bleil. 

Bookman,  R,  J.  See  Bixby,  Grunwald,  and  Bookman. 

Borisy,  G.  G,  See  Rodionov,  Lim,  Gelfand,  and  Borisy. 


Bornens,  M.  See  Rios,  Tassin,  Celati,  Antony,  Boissier,  Homberg,  and 
Bornens. 

Borner,  C,,  Martinou,  I.,  Mattmann,  C,,  Irmler,  M,,  Schaerer,  E,, 
Martinou,  J,-C,,  and  Tschopp,  J,  The  protein  bcl-2a  does  not 
require  membrane  attachment,  but  two  conserved  domains  to  sup¬ 
press  apoptosis.  126:1059. 

Bornstein,  P,  See  Liska,  Reed,  Sage,  and  Bornstein. 

Borremans,  B,  See  Van  Vlasselaer,  Borremans,  van  Gorp,  Dasch,  and 
De  Waal'Malefyt. 

Bosshart,  H,,  Humphrey,  J.,  Deignan,  E,,  Davidson,  J,,  Drazba, 
J,,  Yuan,  L.,  Oorschot,  V,,  Peters,  P,  J,,  and  Bonifacino,  J,  S, 
The  cytoplasmic  domain  mediates  IcKalization  of  furin  to  the  trans- 
Golgi  network  en  route  to  the  endosomal/lysosomal  system. 
126:1157. 

Botstein,  D.  See  Mulholland,  Preuss,  Mexm,  Wong,  Drubin,  and 
Botstein. 

Bourguignon,  L,  Y,  W.  See  Lokeshwar,  Fregien,  and  Bourguignon, 

Bowman,  D.  S,  See  Horowitz,  Trybus,  Bowman,  and  Fay. 

Brancolini,  C.,  and  Schneider,  C.  Phosphorylation  of  the  growth  arrest- 
specific  protein  Gas2  is  coupled  to  actin  rearrangements  during 
Go— G1  transition  in  NIH  3T3  cells.  124:743. 

Branton,  D,  See  Dahl,  Geib,  Fox,  Edidin,  and  Branton. 

Bravo,  R,  See  Estus,  Zaks,  Freeman,  Gruda,  Bravo,  and  Johnson. 

Brenner,  R,  M,  See  Koji,  Chedid,  Rubin,  Slayden,  Csaky,  Aaronson, 
and  Brenner. 

Bretscher,  A,,  Drees,  B,,  Harsay,  E,,  Schott,  D.,  and  Wang,  T,  What 
are  the  basic  functions  of  microfilaments?  Insights  from  studies 
in  budding  yeast.  126:821. 

Brieher,  W,  M,,  and  Gumbiner,  B.  M,  Regulation  of  C-cadherin  func¬ 
tion  during  activin  induced  morphogenesis  ofXenopus  animal  caps. 
126:519. 

Brini,  M,  See  Rizzuto,  Bastianutto,  Brini,  Murgia,  and  Pozzan. 

Brockenbrough,  J,  S.  See  de  Beus,  Brockenbrough,  Hong,  and  Aris. 

Brockerhoff,  S.  E.,  Stevens,  R,  C,,  and  Davis,  T,  N,  The  unconven¬ 
tional  myosin,  Myo2p,  is  a  calmcxlulin  target  at  sites  of  cell  growth 
in  Saeeharomyces  eerevisiae.  124:315. 

Broders,  F,  See  Dufour,  Saint-Jeannet,  Brtxlers,  Wedlich.  and  Thiery. 

Brower,  S,  M,  See  Honts,  SandrtK'k,  Brower,  O'Dell,  and  Adams. 

Brown,  E.  J.  See  Blystone,  Graham,  Lindberg,  and  Brown. 

—  See  Graham,  Anderson,  Holers,  and  Brown. 

—  See  Zhou  and  Brown. 

Brown,  K.  D,,  Coulson,  R.  M.  R.,  Yen,  T.  J,,  and  Cleveland,  D,  W, 
Cyclin-like  accumulation  and  loss  of  the  putative  kinetochore  motor 
CENP-E  results  from  coupling  continuous  synthesis  with  specific 
degradation  at  the  end  of  mitosis.  125:1303. 

Brown,  M,  J,,  and  Loew,  L,  M,  Electric  field-directed  fibroblast  loco¬ 
motion  involves  cell  surface  molecular  reorganization  and  is  calcium 
independent.  127:117. 

Brown,  S,  S,  See  Lillie  and  Brown. 

Bruce,  K,  See  Belmont  and  Bruce. 

Bruckner-Tuderman,  L.  See  Zimmermann,  Dours-Zimmermann,  Schu¬ 
bert,  and  Bruckner-Tuderman. 

Brunner,  A,  See  Chiquet-Ehrismann,  Tannheimer,  KiKh,  Brunner, 
Spring,  Martin,  Baumgartner,  and  Chiquet. 

Brunner,  M,  See  Whiteheart,  Rossnagel,  Buhrow,  Brunner,  Jaenicke, 
and  Rothman. 

Bruno,  K,  S,  See  Plamann,  Minke,  Tinsley,  and  Bruno. 

Bruzzone,  R,  See  White,  Bruzzone,  Wolfram,  Paul,  and  Gcxxlenough. 

Bubeck,  P,  See  Menkel,  Krtx;mker,  Bubeck,  Ronsiek,  Nikolai,  and 
Jockusch. 

Buchanan,  J,  A,  See  Beck,  Buchanan,  Malhotra,  and  Nelson. 

Buck,  C.  A,  See  DeLisser,  Chilkotowsky,  Yan,  Daise,  Buck,  and  Albelda. 

Buendia,  B.  Sec  Andersen,  Buendia,  Dominguez,  Sawyer,  and  Karsenti. 

Buhrow,  S.  A,  Sec  Whiteheart,  Rossnagel,  Buhrow,  Brunner,  Jaenicke, 
and  Rothman. 

Buret,  A,  See  Bates,  Buret,  van  Helden,  Horton,  and  Burns. 

Burgess,  D.  R,  See  Path,  Trimbur,  and  Burgess. 

Burgess,  S,  M,,  Delannoy,  M.,  and  Jensen,  R,  E,  MMMI  encodes 
a  mitochondrial  outer  membrane  protein  essential  for  establishing 
and  maintaining  the  structure  of  yeast  miUKhondria.  126:1375. 

Burgoyne,  R,  D.  See  Wilton,  Matthews,  Burgoyne,  Mills,  Chipman, 
and  Coleman. 

Burke,  B.  See  Pante,  Bastos,  McMorrow,  Burke,  and  Aebi. 

Burke,  J,  D,  See  Balasubramanian,  Hirani,  Burke,  and  Gould. 

Burne,  J.  F,  See  Ishizaki,  Burne,  and  Raff. 

Burns.  G,  F,  See  Bates,  Buret,  van  Helden,  Horton,  and  Burns. 


Author  Index.  Volumes  124-127 


2105 


Burrini,  A.  G.  See  Baccelti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Esteno/.,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Bussey,  H.  See  Roenier,  Paravicini,  Payton,  and  Bussey. 

Busso,  N,,  Masur,  S,  K,,  Lazega,  D,,  Waxman,  S,,  and  Os.sowski, 
L,  Induction  of  cell  migration  by  pro-urokinase  binding  to  its  re¬ 
ceptor:  Ptrssible  mechanism  for  signal  transduction  in  human  epi¬ 
thelial  cells.  126:259. 

Buxbaum,  R,  E,  See  Zheng,  Buxbaum,  and  Heidemann. 

Buxton,  J,  See  Corvera,  Chawla,  Chakrabarti,  Joly,  Buxton,  and 
Czech. 

Byers,  M,  See  Vuolteenaho,  Nissinen,  Sainio,  Byers,  Eddy,  Hirvonen, 
Shows,  Sariola,  Engvall,  and  Tryggvason. 

Byrd,  D,  A,,  Sweet,  D,  J,,  Pdnte,  N,,  Komstantinov,  K,  N,,  Guan, 
T,,  Saphire,  A,  C.  S,,  Mitchell,  P.  J.,  Cooper,  C,  S.,  Aebi,  U., 
and  Gerace,  L,  Tpr,  a  large  coiled  coil  protein  whose  amino  ter¬ 
minus  is  involved  in  activation  of  oncogenic  kinases,  is  ItKalized 
to  the  cytoplasmic  surface  of  the  nuclear  pore  complex.  127:1515. 

Byron,  K,  S.  See  Somasundaran,  Zapp,  Beattie,  Pang,  Byron,  Bassell, 
Sullivan,  and  Singer. 


C 

Cabral,  F,  See  Barlow,  Gonzalez-Garay,  West,  Olmsted,  and  Cabral. 

Caceres,  A,  See  Feiguin,  Ferreira,  Kosik,  and  Caceres. 

Calafat,  J,,  Nijenhuis,  M.,  Janssen,  H,,  Tulp,  A,,  Dusseljee,  S., 
Wubbolts,  R,,  and  NeeQes,  J,  Major  histocompatibility  class  II 
molecules  induce  the  formation  of  endwytic  MllC-like  structures. 
126:967. 

Calayag,  M,  C.  See  Skach,  Shi,  Calayag,  Frigeri,  Lingappa,  and 
Verkman. 

Caldwell,  J,  H,  See  Lupa  and  Caldwell. 

Campanelli,  J,  T,  See  Hoch,  Campanelli,  and  Scheller. 

Campanero,  M.  R.,  Sanchez-Mateos,  P,,  del  Pbzo,  M,  A,,  and 
Sanchez-Madrid,  F,  ICAM-3  regulates  lymphcK-yte  morphology 
and  integrin-mediated  T  cell  interaction  with  endothelial  cell  and 
extracellular  matrix  ligands.  127:867. 

—  See  Arroyo,  Campanero,  Sanchez-Mateos,  Z,apata,  Ursa,  del  Pozo, 

and  Sanchez-Madrid. 

Campanile,  G.  See  Gentili,  Doliana,  Bet,  Campanile,  Colombatti, 
Cancedda,  and  Cancedda. 

Cancedda,  F,  D,  See  Gentili,  Doliana,  Bet,  Campanile,  Colombatti, 
Cancedda,  and  Cancedda. 

Cancedda,  R,  See  Gentili,  Doliana,  Bet,  Campanile,  Colombatti, 
Cancedda,  and  Cancedda. 

Canessa,  C.  M,  See  Due,  Farman,  Canessa,  Bonvalct,  and  Rossicr. 

Cant,  K,,  Knowles,  B.  A,,  Mooseker,  M,  S,,  and  Cooley,  L,  Dro- 
sophi/a  singed,  a  fascin  homolog,  is  required  for  actin  bundle  for¬ 
mation  during  twgenesis  and  bristle  extension.  125:369. 

Cao,  L,-g,  See  Wang,  Silverman,  and  Cao. 

Capetanaki,  Y,  See  Li,  Choudhary,  Milner,  Munir,  Kuisk,  and 
Capetanaki. 

Caplow,  M,,  Ruhlen,  R.  L.,  and  Shanks,  J,  The  free  energy  for 
hydrolysis  of  a  microtubule-bound  nucleotide  triphosphate  is  near 
zero:  All  of  the  free  energy  for  hydrolysis  is  stored  in  the  micro¬ 
tubule  lattice.  127:779. 

Carafoli,  E,  See  Pruschy,  Ju,  Spitz,  Carafoli,  and  Goldfarb. 

Caras,  I,  W,  See  Moran  and  Caras. 

Cardelli,  J,  A,  See  Ruscetti,  Cardclli,  Niswonger,  and  O'Halloran. 

Cardone,  M,  H,,  Smith,  B,  L,,  Song,  W,,  Mochly-Rosen,  D,,  and 
Mostov,  K,  E,  Phorbol  myristate  acetate-mediated  stimulation  of 
transcytosis  and  apical  recycling  in  MDCK  cells.  124:717. 

—  See  Bonzelius,  Herman,  Cardone,  Mostov,  and  Kelly. 

Carey,  D.  J,,  Stahl,  R,  C,,  Cizmeci-Smith,  G,,  and  Asundi,  V,  K, 
Syndecan-1  expressed  in  Schwann  cells  causes  morphological  trans¬ 
formation  and  cytoskeletal  reorganization  and  associates  with  actin 
during  cell  spreading.  124:161. 

—  See  Hansen,  Schroering,  Carey,  and  Robishaw. 

Carmo-Fonseca,  M,  See  Ferreira,  Carmo-Fonseca,  and  Lamond. 

Carnell,  L,,  and  Moore.  H,-P,  H,  Transport  via  the  regulated  secre¬ 
tory  pathway  in  semi-intact  PC12  cells:  Role  of  intra-cisternal 
calcium  and  pH  in  the  transport  and  sorting  of  secretogranin  II. 
127:693. 


Caroni,  P,  Schneider,  C.,  Kiefer,  M,  C,,  and  Zapf,  J,  Role  of  muscle 
insulin-like  growth  factors  in  nerve  sprouting:  Suppression  of  ter¬ 
minal  sprouting  in  paralyzed  muscle  by  IGF-binding  protein  4. 
125:893. 

Carter,  K.  C.  See  Gerdes,  Carter.  Moen,  and  Lawrence. 

Cary,  R.  B.,  and  Klymkowsky,  M.  W'.  Differential  organization  of 
desmin  and  vimentin  in  muscle  is  due  to  differences  in  their  head 
domains.  126:445. 

Casanova,  J.  E.  See  Hansen  and  Casanova. 

Cassimeris,  L.  See  Vasquez.  Card,  and  Cassimeris. 

Castren,  E.  Sec  Jung,  Castren,  Odenthal,  Vande  Woude,  Ishii,  Dienes, 
Lindholm,  and  Schirmacher. 

Cecchelli,  R.  See  Dehouck,  Dehouck,  Fruchart,  and  Cccchelli. 

Celati,  C.  See  Rios,  Tassin,  Celati,  Antony.  Boissier,  Homberg.  and 
Bornens. 

Cerione,  R.  See  Peterson.  Zheng,  Bender,  Myers,  Cerione.  and  Bender. 

Chakrabarti,  R.  Sec  Corvera,  Chawla,  Chakrabarti,  Joly,  Buxton,  and 
Czech. 

Chan,  C.  S.  M.  See  Kim,  Francisco.  Chen.  Marctitte.  and  Chan. 

Chang,  K.-P.  See  Mensa-Wilmot.  LeBowitz.  Chang,  Al-Qahtani, 
McGwire.  Tucker,  and  Morris. 

Chang,  W.-J.,  Ying,  Y,  Rothberg,  K.  G.,  Hooper,  N.  M.,  Turner, 
A.  J.,Gambliel,  H.  A.,  DeGunzburg,  J.,  Mumby,  S.  M.,  Gilman, 
A.  G.,  and  Anderson,  R.  G.  W.  Purification  and  characterization 
of  smooth  muscle  cell  caveolae.  126:127. 

Chatman,  T.  A.  See  Trybus,  Waller,  and  Chatman. 

Chawla,  A.  See  Corvera,  Chawla.  Chakrabarti,  Joly,  Buxton,  and  Czech. 

Checovich,  W.  J.  See  Zhang,  Checovich,  Peters,  Albrecht,  and  Mosher. 

Chedid,  M.  Sec  Koji.  Chedid,  Rubin,  Slayden,  Csaky,  Aaronson.  and 
Brenner. 

Chen,  A.  See  Agrez,  Chen,  Cone,  Pytela,  and  Sheppard. 

Chen,  G.-C.  See  Kim,  Francisco,  Chen,  Marcotte,  and  Chan. 

Chen,  P,  Gupta,  K.,  and  Wells,  A.  Cell  movement  elicited  by  epi¬ 
dermal  growth  factor  receptor  requires  kinase  and  autophosphoryla¬ 
tion  but  is  separable  from  mitogenesis.  124:547. 

— ,  Ostrow,  B.  D.,  Tafuri,  S.  R.,  and  Chisholm,  R.  L.  Targeted  dis¬ 
ruption  of  the  Dictyosteliuni  RMLC  gene  produces  cells  defective 
in  cytokinesis  and  development.  127:193.3. 

— ,  Xie,  H.,  Sekar,  M.  C.,  Gupta,  K.,  and  Wells,  A.  Epidermal  growth 
factor  receptor-mediated  cell  motility:  Phospholipase  C  activity 
is  required,  but  mitogen-activated  protein  kinase  activity  is  not 
sufficient  for  induced  cell  movement.  127:847. 

—  See  Ostrow,  Chen,  and  Chisholm. 

Chen,  S.  See  Kadowaki,  Chen,  Hitomi.  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton.  Wisniewska,  and  Tartakoff. 

Chen,  W.-J.,  and  Liem,  R.  K.  H.  Reexpression  of  glial  fibrillary  acidic 
protein  rescues  the  ability  of  astrocytoma  cells  to  form  processes 
in  response  to  neurons.  127:813. 

Cheng,  A.,  Le,  T.,  Palacios,  M.,  Bookbinder,  L.  H.,  Wassarman, 
PM.,  Suzuki,  F.,  and  Bleil,  J.  D.  Sperm-egg  recognition  in  the 
mouse:  Characterization  of  sp56,  a  sperm  protein  having  specific 
affinity  for  ZP3.  125:867. 

Chenu,  C.,  Colucci,  S.,  Grano,  M.,  Zigrino,  P,  Barattolo,  R., 
Zambonin,  G.,  Baldini,  N.,  Vergnaud,  P,  Delmas,  P  D.,  and 
Zallone,  A.  Z.  Osteocalcin  induces  chemotaxis.  secretion  of  ma¬ 
trix  proteins,  and  calcium-mediated  intracellular  signaling  in  human 
osteoclast-like  cells.  127:1149. 

Cheresh,  D.  A.  See  Klemke,  Yebra,  Bayna.  and  Cheresh. 

—  See  Wickham,  Filardo,  Cheresh,  and  Nemerow. 

Chidgey,  M.  A.  J.  See  Legan,  Yue,  Chidgey.  Holton,  Wilkinson,  and 
Garrod. 

Chilcote,  T.  See  Galli,  Chilcotc,  Mundigl,  Binz,  Niemann,  and  Dc 
Camilli. 

Chilkotowsky,  J.  See  DeLisser,  Chilkotowsky,  Yan.  Daise,  Buck,  and 
Albelda. 

Chin,  J.  R.  See  Sympson.  Talhouk,  Alexander,  Chin,  Clift,  Bissell. 
and  Werb. 

Chipman,  J.  K.  See  Wilton.  Matthews.  Burgoyne.  Mills.  Chipman, 
and  Coleman. 

Chiquet,  M.  See  Chiquet-Ehrismann,  Tannheimcr,  Koch,  Brunner, 
Spring,  Martin,  Baumgartner,  and  Chiquet. 

Chiquet-Ehrismann,  R.,  Tannheimer,  M.,  Koch,  M.,  Brunner,  A., 
Spring,  J.,  Martin,  D.,  Baumgartner,  S.,  and  Chiquet,  M. 
Tcnascin-C  expression  by  fibroblasts  is  elevated  in  stressed  colla¬ 
gen  gels.  127:2093. 

—  See  Matsumoto,  Saga,  Ikemura,  Sakakura,  and  Chiquet-Ehrismann. 


The  Journal  of  Cell  Biology.  Volume  127,  1993 


2106 


Chisholm,  R.  L.  See  Chen,  Ostrow,  Tafuri.  and  Chisholm. 

—  See  Ostrow,  Chen,  and  Chisholm. 

Chiu,  H.  H.  See  Renz,  Chiu,  Jones,  Fox,  Kim,  Presta,  and  Fong. 

Chiu,  W.  See  Schmid,  Agris,  Jakana,  Matsudaira,  and  Chiu. 

Cho,  K.  R.  See  Pierceall,  Cho,  Getzenberg,  Reale,  Hedrick,  Vogel- 
stein,  and  Fearon. 

Choudhary,  S.  K.  See  Li,  Choudhary,  Milner,  Munir,  Kuisk.  and 
Capetanaki. 

Chung,  C.  Y.,  and  Erickson,  H.  P,  Cell  surface  annexin  II  is  a  high 
affinity  receptor  for  the  alternatively  spliced  segment  of  tenascin-C. 
126:539. 

Cizmeci-Smith,  G.  See  Carey,  Stahl,  Cizmeci-Smith,  and  Asundi. 

Clark,  J,  See  Zhang,  Rosenwald,  Willingham,  Skuntz,  Clark,  and  Kahn. 

Clark,  S.  W.,  and  Meyer,  D.  I.  ACTS:  A  putative centractin  homologue 
in  S.  cerevisiae  is  required  for  proper  orientation  of  the  mitotic 
.spindle.  127:129. 

Clarke,  M,  See  Cohen,  Bacon,  Clarke,  Joiner,  and  Mellman. 

Clark-Lewis,  I,  See  Lotz,  Clark-Lewis,  and  Ganu. 

Clark-Maguire,  S.,  and  Mains,  P.  E.  Localization  of  the  mei-I  gene 
pnxluct  of  Caenorhahditis  elegans,  a  meiotic-specific  spindle  com¬ 
ponent.  126:199. 

Clement,  A.  See  Faissner,  Clement,  Lochter,  Streit,  Mandl,  and 
Schachner. 

Cleveland,  D.  W,  See  Brown,  Coulson,  Yen,  and  Cleveland. 

Clift,  S.  M.  See  Sympson,  Talhouk,  Alexander,  Chin,  Clift,  Bissell, 
and  Werb. 

Coco,  S.  See  Verderio,  Coco,  Fumagalli,  and  Matteoli. 

Cohen,  A.  See  Mayfield,  Cohen,  Danon,  and  Yohn. 

Cohen,  C.  J,,  Bacon,  R.,  Clarke,  M.,  Joiner,  K,,  and  Mellman,  I, 
Dictyostelium  discoideum  mutants  with  conditional  defects  in  phago¬ 
cytosis.  126:955. 

—  See  Bacon,  Cohen,  Lewin,  and  Mellman. 

Cole,  R.  See  Rieder,  Schultz,  Cole,  and  Sluder. 

Coleman,  R.  See  Wilton,  Matthews,  Burgoyne,  Mills,  Chipman,  and 
Coleman. 

Collawn,  J.  F.  See  Odorizzi,  Trowbridge,  Xue,  Hopkins,  Davis,  and 
Col  lawn. 

Collins,  C.  A.  See  Lin,  Ferro,  and  Collins. 

Collodel,  G.  See  Baccetti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Colombatti,  A.  See  Gentili,  Doliana,  Bet,  Campanile,  Colombatti, 
Cancedda,  and  Cancedda. 

Colon,  M.  E.  See  Yan,  Colon,  Beebe,  and  Melangon. 

Colotta,  F.  See  Re,  Zanctti,  Sironi,  Polentarutti,  Lafrancone,  Dejana, 
and  Colotta. 

Colucci,  S.  See  Chenu,  Colucci,  Grano,  Zigrino,  Barattolo,  Zambonin, 
Baldini,  Vergnaud,  Delmas,  and  Zallone. 

Coluccio,  L.  M.  An  end  in  sight:  Tropomodulin.  127:1497. 

Comoglio,  P  M.  See  Crepaldi,  Pollack,  Prat,  Zborek,  Mostov,  and 
Comoglio. 

Comoglio,  P  M.  See  Galimi,  Bagnara,  Bonsi,  Cottone,  Follenzi, 
Simeone,  and  Comoglio. 

Cone,  R.  I.  See  Agrez,  Chen,  Cone,  Pytela,  and  Sheppard. 

Connolly,  C.  N.,  Putter,  C.  E.,  Gibson,  A.,  Hopkins,  C.  R.,  and 
Cutler,  D.  F.  Transport  into  and  out  of  the  Golgi  complex  studied 
by  transfecting  cells  with  cDNAs  encxxiing  horseradish  peroxidase. 
127:641. 

Connor,  E.  A.,  Qin,  K.,  Yankelev,  H.,  and  DeStefano,  D.  Synaptic 
activity  and  connective  tissue  remtxleling  in  denervated  frog  muscle. 
127:1435. 

Conrad,  P  A.  See  Smart,  Ying,  Conrad,  and  Anderson. 

Conradt,  B.,  Haas,  A,,  and  Wickner,  W,  Determination  of  four  bio¬ 
chemically  distinct,  sequential  stages  during  vacuole  inheritance 
in  vitro.  126:99. 

—  See  Haas,  Conradt,  and  Wickner. 

Cook,  R.  F.  See  Lisanti,  Scherer,  Vidugiriene,  Tang,  Hermanowski- 
Vosatka,  Tu,  Cook,  and  Sargiacomo. 

Cooke,  C.  A,  See  Tomkiei,  Cooke,  Saitoh,  Bernat,  and  Earnshaw. 

Cooley,  L.  See  Cant,  Knowles,  Mooseker,  and  Cooley. 

Cooper,  C.  S.  See  Byrd,  Sweet,  Pante,  Konstantinov,  Guan,  Saphire, 
Mitchell,  Cooper,  Aebi,  and  Gerace. 

Cooper,  J.  A.  See  Schafer,  Gill,  Cooper,  Heuser,  and  Schroer. 

—  See  Schafer,  Korshunova,  Schroer,  and  Cooper. 

—  See  Schroer,  Fyrberg,  Cooper,  Waterston,  Helfman,  Pollard,  and 

Meyer. 


Corvera,  S.,  Chawla,  A.,  Chakrabarti,  R.,  Joly,  M.,  Buxton,  J., 
and  Czech,  M.  P  A  double  leucine  within  the  GHJT4  glucose 
transporter  COOH-terminal  domain  functions  as  an  endocytosis 
signal.  126:979.  Correction.  126:1625. 

Costantino  Ceccarini,  E.  See  Baccetti,  Benedetto,  Burrini,  Collodel, 
Costantino  Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Mas¬ 
sacesi,  PiombHtni,  Renieri,  and  Solazzo. 

Cottone,  E.  See  Galimi,  Bagnara,  Bonsi,  Cottone,  Follenzi,  Simeone, 
and  Comoglio. 

Coulombe,  P  A.  See  Takahashi,  Folmer,  and  Coulombe. 

Coulson,  R.  M.  R.  See  Brown,  Coulson,  Yen,  and  Cleveland. 

Courtoy,  P,  J.  See  Cupers,  Veithen,  Kiss,  Baudhuin,  and  Courtoy. 

Cowan,  N.  J.  See  Gao,  Melki,  Walden,  Lewis,  Ampe,  Rommelaere, 
Vandekerckhove,  and  Cowan. 

Craig,  E.  A.  See  Herrmann,  Stuart,  Craig,  and  Neupert. 

—  See  Rassow,  Maarse,  Krainer,  Kubrich,  Muller,  Meijer,  Craig,  and 
Pfanner. 

Crawford,  A.  W.,  Pino,  J.  D.,  and  Beckerle,  M.  C.  Biochemical  and 
molecular  characterization  of  the  chicken  cysteine-rich  protein, 
a  developmental ly  regulated  LIM-domain  protein  that  is  associ¬ 
ated  with  the  actin  cytoskeleton.  124:117. 

Cregg,  J.  M.  See  Waterham,  Titorenko,  Haima,  Cregg,  Harder,  and 
Veenhuis. 

Crepaldi,  T.,  Pollack,  A.  L.,  Prat,  M.,  Zborek,  A.,  Mostov,  K.,  and 
Comoglio,  P.  M.  Targeting  of  the  SF/HGF  receptor  to  the  baso- 
lateral  domain  of  polarized  epithelial  cells.  125:313. 

Crescenzi,  M.,  Crouch,  D.  H.,  and  Tato,  F.  Transformation  by  mye 
fusion  but  not  biochemical  differentiation  of  C2C12  myoblasts: 
Mechanisms  of  phenotypic  correction  in  mixed  culture  with  normal 
cells.  125:1137. 

Cresswell,  P,  See  Riberdy,  Avva,  Geuze,  and  Cresswell. 

Cripps,  R.  M.,  Becker,  K.  D.,  Mardahl,  M.,  Kronert,  W.  A.,  Hodges, 
D.,  and  Bernstein,  S.  I.  Transformation  of  Drosophila  melano- 
gaster  with  the  wild-type  myosin  heavy-chain  gene:  Rescue  of  mu¬ 
tant  phenotypes  and  analysis  of  defects  caused  by  overexpression. 
126:689. 

Crisa,  N.  See  Baccetti,  Benedetto,  Burrini,  Colkxlel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Crossman,  M.  W,,  Hauft,  S.  M,,  and  Gordon,  J.  I.  The  mouse  ileal 
lipid-binding  protein  gene:  A  model  for  studying  axial  patterning 
during  gut  morphogenesis.  126:1547. 

Crouch,  D.  H,  See  Crescenzi,  Crouch,  and  Tato. 

Csaky,  K.  G.  See  Koji,  Chedid,  Rubin,  Slayden,  Csaky,  Aaronson, 
and  Brenner. 

Cunningham,  K,  W.,  and  Fink,  G.  R.  Calcineurin-dependent  growth 
control  in  Saccharomyces  cerexisiae  mutants  lacking  PMCI,  a  homo¬ 
log  of  plasma  membrane  Ca-^  ATPases.  124:351. 

Cupers,  R,  Veithen,  A.,  Kiss,  A,,  Baudhuin,  R,  and  Courtoy,  P,  J. 
Clathrin  polymerization  is  not  required  for  bulk-phase  endocytosis 
in  rat  fetal  fibroblasts.  127:725. 

Curran,  M.  See  Zimmerberg,  Blumenthal,  .Sarkar,  Curran,  and 
Morris. 

Cutler,  D.  F.  See  Connolly,  Futter,  Gibson,  Hopkins,  and  Cutler. 

Czech,  M.  P.  See  Corvera,  Chawla,  Chakrabarti,  Joly,  Buxton,  and 
Czech. 


D 

Dahan,  S.,  Ahluwalia,  J.  R,  Wong,  L.,  Pbsner,  B.  I.,  and  Bergeron, 
J,  J.  M.  Concentration  of  intracellular  hepatic  apolipoprotein  E 
in  Golgi  apparatus  saccular  distensions  and  endosomes.  127: 
1859. 

Dahl,  S.  C.,  Geib,  R,  W,,  Fox,  M.  T.,  Edidin,  M.,  and  Branton, 
D.  Rapid  capping  in  a-spectrin-deficient  MEL  cells  from  mice 
afflicted  with  hereditary  hemolytic  anemia.  125:1057. 

Daise,  M.  L.  See  DeLisser,  Chilkotowsky,  Yan,  Daise,  Buck,  and 
Albelda. 

Dalke,  D.  P,  See  Qiu,  Xu,  Wandinger-Ness,  Dalke,  and  Pierce. 

Damke,  H.,  Baba,  T.,  Warnock,  D.  E.,  and  Schmid,  S.  L.  Induction 
of  mutant  dynamin  specifically  blocks  endocytic  coated  vesicle 
formation.  127:915. 


Author  Index,  Volumes  124-127 


2107 


Dang,  T.  See  Hartl,  Olson.  Dang,  and  Forbes. 

Danon,  A.  See  Mayfield,  Cohen,  Danon,  and  Yohn. 

Dasch,  J.  R.  See  Van  Vlasselaer,  Borremans.  van  Gorp,  Dasch,  and 
De  Waal-Malefyt. 

Dascher,  C.  See  Kuge.  Dascher,  Orci,  Rowe.  Amherdt,  Plutner, 
Rava/zola.  Tanigawa,  Rothman,  and  Balch. 

Dasso,  M.  See  Kornbluth,  Dasso,  and  New'port. 

Dasso,  M.  C.  See  Dimitrov,  Dasso.  and  Wolffe. 

Datar,  K.  V.  See  Wilson,  Datar,  Paddy,  Swedlow,  and  Swanson. 

Davidson,  H.  W.  See  Nuoffer,  Davidson,  Matteson,  Meinkoth,  and 
Balch. 

—  See  Pind,  Nuoffer,  McCaffery,  Plutner,  Davidson,  Farquhar,  and 

Balch. 

Davidson,  J.  See  Bosshart,  Humphrey,  Deignan,  Davidson,  Drazba, 
Yuan,  Oorschot,  Peters,  and  Bonifacino. 

Davis,  C.  D.  See  Odorizzi,  Trowbridge,  Xue,  Hopkins,  Davis,  and 
Collawn. 

Davis,  E.  C.  See  Zhang.  Apfelroth,  Hu,  Davis.  Sanguineti,  Bonadio, 
Mccham,  and  Ramirez. 

Davis,  J.  See  Hamill,  Davis,  Drawbridge,  and  Suprenant. 

Davis,  L.  I.  See  Belanger.  Kenna,  Wei,  and  Davis. 

—  See  Bogerd,  Hoffman,  Amberg,  Fink,  and  Davis. 

Davis,  T.  N.  See  Brockerhoff,  Stevens,  and  Davis. 

Dearey,  E.  A.  See  Muller.  Dearey,  Kornddrfer,  and  Bandlow. 

de  Bens,  E.,  Brockenbrough,  J.  S.,  Hong,  B.,  and  Aris,  J.  P.  Yeast 
NOP2  encodes  an  essential  nucleolar  protein  with  homology  to 
a  human  proliferation  marker.  127:1799. 

De  Camilli,  P.  See  Galli,  Chilcote,  Mundigl,  Binz,  Niemann,  and  De 
Camilli. 

—  See  Solimcna,  Dirkx,  Radzynski,  Mundigl,  and  De  Camilli. 

Deerinck,  T.  J.,  Martone,  M.  E.,  Lev-Ram,  V.,  Green,  D.  P.  L., 

Tsien,  R.  Y.,  Spector,  D.  L.,  Huang,  S.,  and  Ellisman,  M.  H. 
Fluorescence  photcKwidation  with  eosin;  A  method  for  high  reso¬ 
lution  immunoIcKalization  and  in  situ  hybridi7.ation  detection  for 
light  and  electron  microscopy.  126:901. 

—  See  Huang,  Deerinck,  Ellisman,  and  Spector. 

De  Gunzburg,  J.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner,  Gambliel, 
De  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Dehouck,  B.,  Dehouck,  M.-P,  Fruchart,  J.-C.,  and  Cecchelli,  R. 
Upregulation  of  the  low  density  lipoprotein  receptor  at  the  blocxi- 
brain  barrier:  Intercommunications  between  brain  capillary  endo¬ 
thelial  cells  and  astrocytes.  126:465. 

Dehouck,  M.-P.  See  Dehouck,  Dehouck,  Fruchart,  and  Cecchelli. 

Deignan,  E.  See  Bosshart,  Humphrey,  Deignan,  Davidson,  Drazba, 
Yuan,  Oorschot,  Peters,  and  Bonifacino. 

Dejana,  E.  See  Ayalon,  Sabanai,  Lampugnani,  Dcjana,  and  Geiger. 

—  See  Re,  Zanetti.  Sironi.  Polentarutti,  Lanfranconc.  Dejana,  and 

Colotta. 

Delannoy,  M.  See  Burgess.  Delannoy,  and  Jensen. 

DeLisser,  H.  M.,  Chilkotowsky,  J.,  Yan,  H.-C.,  Daise,  M.  L.,  Buck, 
C.  A.,  and  Albelda,  S.  M.  Deletions  in  the  cytoplasmic  domain 
of  platelet-endothelial  cell  adhesion  molecule-1  (PECAM-1,  CD31) 
result  in  changes  in  ligand  binding  properties.  124:195. 

Delmas,  P.  D.  SeeChenu.  Colucci,  Grano.  Zigrino,  Barattolo,  Zumbonin, 
Baldini,  Vergnaud,  Delmas,  and  zlallone. 

de  Loubresse,  N.  G.  See  Gautier,  de  Loubressc.  Madeddu,  and  Sperling. 

del  Pbzo,  M.  A.  See  Arroyo.  Campanero.  Sanchez- Mateos,  Zapata, 
Ursa,  del  Pozo,  and  Sanchez-Madrid. 

—  See  Campanero.  Sanchez-Mateos,  del  Pozo,  and  Sanchez-Madrid. 

DeRosier,  D.  See  McGough,  Way,  and  DeRosier. 

Derynck,  R.  See  Gitelman,  Kobrin,  Ye,  Lopez,  Lee,  and  Derynck. 

—  See  Miettinen,  Ebner,  Lopez,  and  Derynck. 

—  See  Shum,  Reeves.  Kuo.  Fromer,  and  Derynck. 

DesJardins,  M.,  Huber,  L.  A.,  Parton,  R.  G.,  and  Griffiths,  G.  Bio¬ 
genesis  of  phagolysosomes  proceeds  through  a  sequential  series 
of  interactions  with  the  endocytic  apparatus.  124:677. 

DeStefano,  D.  See  Connor.  Qin,  Yankelev,  and  DeStefano. 

DeTomaso,  A.  W.,  Blanco,  G.,  and  Mercer,  R.  W'.  The  a  and  /3  sub¬ 
units  of  the  Na.K-ATPase  can  assemble  at  the  plasma  membrane 
into  functional  enzyme.  127:55. 

Devreotes,  P.  See  Insall.  Kuspa,  Lilly,  Shaulsky,  Levin,  Loomis,  and 
Devreotes. 

De  Waal-Malefyt,  R.  See  Van  Vlasselaer.  Borremans.  van  Gorp.  Dasch. 
and  De  Waal-Malefyt. 

Dexter,  T.  M.  See  Whetton,  Heyworth,  Nicholls.  Evans.  Lord,  Dexter, 
and  Owen- Lynch. 


Di  Caro,  A.  See  Baccetti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Dienes,  H.-P.  See  Jung.  Castren,  Odenthal,  Vande  Woude.  Ishii,  Dienes, 
Lindholm,  and  Schirmacher. 

Dietzen,  D.  J.  See  Shenoy-Scaria,  Dietzen,  Kwong,  Link,  and  Lublin. 

Dillman,  J.  F.,  Ill,  and  Pfister,  K.  K.  Differential  phosphorylation 
in  vivo  of  cytoplasmic  dynein  associated  with  anterogradely  mov¬ 
ing  organelles.  127:1671. 

Dimitrov,  S.,  Dasso,  M.  C.,  and  Wolffe,  A.  P.  Remodeling  sperm  chro¬ 
matin  in  Xenopus  laevis  egg  extracts:  The  role  of  core  histone  phos¬ 
phorylation  and  linker  histone  B4  in  chromatin  assembly.  126:591. 

Ding,  H.  See  Luscinskas,  Kansas,  Ding,  Pizeueta,  Schleiffenbaum, 
Tedder,  and  Gimbrone. 

Dirkx,  R.,  Jr.  See  Solimena,  Dirkx.  Radzynski,  Mundigl.  and  De 
Camilli. 

Distel,  B.  See  Motley,  Hettema,  Distel.  and  Tabak. 

Dive,  C.  See  Bayly,  Roberts,  and  Dive. 

Doherty,  P.  See  Saffell,  Walsh,  and  Doherty. 

—  See  Williams,  Walsh,  and  Doherty. 

Doliana,  R.  See  Gentili,  Doliana,  Bet,  Campanile,  Colombatti, 
Cancedda,  and  Cancedda. 

Dominguez,  J.  E.  See  Andersen,  Buendia,  Dominguez,  Sawyer,  and 
Karsenti. 

Dominguez-Jimenez,  C.  See  Sanchez-Aparicio,  Dominguez-Jimenez. 
and  Garcia-Pardo. 

Donaldson,  P.  See  Kistler,  Goldie,  Donaldson,  and  Engel. 

Donoghue,  D.  J.  See  Hart.  Xu.  Meyer,  Lee,  and  Donoghue. 

Doree,  M.  See  Lieuvin.  Labbe,  Doree,  and  Job. 

Dougas,  I.  See  Osborn,  Vassallo,  Griffiths  Browning,  Tizard,  Haskard, 
Benjamin,  Dougas,  and  Kirchhausen. 

Dours-Zimmermann,  M.  T.  See  Zimmermann,  Dours-Zimmermann. 
Schubert,  and  Bruckner-Tuderman. 

Drawbridge,  J.  See  Hamill.  Davis,  Drawbridge,  and  Suprenant. 

Drazba,  J.  See  Bosshart,  Humphrey,  Deignan,  Davidson,  Drazba,  Yuan, 
Oorschot,  Peters,  and  Bonifacino. 

Drees,  B.  ee  Bretscher,  Drees,  Harsay,  Schott,  and  Wang. 

Dreyer,  W.  J.  See  Vielmetter,  Kayyem,  Roman,  and  Dreyer. 

Droge,  W.  See  Schulze-Osthoff,  Walczak,  Droge,  and  Krammer. 

Drubin,  D.  See  Mulholland,  Preuss.  Moon,  Wong,  Drubin,  and  Botstein. 

Drubin,  D.  G.  See  Holtzman,  Wertman.  and  Drubin. 

Dubremetz,  J.-F.  See  Beckers,  Dubremetz,  Mercereau-Puijalon,  and 
Joiner. 

Due,  C.,  Farman,  N.,  Canessa,  C.  M.,  Bonvalet,  J.-P.,  and  Rossier, 
B.  C.  Cell-specific  expression  of  epithelial  stxiium  channel  a,  /3. 
and  7  subunits  in  aldosterone-responsive  epithelia  from  the  rat: 
Localization  by  in  situ  hybridization  and  immunocytochemistry. 
127:1907. 

Dufour,  S.,  Saint-Jeannet,  J.-R,  Broders,  E,  Wedlich,  D.,  and Thiery, 
J.  P.  Differential  perturbations  in  the  morphogenesis  of  anterior 
structures  induced  by  overexpression  of  truncated  XB-  and  N- 
cadherins  in  Xenopus  embryos.  127:521. 

Duluc,  L,  Freund,  J.-N.,  Leberquier,  C.,  and  Kedinger,  M.  Fetal 
endixlerm  primarily  holds  the  temporal  and  positional  information 
required  for  mammalian  intestinal  development.  126:211. 

Durfee,  T.,  Mancini,  M.  A.,  Jones,  D.,  Elledge,  S.  J.,  and  Lee,  W.-H. 
The  amino-terminal  region  of  the  retinoblastoma  gene  product  binds 
a  novel  nuclear  matrix  protein  that  co-localizes  to  centers  for  RNA 
processing.  127:609. 

Durkin,  M.  E.  See  Wewer,  Ibaraki,  Schjprring,  Durkin,  Young,  and 
Albrechtsen. 

Dusseljee,  S.  SeeCalafat,  Nijenhuis,  Janssen,  Tulp,  Dusseljee.  Wubbolts. 
and  Neefjes. 

Diisterhoft,  A.  See  Singer-Kriiger,  Stenmark,  Diisterhoft,  Philippsen. 
Yoo,  Gallwitz,  and  Zerial. 

Dutcher,  S.  K.  See  King,  Inwood,  O'Toole.  Power,  and  Dutcher. 

—  See  Porter,  Knott,  Gardner,  Mitchell,  and  Dutcher. 


E 

Earnshaw,  W.  C.  See  Saitoh,  Goldberg,  Wood,  and  Earnshaw. 
—  See  Tomkiel,  Cooke,  Saitoh,  Bernat,  and  Earnshaw. 

Ebner,  R.  See  Miettinen,  Ebner,  Lopez,  and  Derynck. 


The  Journal  of  Cell  Biology.  Volume  127,  1993 


2108 


Eddy,  R.  See  Vuolteenaho,  Nissinen,  Sainio.  Byers.  Eddy,  Hirvonen, 
Shows,  Sariola,  Engvall,  and  Tryggvason. 

Edidin,  M.  See  Dahl,  Geib,  Fox,  Edidin,  and  Branton. 

Edman,  C.  F.  See  Srinivasan,  Edman,  and  Schulmar. 

Edwards,  R.  H.  See  Liu,  Schweitzer,  Nirenberg,  Pickel,  Evans,  and 
Edwards. 

Edwards,  S.  N.,  and  Tolkovsky,  A.  M.  Characterization  of  apoptosis 
in  cultured  rat  sympathetic  neurons  after  nerve  growth  factor  with¬ 
drawal.  124:537. 

Egea,  G.  See  Alcalde,  Egea,  and  Sandoval. 

Eilertsen,  K.  J.,  Kazmierski,  S.  T.,  and  Keller,  T.  C.  S.,  III.  Cellular 
titir  localization  in  stress  fibers  and  interaction  with  myosin  11 
filaments  in  vitro.  126:1201. 

Eipper,  B.  A.  See  Milgram,  Eipper,  and  Mains. 

Elazar,  Z.,  Orel,  L.,  Ostermann,  J.,  Amherdt,  M.,  Tanigawa,  G., 
and  Rothman,  J.  E.  ADP-ribosylation  factor  and  coatomer  couple 
fusion  to  vesicle  budding.  124:415. 

Elias,  J.  A.  See  Rosen,  Joseph.  Jin,  Rockwell,  Elias,  Knesel,  Wines. 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Elledge,  S.  J.  See  Durfee,  Mancini,  Jones,  Elledge,  and  Lee. 

Ellisman,  M.  H.  See  Deerinck,  Martone.  Lev-Ram.  Green,  Tsien, 
Spector,  Huang,  and  Ellisman. 

—  See  Huang,  Deerinck,  Ellisman,  and  Spector. 

Elmendorf,  H.  G.,  and  Haidar,  K.  Plasmodium  falciparum  exports 
the  Golgi  marker  sphingomyelin  synthase  into  a  tubovesicular  net¬ 
work  in  the  cytoplasm  of  mature  erythreytes.  124:449. 

Elton,  T.  S.  See  Weber,  Berta,  Tousson,  St.  John,  Green,  Gopalokrish- 
nan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Emans,  N.  See  Aniento,  Emans,  Griffiths,  and  Gruenberg. 

Emr,  S.  D.  See  Gaynor,  te  Heesen,  Graham.  Aebi.  and  Emr. 

—  See  Graham,  Seeger,  Payne,  MacKay,  and  Emr. 

Endo,  H.  See  Takenaga,  Nakamura,  Sakiyama,  Hasegawa.  Sato,  and 
Endo. 

Engel,  A.  See  Kistler,  Goldie,  Donaldson,  and  Engel. 

Englund,  P.  T.  See  Ferguson,  Torri,  Perez-Morga,  Ward,  and  Englund. 

Engvall,  E.  See  Vuolteenaho,  Nissinen,  Sainio.  Byers,  Eddy,  Hirvonen, 
Shows,  Sariola,  Engvall,  and  Tryggvason. 

Erickson,  H.  P.  See  Chung  and  Erickson. 

Ericsson,  M.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud, 
Soling.  Tang,  Wong,  and  Hong. 

—  See  Krijnse-Locker,  Ericsson,  Rottier,  and  Griffiths. 

Erxleben,  C.,  and  Plattner,  H.  Ca-+  release  from  subplasmalemmal 

stores  as  a  primary  event  during  exocytosis  in  Paramecium  cells. 
127:935. 

Eshkind,  L.  G.  See  Troyanovsky.  Troyanovsky,  Eshkind,  Krutovskikh, 
Leube,  and  Franke. 

Esko,  J.  D.  See  Hager,  Pierce,  Moore,  Tytler,  Esko,  and  Hajduk. 

Estenoz,  M.  See  Baccetti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz.  Garbuglia.  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Estus,  S.,  Zaks,  W.  J.,  Freeman,  R.  S.,  Gruda,  M.,  Bravo,  R.,  and 
Johnson,  E.  M.,  Jr.  Altered  gene  expression  in  neurons  during 
programmed  cell  death:  Identification  of  c-jun  as  necessary  for 
neuronal  apoptosis.  127:1717. 

Etkin,  L.  D.  See  Li,  Shou,  Kloe,  Reddy,  and  Etkin. 

Evans,  C.  A.  See  Whetton,  Heyworth,  Nicholls,  Evans,  Lord,  Dexter, 
and  Owen-Lynch. 

Evans,  C.  J.  See  Liu,  Schweitzer,  Nirenberg,  Pickel,  Evans,  and 
Edwards. 

Evans,  J.  See  Melchior,  Paschal,  Evans,  and  Gerace. 


F 

Fagotto,  F.,  and  Maxfield,  F.  R.  Yolk  platelets  in  Xenopus  oocytes 
maintain  an  acidic  internal  pH  which  may  be  essential  for  sodium 
accumulation.  125:1047. 

Faissner,  A.,  Clement,  A.,  Lochter,  A.,  Streit,  A.,  Mandl,  C.,  and 
Schachner,  M.  Isolation  of  a  neural  chondroitin  sulfate  proteo¬ 
glycan  with  neurite  outgrowth  promoting  properties.  126:783. 

Falk,  M.  M.,  Kumar,  N.  M.,  and  Gilula,  N.  B.  Membrane  insertion 
of  gap  junction  connexins:  Polytopic  channel  forming  membrane 
proteins.  127:343. 

Fanning,  E.  See  Fischer.  Heinrich,  van  Zee,  Fanning,  and  Liihrmann. 


Farman,  N.  See  Due.  Farman.  Canessa,  Bonvalet,  and  Rossier. 

Farquhar,  M.  G.  See  Pind,  Nuoffer,  McCaffery,  Plutner,  Davidson, 
Farquhar,  and  Balch. 

—  See  Wilson,  Nuoffer,  Meinkoth,  McCaffery.  Feramisco.  Balch,  and 

Farquhar. 

Fasshauer,  D.  See  Nickel,  Huber,  Kahn,  Kipper,  Barthel,  Fasshauer, 
and  Soling. 

Path,  K.  R.,  Trimbur,  G.  M.,  and  Burgess,  D.  R.  Molecular  motors 
are  differentially  distributed  on  Golgi  membranes  from  polarized 
epithelial  cells.  126:661. 

Faull,  R.  J.  See  O’Toole,  Katagiri,  Faull,  Peter,  Tamura,  Quaranta. 
Loftus,  Shattil,  and  Ginsberg. 

Fay,  F.  S.  See  Gilbert,  Perry,  and  Fay. 

—  See  Horowitz.  Trybus.  Bowman,  and  Fay. 

Fearon,  E.  R.  See  Pierceall,  Cho,  Getzenberg,  Reale,  Hedrick,  Vogel- 
stein,  and  Fearon. 

Feiguin,  F.,  Ferreira,  A.,  Kosik,  K.  S.,  and  Caceres,  A.  Kinesin- 
mediated  organelle  translocation  revealed  by  specific  cellular 
manipulations.  127:1021. 

Feinstein,  S.  C.  See  Goode  and  Feinstein. 

Feldheim,  D.,  and  Schekman,  R.  Sec72p  contributes  to  the  selective 
recognition  of  signal  peptides  by  the  secretory  polypeptide  trans¬ 
location  complex.  126:935. 

Felix,  M.-A.,  Antony,  C.,  Wright,  M.,  and  Maro,  B.  Centrosome 
assembly  in  vitro:  Role  of  y-tubulin  recruitment  in  Xenopus  sperm 
aster  formation.  124:19. 

Feramisco,  J.  R.  See  Wilson,  Nuoffer.  Meinkoth.  McCaffery,  Feramisco. 
Balch,  and  Farquhar. 

Ferguson,  M.  L.,  Torri,  A.  F,  Perez-Morga,  D.,  Ward,  D.  C.,  and 
Englund,  P.  T.  Kinetoplast  DNA  replication:  Mechanistic  differ¬ 
ences  between  Trxpcmosoma  hrucei  and  Crithidia  fasciculata. 
126:631. 

Ferrando,  R.  See  Palmer,  Riiegg,  Ferrando.  Pytela,  and  Sheppard. 

Ferreira,  A.  See  Feiguin.  Ferreira,  Kosik.  and  Caceres. 

Ferreira,  J.  A.,  Carmo-Fonseca,  M.,  and  Lamond,  A.  I.  Differential 
interaction  of  splicing  snRNPs  with  coiled  bodies  and  interchro¬ 
matin  granules  during  mitosis  and  assembly  of  daughter  cell  nu¬ 
clei.  126:11. 

Ferro,  K.  L.  See  Lin,  Ferro,  and  Collins. 

Figdor,  C.  G.  See  van  Kooyk,  Weder.  Heije.  and  Figdor. 

Filardo,  E.  J.  See  Wickham,  Filardo,  Cheresh,  and  Nemerow. 

Filbin,  M.  T.  See  Wong  and  Filbin. 

Fink,  G.  R.  See  Bogerd,  Hoffman.  Amberg,  Fink,  and  Davis. 

—  See  Cunningham  and  Fink. 

Fischer,  U.,  Heinrich,  J.,  van  Zee,  K.,  Fanning,  E.,  and  Liihrmann, 
R.  Nuclear  transport  of  U1  snRNP  in  somatic  cells:  Differences 
in  signal  requirement  compared  with  Xenopus  laevis  oocytes. 
125:971. 

—  See  Hackl,  Fischer,  and  Luhrmann. 

Fisher,  P.  A.  See  Meller.  McConnell,  and  Fisher. 

Flad,  M.  See  Milev.  Friedlander.  Sakurai,  Karthikeyan.  Flad,  Margolis. 
Grumet,  and  Margolis. 

Fleischer,  S.  See  Radermacher,  Rao.  Grassucci.  Frank.  Timerman, 
Fleischer,  and  Wagenknecht. 

Fleuren,  G.  J.  See  Litvinov,  Velders,  Bakker,  Fleuren,  and  Warnaar. 

Flomerfelt,  F.  A.,  and  Miesfeld,  R.  L.  Recessive  mutations  in  a  common 
pathway  block  thymocyte  apoptosis  induced  by  multiple  signals. 
127:1729. 

Florkiewicz,  R.  See  Stachowiak,  Moffett,  Joy.  Puchaez,  Florkiewicz. 
and  Stachowiak. 

Follenzi,  A.  SeeGalimi,  Bagnara.  Bonsi.  Cottone.  Follenzi.  Simeone. 
and  Comoglio. 

Folmer,  J.  See  Takahashi,  Folmer.  and  Coulombe. 

Fong,  S.  See  Renz,  Chiu,  Jones.  Fox,  Kim.  Presta.  and  Fong. 

Fontaine,  J.  J.  See  Zahraoui.  Joberty,  Arpin,  Fontaine,  Hellio.  Tavitian. 
and  Louvard. 

Forbes,  D.  J.  See  Hartl.  Olson.  Dang,  and  Forbes. 

Foster,  D.  C.  See  Smart,  Foster.  Ying,  Kamen,  and  Anderson. 

Fowler,  V.  M.  See  Gregorio.  Repasky.  Fowler,  and  Black. 

—  See  Weber,  Pennise,  Babcock,  and  Fowler. 

Fox,  J.  See  Renz.  Chiu,  Jones,  Fox,  Kim.  Presta.  and  Fong. 

Fox,  M.  T.  See  Dahl,  Geib,  Fox,  Edidin,  and  Branton. 

Francis,  H.  See  Frisch  and  Francis. 

Francisco,  L.  See  Kim,  Francisco.  Chen,  Marcotte,  and  Chan. 

Frank,  J.  See  Radermacher,  Rao,  Grassucci.  Frank,  Timerman. 
Fleischer,  and  Wagenknecht. 


Author  Index.  Volumes  124-127 


2109 


Franke,  W.  W.  See  Lcubc,  Leimcr,  Grund,  Franke,  Harth,  and 
Wicdcnmann. 

—  See  Troyanovsky,  Troyanovsky.  Eshkind,  Krutovskikh,  Lcubc.  and 

Franke. 

Franzini-Armstrong,  C.  See  Hirosc,  Franzini-Armstrong,  Goldman, 
and  Murray. 

Freeman,  R.  S.  See  Estus.  Zaks.  Freeman.  Gruda.  Bravo,  and  Johnson. 

Fregien,  N.  See  Lokeshwar.  Fregien.  and  Bourguignon. 

Freund,  J.-N.  See  Duluc,  Freund,  Leberquier,  and  Kedinger. 

Friederich,  E.  See  Arpin.  Fricderich,  Algrain,  Vernel,  and  Louvard. 

Friedlander,  D.  R.,  Milev,  P.,  Karthikeyan,  L.,  Margolis,  R.  K., 
Margolis,  R.  U.,  and  Grumet,  M.  The  neuronal  chrondroitin  sul¬ 
fate  proteoglycan  neurocan  binds  to  the  neural  cell  adhesion  mole¬ 
cules  Ng-CAM/LI/NILE  and  N-CAM,  and  inhibits  neuronal  ad¬ 
hesion  and  neurite  outgrowth.  125:669. 

—  See  Milev,  Friedlander,  Sakurai,  Karthikeyan,  Flad,  Margolis, 

Grumet,  and  Margolis. 

Frigeri,  A.  SccSkach,  Shi,  Calayag,  Frigcri,  Lingappa,  and  Verkman. 

Frigerio,  G.  See  Townsley,  Frigerio,  and  Pelham. 

Frisch,  S.  M.  Ela  induces  the  expression  of  epithelial  characteristics. 
127:1085. 

— ,  and  Francis,  H.  Disruption  of  epithelial  cell-matrix  interactions 
induces  apoptosis.  124:619. 

Fromer,  E.  S.  See  Shum,  Reeves,  Kuo,  Fromer,  and  Dcrynck. 

Froschl,  G.  Sec  Oberhammer,  HcKhegger,  Frdschl,  Tiefenbacher,  and 
Pavel ka. 

Frost,  J.  A.  See  Thorburn,  Frost,  and  Thorburn. 

Fruchart,  J.-C.  See  Dehouck,  Dehouck,  Fruchart,  and  Cecchelli. 

Fuchs.  E.  Intermediate  filaments  and  disease:  Mutations  that  cripple 
cell  strength.  125:511. 

—  See  Kouklis,  Hutton,  and  Fuchs. 

Fujisawa-Sehara,  A.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Taka- 
hashi.  Ikcda,  Rosen,  Wozney.  Fujisawa-Sehara,  and  Suda. 

Fumagalli,  G.  See  Verderio,  Coco,  Fumagalli,  and  Matteoli. 

Fumagalli,  L.  See  Berton,  Fumagalli,  Laudanna,  and  Sorio. 

Funakoshi,  T.  See  Takeda,  Okabe,  Funakoshi,  and  Hirokawa. 

Funayama,  N.  See  Takeuchi,  Sato,  Kasahara,  Funayama,  Nagafuchi, 
Yonemura.  Tsukita,  and  Tsukita. 

Fuortes,  M.,  Jin,  W.-w.,  and  Nathan,  C.  /32  integrin-dependent  tyro¬ 
sine  phosphorylation  of  paxillin  in  human  neutrophils  treated  with 
tumor  necrosis  factor.  127:1477. 

Furcinitti,  P.  S.  See  Ladinsky,  Kremcr,  Furcinitti,  McIntosh,  and  Howell. 

Furie,  B.  See  Kansas.  Saunders.  Ley,  Zakrzewicz,  Gibson,  Furie.  Furic, 
and  Tedder. 

Furie,  B.  C.  See  Kansas.  Saunders.  Ley,  Zakrzewicz.  Gibson.  Furic, 
Furic.  and  Tedder. 

Furuse,  M.,  Itoh,  M.,  Hirase,  T.,  Nagafuchi,  A.,  Yonemura,  S., 
Tsukita,  S.,  and  Tsukita,  S.  Direct  association  of  ixcludin  with 
ZO-I  and  its  possible  involvement  in  the  localization  of  (xcludin 
at  tight  Junctions.  127:1617. 

Futter,  C.  E.  See  Connolly.  Futtcr.  Gibson,  Hopkins,  and  Cutler. 

Fyrberg,  E.  SccSchroer,  Fyrberg,  Cixipcr,  Waterston,  Helfman,  Pollard, 
and  Meyer. 


G 

Gadina,  M.  See  Wu.  Gadina,  Tao-Cheng.  and  Youlc. 

Gagescu,  R.  See  Skalli,  Jones,  Gagescu.  and  Goldman. 

Gaillardin,  C.  See  Lopez,  Nicaud,  Skinner,  Vcrgnolle.  Kader.  Bankaitis. 
and  Gaillardin. 

Galimi,  F.,  Bagnara,  G.  P.,  Bonsi,  L.,  Cottone,  E.,  Follenzi,  A., 
Simeone,  A.,  and  Comoglio,  P.  M.  Hepatocyte  growth  factor 
induces  proliferation  and  differentiation  of  multipotent  and  crythroid 
hemopoietic  progenitors.  127:1743 

Gain,  T.,  Chilcote,  T.,  Mundigl,  O.,  Binz,  T.,  Niemann,  H.,  and 
De  Camiili,  P.  Tetanus  toxin-mediated  cleavage  of  cellubrevin  im¬ 
pairs  ex(K'ytosis  of  transferrin  receptor-containing  vesicles  in  CHO 
cells.  125:1015. 

Gallwitz,  D.  See  Singer-Kriiger,  Stenmark,  Diisterhoft,  Philippsen. 
Ytm,  Gallwitz,  and  Zerial. 

Gambliel,  H.  A.  Sec  Chang.  Ying.  Rothbei^,  Htwper.  Turner,  Gambliel. 
Dc  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Ganem,  D.  See  Lingappa.  Martin,  Wong.  Ganem,  Welch,  and  Lingappa. 


Ganu,  V.  See  Lotz,  Clark-Lewis,  and  Ganu. 

Gao,  Y.,  Melki,  R.,  Walden,  P.  D.,  Lewis,  S.  A.,  Ampe,  C., 
Rommelaere,  H.,  Vandekerckhove,  J.,  and  Cowan,  N.  J.  A  novel 
cochaperonin  that  modulates  the  ATPase  activity  of  cytoplasmic 
chaperonin.  125:989. 

Garbuglia,  A.  R.  See  Baccetti,  Benedetto.  Burrini,  Collodel.  Costan- 
tino  Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia.  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Garcia-Pardo,  A.  See  Sanchez-Aparicio.  Dominguez-Jimenez,  and 
Garcia-Pardo. 

Card,  D.  L.  See  Vasquez,  Gard,  and  Cassimeris. 

Gardner,  L.  C.,  OToole,  E.,  Perrone,  C.  A.,  Giddings,  T.,  and  Porter, 
M.  E.  Components  of  a  "dyncin  regulatory  complex"  are  located 
at  the  Junction  between  the  radial  spokes  and  the  dynein  arms  in 
Chlamydomonas  flagella.  127:1311. 

—  See  Porter,  Knott,  Gardner,  Mitchell,  and  Dutcher. 

Garippa,  R.  J.,  Judge,  T.  W.,  James,  D.  E.,  and  McGraw,  T.  E. 
The  amino  terminus  of  GLUT4  functions  as  an  internalization  motif 
but  not  an  intracellular  retention  signal  when  substituted  for  the 
transferrin  receptor  cytoplasmic  domain.  124:705. 

Garred,  0.  SceSandvig,  Ryd,  Garred,  Schweda,  Holm,  and  van  Dcurs. 

Garrigues,  J.,  Anderson,  J.,  Hellstrdm,  K.  E.,  and  Hellstrom,  I. 
Anti-tumor  antibixiy  BR96  bUxks  cell  migration  and  binds  to  a 
lysosomal  membrane  glycoprotein  on  cell  surface  microspikes  and 
ruffled  membranes.  125:129. 

Garrod,  D.  R.  See  Legan,  Yue,  Chidgey,  Holton,  Wilkinson,  and  Garnxi. 

Garten,  W.  See  Vey,  Schafer,  Berghdfer,  Klenk,  and  Garten. 

Gautier,  M.-C.,  de  Loubresse,  N.  G.,  Madeddu,  L.,  and  Sperling,  L. 
Evidence  for  defects  in  membrane  traffic  in  Paramecium  secretory 
mutants  unable  to  produce  functional  storage  granules.  124:893. 

Gavenis,  K.  See  Schulze,  Nagel,  Gavenis,  and  Grossbach. 

Gaynor,  E.  C.,  te  Heesen,  S.,  Graham,  T.  R.,  Aebi,  M.,  and  Emr, 
S.  D.  Signal-mediated  retrieval  of  a  membrane  protein  from  the 
Golgi  to  the  ER  in  yeast.  127:653. 

Geib,  R.  W.  See  Dahl,  Geib,  Fox,  Edidin,  and  Branton. 

Geiger,  B.  See  Ayalon,  Sabanai,  Lampugnani,  Dejana,  and  Geiger. 

Gelfand,  V.  1.  See  Rrxlionov,  Lim,  Gelfand,  and  Borisy. 

Gentili,  C.,  Doliana,  R.,  Bet,  P.,  Campanile,  G.,  Colombatti,  A., 
Cancedda,  F.  D.,  and  Cancedda,  R.  Ovotransferrin  and  ovotrans- 
ferrin  receptor  expression  during  chondrogenesis  and  endochon¬ 
dral  bone  formation  in  developing  chick  embryo.  124:579. 

Gerace,  L.  See  Byrd,  Sweet,  Pante,  Konstantinov,  Guan.  Saphire, 
Mitchell,  Cooper,  Aebi,  and  Gerace. 

—  See  Melchior,  Paschal,  Evans,  and  Gerace. 

Gerdes,  M.  G.,  Carter,  K.  C.,  Moen,  P.  T.,  Jr.,  and  Lawrence,  J.  B. 
Dynamic  changes  in  the  higher-level  chromatin  organization  of 
specific  sequences  revealed  by  in  situ  hybridization  to  nuclear  halos. 
126:289. 

Gerisch,  G.  See  Barth,  Miiller-Taubenberger,  Taranto,  and  Gerisch. 

Gessner,  R.  See  Berndorff,  Gessner,  Kreft,  Schnoy,  Lajous-Petter,  Lexh, 
Reutter,  Hortsch,  and  Tauber. 

Getzenberg,  R.  H.  See  Pierceall,  Cho,  Getzenberg,  Reale.  Hedrick, 
Vogelstcin.  and  Fearon. 

Geuna,  M.  See  Balzac,  Rctta,  Albini,  Melchiorri.  Koteliansky,  Gcuna. 
Silengo.  and  Taronc. 

Geuze,  H.  J.  See  Riberdy,  Avva,  Geuze,  and  Cresswell. 

Ghinea,  N.,  Hai,  M.  T.  V.,  Groyer-Picard,  M.-T.,  and  Milgrom, 
E.  How  protein  hormones  reach  their  target  cells.  Receptor-mediated 
transcytosis  of  hCG  through  endothelial  cells.  125:87. 

Gibson,  A.  See  Connolly.  Futter.  Gibson,  Hopkins,  and  Cutler. 

—  See  Hopkins,  Gibson,  Shipman,  Strickland,  and  Trowbridge. 

Gibson,  R.  M.  See  Kansas,  Saunders,  Ley,  Zakrzewicz,  Gibson,  Furie. 

Furie.  and  Tedder. 

Giddings,  T.  See  Gardner,  OToole.  Perrone,  Giddings,  and  Porter. 

Gilbert,  S.  H.,  Perry,  K.,  and  Fay,  F.  S.  Mediation  of  chemoattractant- 
induced  changes  in  ICa-^l,  and  cell  shape,  polarity,  and  loco¬ 
motion  by  InsP^.  DAG,  and  protein  kinase  C  in  newt  eosinophils. 
127:489. 

Gill,  S.  R.  See  Schafer,  Gill.  Ccx)per.  Heuser,  and  Schroer. 

Gilman,  A.  G.  Sec  Chang,  Ying.  Rothberg.  Hooper.  Turner.  Gambliel, 
De  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Gilula,  N.  B.  See  Falk,  Kumar,  and  Gilula. 

Gimbrone,  M.  A.,  Jr.  See  Luscinskas,  Kansas.  Ding,  Pizeueta, 
Schleilfenbaum,  Tedder,  and  Gimbrone. 

Ginsberg,  M.  H.  See  OTcwle,  Katagiri.  Faull,  Peter,  Tamura.  Quar- 
anta,  Loftus,  Shattil,  and  Ginsberg. 


The  Journal  of  Cell  Biology.  Volume  127.  1993 


2110 


Gitelman,  S.  E.,  Kobrin,  M.  S.,  Ye,  J.-Q.,  Lopez,  A.  R.,  Lee. 
A.,  and  Derynck,  R.  Recombinant  Vgr-l/BMP-6-expressing 
tumors  induce  fibrosis  endochondral  bone  formation  in  vivo.  126: 
1595. 

Giuliano,  K.  A.,  and  Taylor,  D.  L.  Fluorescent  actin  analogs  with 
a  high  affinity  for  profilin  in  vitro  exhibit  an  enhanced  gradient 
of  assembly  in  living  cells.  124:971. 

Glass,  D,  B.  See  Howard,  Habermacher,  Glass.  Smith,  and  Sale. 

Goetinck,  S.,  and  Waterston,  R.  H.  The  Caenorhabditis  elegans 
UNC-87  protein  is  essential  for  maintenance,  but  not  assembly, 
of  bcxlywall  muscle.  127:71. 

— ,  and  Waterston,  R.  H.  The  Caenorhabditis  elegans  muscle-affecting 
gene  wnc-S? encodes  a  novel  thin  filament-associated  protein.  127:79. 

Goldberg,  1.  D.  See  Rosen,  Joseph,  Jin,  Rockwell,  Elias.  Knesel,  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

—  See  Rosen,  Nigam,  and  Goldberg. 

Goldberg,  1.  G.  See  Saitoh,  Goldberg.  Wood,  and  Earnshaw. 

Goldfarb,  D.  S.  See  Pruschy,  Ju,  Spitz,  Carafoli,  and  Goldfarb. 

Goldie,  K.  See  Kistler,  Goldie.  Donaldson,  and  Engel. 

Goldman,  J.  E.  See  Iwaki,  Iwaki,  Tateishi,  and  Goldman. 

Goldman,  R.  D.  See  Moir,  Montag-Lowy,  and  Goldman. 

—  See  Skalli,  Jones,  Gagescu,  and  Goldman. 

Goldman,  Y.  E.  See  Hirose,  Franzini-Armstrong,  Goldman,  and  Murray. 

Goldstein,  L.  S.  B.  See  Pesavento,  Stewart,  and  Goldstein. 

Goltzman,  D.  See  Amizuka,  Warshawsky,  Henderson,  Goltzman,  and 
Karaplis. 

Gong,  X.  See  Youakim,  Hathaway,  Miller,  Gong,  and  Shur. 

Gonzalez,  M.  See  Li,  Smagula.  Parsons.  Richardson,  Gonzalez,  Hagler, 
and  Williams. 

Gonzalez-Garay,  M.  L.  See  Barlow.  Gonzalez-Garay,  West.  Olmsted, 
and  Cabral. 

Goode,  B.  L.,  and  Feinstein,  S.  C.  Identification  of  a  novel  microtubule 
binding  and  assembly  domain  in  the  developmental ly  regulated 
inter-repeat  region  of  tau.  124:769. 

Goodenough,  D.  A.  See  Jesaitis  and  Goodenough. 

—  See  White,  Bruzzone,  Wolfram,  Paul,  and  Goodenough. 

Goodman,  J.  M.  See  McCammon,  McNew,  Willy,  and  Gocxlman. 

—  See  McNew  and  Gtwdman. 

Gopalokrishnan,  U.  See  Weber,  Berta,  Tousson.  St.  John,  Green, 
Gopalokrishnan,  Jilling,  Sorscher,  Elton,  Abrahamson.  and  Kirk. 

Gordon,  J.  I.  See  Crossman.  Hauft,  and  Gordon. 

—  See  Johnson.  Knoll,  Levin,  and  Gordon. 

Gdrlich,  D.  See  Kalies,  Gorlich,  and  Rapoport. 

Goto,  Y.  See  Hayashi,  Takemitsu,  Goto,  and  Nonaka. 

Goud,  B.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson.  Goud.  Soling, 
Tang.  Wong,  and  Hong. 

—  See  Martinez,  Schmidt,  Salamero.  Hoflack,  Roa.  and  Goud. 

Gould,  K.  L.  See  Balasubramanian,  Hirani,  Burke,  and  Gould. 

Grabski,  S.,  Xie,  X.  G.,  Holland,  J.  F.,  and  Schindler,  M.  Lipids 

trigger  changes  in  the  elasticity  of  the  cytoskeleton  in  plant  cells: 
A  cell  optical  displacement  assay  for  live  cell  measurements.  126:713. 

Graham,  I.  L.,  Anderson,  D.  C.,  Holers,  V.  M.,  and  Brown,  E.  J. 
Complement  receptor  3  (CR3,  Mac-1,  integrin  aMiS’,  CDllb/ 
CD18)  is  required  for  tyrosine  phosphorylation  of  paxillin  in  ad¬ 
herent  and  nonadherent  neutrophils.  127:1139. 

—  See  Blystone,  Graham.  Lindberg,  and  Brown. 

Graham,  T.  R.,  Seeger,  M.,  Payne,  G.  S.,  MacKay,  V.  L.,  and  Emr, 
S.  D.  Clathrin-dependent  localization  of  a  1,3  mannosyltransferase 
to  the  Golgi  complex  of  Saccharomyces  cerevisiae.  127:667. 

—  See  Gaynor,  te  Heesen,  Graham.  Aebi,  and  Emr. 

Grano,  M.  SeeChenu,  Colucci,  Grano,  Zigrino,  Barattolo,  Zambonin, 
Baldini,  Vergnaud,  Delmas,  and  Zallone. 

Grassucci,  R.  See  Radermacher,  Rao,  Grassucci.  Frank,  Timerman, 
Fleischer,  and  Wagenknecht. 

Gray,  S.  R.  See  Mullock,  Perez,  Kuwana,  Gray,  and  Luzio. 

Green,  D.  P.  L.  See  Deerinck,  Martone,  Lev-Ram.  Green.  Tsien,  Spector, 
Huang,  and  Ellisman. 

Green,  H.  See  Tseng  and  Green. 

Green,  M.  W.  See  Weber,  Berta.  Tousson,  St.  John,  Green,  Gopalo¬ 
krishnan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Green,  S.  A.,  Setiadi,  H.,  McEver,  R.  R,  and  Kelly,  R.  B.  The  cyto¬ 
plasmic  domain  of  P-selectin  contains  a  sorting  determinant  that 
mediates  rapid  degradation  in  lysosomes.  124:435. 

Gregorio.  C.  C.,  Repasky,  E.  A.,  Fowler,  V.  M.,  and  Black,  J.  D. 
Dynamic  properties  of  ankyrin  in  T  lympluKytes:  Colocalization 
with  spectrin  and  protein  kinase  C/3.  125:345. 


Griffiths,  G.,  Ericsson,  M.,  Krijnse-Locker,  J.,  Nilsson,  T.,  Goud, 
B.,  Soling,  H.-D.,  Tang,  B.  L.,  Wong,  S.  H.,  and  Hong,  W. 
Localization  of  the  Lys,  Asp,  Glu,  Leu  tetrapeptide  receptor  to 
the  Golgi  complex  and  the  intermediate  compartment  in  mam¬ 
malian  cells.  127:1557. 

—  See  Aniento,  Emans,  Griffiths,  and  Gruenberg. 

—  See  DesJardins,  Huber,  Parton.  and  Griffiths 

—  See  Krijnse-Locker.  Ericsson,  Rottier,  and  Griffiths. 

Griffiths  Browning,  B.  See  Osborn.  Vassallo,  Griffiths  Browning,  Tizard, 
Haskard,  Benjamin.  Dougas,  and  Kirchhausen. 

Grinnell,  F.  Fibroblasts,  myofibrobla.sts.  and  wound  contraction.  124:401. 

—  See  He  and  Grinnell. 

Grossbach,  U.  See  Schulze,  Nagel,  Gavenis,  and  Grossbach. 

Grosse,  R.  See  Yang,  Spitzer,  Kenney.  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius.  Veerkamp.  Smith.  Salomon,  and  Grosse. 

Groyer-Picard,  M.-T.  See  Ghinea,  Hai,  Groyer-Picard.  and  Milgrom. 

Gruda,  M.  See  Estus,  Zaks,  Freeman,  Gruda,  Bravo,  and  Johnson. 

Gruenberg,  J.  See  Aniento,  Emans,  Griffiths,  and  Gruenberg. 

Grumet,  M.  See  Friedlander,  Milev,  Karthikeyan,  Margolis.  Margolis, 
and  Grumet. 

—  See  Milev.  Friedlander,  Sakurai,  Karthikeyan,  Flad,  Margolis. 

Grumet.  and  Margolis. 

Grund,  C.  See  Leube,  Leimer,  Grund,  Franke,  Harth.  and  Wiedenmann. 

Grunwald,  G.  B.  See  Bixby,  Grunwald,  and  Bookman. 

Gruss.  P.  See  Kioussi  and  Gruss. 

Gu,  L.  See  Monteiro,  Hicks,  Gu.  and  Janicki. 

Guacci,  V.,  Hogan,  E.,  and  Koshland,  D.  Chromosome  condensa¬ 
tion  and  sister  chromatid  pairing  in  budding  yeast.  125:517. 

Guan,  T.  See  Byrd,  Sweet,  fttnte,  Konstantinov,  Guan.  Saphire.  Mitchell, 
Cooper,  Aebi.  and  Gerace. 

Guarente,  L.  See  Kennedy,  Austriaco,  and  Guarente. 

Gull,  K.  See  Matthews  and  Gull. 

—  See  Robinson  and  Gull. 

Gumbiner,  B.  M.  See  Brieher  and  Gumbiner. 

Gumkowski,  F.  D.  See  Jena.  Gumkowski,  Konieczko,  von  Mollard, 
Jahn,  and  Jamieson. 

Gunning,  P.  See  Hill,  Schedlich,  and  Gunning. 

Giinthert,  U.  See  Mackay,  Terpe,  Stauder,  Marston,  Stark,  and  Giinthert. 

Guo,  Q.,  Vasile,  E.,  and  Krieger,  M.  Disruptions  in  Golgi  structure 
and  membrane  traffic  in  a  conditional  lethal  mammalian  cell  mutant 
are  corrected  by  e-COP.  125:1213. 

Gupta,  K.  See  Chen.  Gupta,  and  Wells. 

—  See  Chen,  Xie,  Sekar,  Gupta,  and  Wells. 

Gupta,  S.  K.,  and  Singh,  J.  P.  Inhibition  of  endothelial  cell  prolif¬ 
eration  by  platelet  factor-4  involves  a  unique  action  on  S  phase 
progression.  127:1121. 

Gutkind,  J.  S.  .See  Yu,  Gutkind,  Mahadevan,  Li,  Meyers.  Pierce,  and 
Heidaran. 


H 

Haas,  A.,  Conradt,  B.,  and  Wickner,  W.  G-protein  ligands  inhibit 
in  vitro  reactions  of  vacuole  inheritance.  126:87. 

—  See  Conradt.  Haas,  and  Wickner. 

Habermacher,  G.  See  Howard,  Habermacher,  Glass,  Smith,  and  Sale. 

HackI,  W.,  Fischer,  U.,  and  Liihrmann,  R.  A  69-kD  protein  that 
associates  reversibly  with  the  Sm  core  domain  of  several  spliceo- 
somal  snRNP  species.  124:261. 

Haesaert,  B.  See  Anglister,  Haesaert,  and  McMahan. 

Hager,  K.  M.,  Pierce,  M.  A.,  Moore,  D.  R.,  Tytler,  E.  M.,  Esko, 
J.  D.,  and  Hajduk,  S.  L.  Endocytosis  of  a  cytotoxic  human  high 
density  lipoprotein  results  in  disruption  of  acidic  intracellular 
vesicles  and  subsequent  killing  of  African  trypanosomes.  126:155. 

Hagler,  H.  K.  See  Li,  Smagula,  Parsons,  Richardson.  Gonzalez.  Hagler, 
and  Williams. 

Hai,  M.  T.  V.  See  Ghinea,  Hai,  Groyer-Picard,  and  Milgrom. 

Haima,  P.  See  Waterham,  Titorenko,  Haima,  Cregg,  Harder,  and 
Veenhuis. 

Hajduk,  S.  L.  See  Hager,  Pierce,  Moore,  Tytler,  Esko.  and  Hajduk. 

Halban,  P.  See  Orci,  Halban,  Perrelet.  Amherdt.  Ravazzola,  and 
Anderson. 

Haidar,  K.  See  Elmendorf  and  Haidar. 

Hall,  A.  See  Norman,  Price,  Ridley,  Hall,  and  Koffer. 


Author  Index,  Volumes  124-127 


2111 


I 


Hall,  C.  L.,  Wang,  C,  Lange,  L.  A.,  and  Turley,  E.  A.  Hyaluronan 
and  the  hyaluronan  receptor  RHAMM  promote  fcxal  adhesion  turn¬ 
over  and  transient  tyrosine  kinase  activity.  126:575. 

Hall,  J.  L.  See  Walther,  Vashishtha,  and  Hall. 

Hama.saki,  T.  See  Barkalow,  Hamasaki,  and  Satir. 

Hamill,  D.,  Davis,  J.,  Drawbridge,  J.,  and  Suprenant,  K.  A.  Poly- 
ribost>me  targeting  to  microtubules:  Enrichment  of  specific  mRNAs 
in  a  reconstituted  microtubule  preparation  from  sea  urchin  em¬ 
bryos.  127:973. 

Hammer,  J.  A.,  III.  Regulation  of  Dictyostelium  Myosin  II  by  phos¬ 
phorylation:  What  is  essential  and  what  is  important?  127:1779. 

Hammond,  C,  and  Helenius,  A.  Quality  control  in  the  secretory  path¬ 
way:  Retention  of  a  misfolded  viral  membrane  glycoprotein  involves 
cycling  between  the  ER.  intermediate  compartment,  and  Golgi 
apparatus.  126:41. 

Hampton,  R.  Y.,  and  Rine,  J.  Regulated  degradation  of  HMG-CoA 
reductase,  an  integral  membrane  protein  of  the  endoplasmic  reticu¬ 
lum,  in  yeast.  125:299. 

Hanafusa,  H.  See  Tavoloni,  Inoue,  Sabe,  and  Hanafusa. 

Hansen,  C.  A.,  Schroering,  A.  G.,  Carey,  D.  J.,  and  Robishaw,  J.  D. 
L(K'ali7aition  of  a  heterotrimeric  G  protein  y  subunit  to  focal 
adhesions  and  asstxiated  stress  fibers.  126:811. 

Hansen,  S.  H.,  and  Casanova,  J.  E.  Gsa  stimulates  transcytosis  and 
apical  secretion  in  MDCK  cells  through  cAMPand  protein  kinase  A. 
126:677. 

Hao  Lo,  S.,  Janmey,  P.  A.,  Hartwig,  J.  H.,  and  Bo  Chen,  L.  Inter¬ 
actions  of  tensin  with  actin  and  identification  of  its  three  distinct 
actin-binding  domains.  125:1067. 

Hara-Kuge,  S.,  Kuge,  O.,  Orci,  L.,  Amherdt,  M.,  Ravazzola,  M., 
Wieland,  F.  T.,  and  Rothman,  J.  E.  En  bloc  incorporation  of 
coatomer  subunits  during  the  assembly  of  COP-coated  vesicles. 
124:883.  Correction.  126:589. 

Harder,  W.  See  Waterham,  Titorenko,  Haima,  Cregg,  Harder,  and 
Veenhuis. 

Harkness,  T.  A.  A.,  Nargang,  F.  E.,  van  der  Klei,  I.,  Neupert,  W., 
and  Lill,  R.  A  crucial  role  of  the  mitochondrial  protein  import 
receptor  MOM19  for  the  biogenesis  of  mitochondria.  124:637. 

Harris,  D.  A.  See  Shyng,  Heuser,  and  Harris. 

Harsay,  E.  See  Bretscher,  Drees,  Harsay,  Schott,  and  Wang. 

Hart,  K.  C.,  Xu,  Y.-F.,  Meyer,  A.  N.,  Lee,  B.  A.,  and  Donoghue, 
D.  J.  The  v-sis  oncoprotein  loses  transforming  activity  when  targeted 
to  the  early  Golgi  complex.  127:1843. 

Harth,  N.  See  Leube,  Leimer,  Grund,  Franke.  Harth,  and  Weidenmann. 

HartI,  F.  U.  See  Hohfeld  and  Hartl. 

HartI,  P.,  Olson,  E.,  Dang,  T.,  and  Forbes,  D.  J.  Nuclear  assembly 
with  \  DNA  in  fractionated  Xenopus  egg  extracts:  An  unexpected 
role  for  glycogen  in  formation  of  a  higher  order  chromatin  inter¬ 
mediate.  124:235. 

Hartwig,  J.  H.  See  Hao  Lo,  Janmey,  Hartwig,  and  Bo  Chen. 

—  See  Hitt,  Hartwig,  and  Luna. 

Hartzell,  H.  C.  See  Quarmby  and  Hartzell. 

Haruta,  1.  See  Rieu,  Ueda,  Haruta,  Sharma,  and  Arnaout. 

Hasegawa.  Y.  See  Takenaga,  Nakamura,  Sakiyama,  Hasegawa,  Sato, 
and  Endo. 

Haskard,  D.  O.  See  Osborn,  Vassallo,  Griffiths  Browning,  Tizard, 
Haskard,  Benjamin,  Dougas,  and  Kirchhausen. 

Haskill,  S.  See  Lin,  Yurochko.  Kornberg.  Morris,  Walker,  Haskill, 
and  Juliano. 

Hasson,  T.,  and  Mooseker,  M.  S.  Porcine  myosin-VI:  Characteriza¬ 
tion  of  a  new  mammalian  unconventional  myosin.  127:425. 

Hathaway,  H.  J.  See  Youakim,  Hathaway,  Miller,  Gong,  and  Shur. 

Hauft,  S.  M.  See  Crossman,  Hauft,  and  Gordon. 

Hauri,  H.-P.  See  Schweizer,  Rohrer,  Hauri,  and  Kornfeld. 

Hayashi,  J.-L,  Takemitsu,  M.,  Goto,  Y,  and  Nonaka,  1.  Human  mito¬ 
chondria  and  miUK'hondrial  genome  function  as  a  single  dynamic 
cellular  unit.  125:43. 

Hays,  T.  S.  See  Li,  McGrail.  Serr,  and  Hays. 

He,  Y.,  and  Grinnell,  F.  Stress  relaxation  of  fibroblasts  activates  a  cyclic 
AMP  signaling  pathway.  126:457. 

Hechenberger,  M.  See  Sullivan,  Hechenberger,  and  Masri. 

Hedrick,  L.  See  Pierceall,  Cho,  Getzenberg,  Reale,  Hedrick.  Vogel- 
stein,  and  Fearon. 

Heid,  H.  W.  See  Strand,  Jakobs,  Merdes,  Neumann,  Kalmes,  Heid, 
Husmann,  and  Mechler. 

Heidaran,  M.  A.  See  Yu,  Gutkind,  Mahadevan,  Li,  Meyers,  Pierce, 
and  Heidaran. 


Heidemann,  S.  R.  See  Zheng.  Buxbaum,  and  Heidemann. 

Heije,  K.  See  van  Kooyk,  Weder,  Heije,  and  Figdor. 

Heinrich,  J.  See  Fischer,  Heinrich,  van  Zee,  Fanning,  and  Liihrmann. 

Heldin,  C.-H.  See  Taipale,  Miyazono,  Heldin,  and  Keski-Oja. 

Helenius,  A.  See  Hammond  and  Helenius. 

Helfman,  D.  See  Schroer,  Fyrberg,  Cooper,  Waterston,  Helfman. 
Pollard,  and  Meyer. 

Heller,  R.  A.,  and  Kronke,  M.  Tumor  necrosis  factor  receptor-mediated 
signaling  pathways.  126:5. 

Hellio,  R.  See  Zahraoui,  Joberty,  Arpin,  Fontaine,  Hellio,  Tavitian, 
and  Louvard. 

Hellstrom,  1,  See  Garrigues,  Anderson,  Hellstrbm,  and  Hellstrbm. 

Hellstrom,  K,  E.  Sec  Garrigues,  Anderson,  Hellstrbm,  and  Hellstrbm. 

Hemler,  M.  E.  See  Pasqualini  and  Hemler. 

Henderson,  J.  E.  See  Amizuka,  Warshawsky,  Henderson,  Goltzman, 
and  Karaplis. 

Hengeveld,  T.  See  Jalink,  van  Corven,  Hengeveld,  Morii,  Narumiya, 
and  Moolenaar. 

Henis,  Y.  I.,  Moustakas,  A.,  Lin,  H.  Y.,  and  Lodish,  H.  F.  The  types 
II  and  III  transforming  growth  factor-;8  receptors  form  homo¬ 
oligomers.  126:139. 

Henkel,  A.  W.  See  Betz  and  Henkel. 

Henry,  S.  A.  See  McGee.  Skinner.  Whitters,  Henry,  and  Bankaitis. 

Herman,  G.  A.  See  Bonzelius,  Herman,  Cardone,  Mostov,  and 
Kelly. 

Hermanowski-Vosatka,  A.  See  Lisanti,  Scherer,  Vidugiriene,  Tang, 
Hermanowski-Vosatka,  Tu,  Cook,  and  Sargiacomo. 

Herrmann,  J.  M.,  Stuart,  R.  A.,  Craig,  E.  A.,  and  Neupert,  W. 
Mitochondrial  heat  shock  protein  70,  a  molecular  chaperone  for 
proteins  encoded  by  miUKhondrial  DNA.  127:893. 

Herzfeld,  J.  See  Madden  and  Herzfeld. 

Hettema,  E.  See  Motley,  Hettema,  Distel,  and  Tabak. 

Heuser,  J.  E.  See  Schafer.  Gill,  Cooper,  Heuser,  and  Schroer. 

—  See  Shyng.  Heuser,  and  Harris. 

Hewlett,  L.  J.,  Prescott,  A.  R.,  and  Watts,  C.  The  coated  pit  and 
macropinocytic  pathways  serve  distinct  endosome  populations. 
124:689. 

Heyman,  J.  A.,  Monosov,  E.,  and  Subramani,  S.  Role  of  the  PASI 
gene  of  Pichia  pastohs  in  peroxisome  biogenesis.  127:1259. 

Heyworth,  C.  M.  See  Whetton.  Heyworth.  Nicholls,  Evans.  Lord, 
Dexter,  and  Owen-Lynch. 

Hicks,  C.  See  Montciro,  Hicks.  Gu,  and  Janicki. 

Hill,  M.  A.,  Schedlich,  L.,  and  Gunning,  P.  Serum-induced  signal 
transduction  determines  the  peripheral  location  of  |(3-actin  mRNA 
within  the  cell.  126:1221. 

Hinck,  L.,  Nathke,  1.  S.,  Papkoff,  J.,  and  Nelson,  W.  J.  Dynamics 
of  cadherin/catenin  complex  formation:  Novel  protein  interactions 
and  pathways  of  complex  as.sembly.  125:1327. 

Hinck,  L.,  Nelson,  W.  J.,  and  Papkoff.  J.  Wnt-I  modulates  cell-cell 
adhesion  in  mammalian  cells  by  stabilizing  /3-catenin  binding  to 
the  cell  adhesion  protein  cadherin.  124:729. 

—  See  Nathke,  Hinck,  Swedlow,  Papkoff,  and  Nelson. 

Hinek,  A.,  and  Rabinovitch,  M.  67-kD  elastin-binding  protein  is  a 
protective  "companion”  of  extracellular  insoluble  elastin  and  intra¬ 
cellular  tropoelastin.  126:563. 

Hirani,  B.  R.  See  Balasubramanian,  Hirani,  Burke,  and  Gould. 

Hirase,  T.  See  Furuse.  Itoh,  Hirase,  Nagafuchi,  Yonemura,  Tsukita. 
and  Tsukita. 

Hirokawa,  N.  See  Kikkawa.  Ishikawa,  Nakata,  Wakabayashi,  and 
Hirokawa. 

—  See  Kondo,  Sato-Yoshitake,  Noda,  Aizawa,  Nakata,  Matsuura,  and 

Hirokawa. 

—  SccSekine,  Okada,  Ntxla,  Kondo.  Aiz.awa.  Takemura,  and  Hirokawa. 

—  See  Takeda,  Okabe,  Funakoshi,  and  Hirokawa. 

Hiro.se,  K.,  Franzini-Armstrong,  C.,  Goldman,  Y.  E.,  and  Murray, 
J.  M.  Structural  changes  in  muscle  crossbridges  accompanying 
force  generation.  127:763. 

Hirvonen,  H.  See  Vuolteenaho,  Nissinen,  Sainio,  Byers.  Eddy,  Hirvonen, 
Shows,  Sariola,  Engvall,  and  Tryggvason. 

Hitomi,  M.  See  Kadowaki,  Chen,  Ilitomi,  Jacobs.  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska.  and  Tartakoff. 

Hitt,  A.  L.,  Hartwig,  J.  H.,  and  Luna,  E.  J.  Ponticulin  is  the  major 
high  affinity  link  between  the  plasma  membrane  and  the  cortical 
actin  network  in  Dictyostelium.  126:1433. 

— ,  Lu,  T.  H.,  and  Luna,  E.  J.  Ponticulin  is  an  atypical  membrane 
protein.  126:1421. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2112 


Hoch,  W.,  Campanelli,  J.  T.,  Scheller,  R.  H.  Agrin-induced  cluster¬ 
ing  of  acetylcholine  receptors;  A  cytoskeletal  link.  126:1. 

Hochegger,  K.  See  Oberhammer,  Hochegger,  Frdschl,  Tiefenbacher. 
and  Pavelka. 

Hockfield,  S.  See  Jaworski,  Kelly,  and  Hockfield. 

Hodges,  D.  See  Cripps,  Becker,  Mardahl,  Kronen,  Hodges,  and 
Bernstein. 

Hodivala,  K.  J.,  and  Watt,  F.  M.  Evidence  that  cadherins  play  a  role 
in  the  downregulation  of  integnn  expression  that  tKcurs  during 
keratinocyte  terminal  differentiation.  124:589. 

Hoffman,  J.  A.  See  Bogerd,  Hoffman,  Amberg,  Fink,  and  Davis. 

Hoflack,  B.  See  Martinez,  Schmidt,  Salamero,  Hoflack,  Roa,  and  Goud. 

Hogan,  E,  See  Guacci,  Hogan,  and  Koshland. 

Hogan,  N.  C.,  Traverse,  K.  L.,  Sullivan,  D.  E.,  and  Pardue,  M.-L. 
The  nucleus-limited  Hsr-omega-n  transcript  is  a  polyadenylated 
RNA  with  a  regulated  intranuclear  turnover.  125:21. 

Hogg,  N.  See  Landis,  McDowall,  Holness,  Littler,  Simmons,  and  Hogg. 

Hohenberg,  H.  See  Stierhof,  Ilg,  Russell,  Hohenberg,  and  Overath. 

Hohfeld,  J.,  and  Hartl,  F.  U.  Role  of  the  chaperonin  cofactor  HsplO 
in  protein  folding  and  sorting  in  yeast  mitochondria.  126:305. 

Holers,  V.  M.  See  Graham,  Anderson,  Holers,  and  Brown. 

Holland,  J.  F.  See  Grabski,  Xie,  Holland,  and  Schindler. 

Holm,  R  K,  See  Sandvig,  Ryd,  Garred,  Schweda,  Holm,  and  van  Deurs. 

Holness,  C.  L.  L.  See  Landis,  McDowall,  Holness,  Littler,  Simmons, 
and  Hogg. 

Holowka,  D.  See  Thomas,  Holowka,  Baird,  and  Webb. 

Holton,  J.  L.  See  Legan,  Yue,  Chidgey,  Holton,  Wilkinson,  and  Garrixl. 

Holtzman,  D.  A.,  Wertman,  K.  F.,  and  Drubin,  D.  G.  Mapping  actin 
surfaces  required  for  functional  interactions  in  vivo.  126:423. 

Homberg,  J.-C.  See  Rios,  Tassin,  Celati,  Antony,  Boissier,  Homberg, 
and  Bornens. 

Hong,  B.  See  de  Beus,  Brockenbrough,  Hong,  and  Aris. 

Hong,  W.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud, 
Soling,  Tang,  Wong,  and  Hong. 

Honts,  J.  E,,  Sandrock,  T.  S.,  Brower,  S.  M,,  O’Dell,  J.  L.,  and  Adams, 
A.  E.  M.  Actin  mutations  that  show  suppression  with  fimbrin 
mutations  identify  a  likely  fimbrin-binding  site  on  actin.  126:413. 

Hooper,  N,  M.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner,  Gambliel, 
De  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Hopkins,  C.  R.,  Gibson,  A.,  Shipman,  M.,  Strickland,  D.  K.,  and 
Trowbridge,  1.  S.  In  migrating  fibroblasts  recycling  receptors  are 
concentrated  in  narrow  tubules  in  the  pericentriolar  area,  and  then 
routed  to  the  plasma  membrane  of  the  leading  lamella.  125:1265. 

—  See  Connolly,  Futter,  Gibson,  Hopkins,  and  Cutler. 

—  See  Odorizzi,  Trowbridge,  Xue,  Hopkins,  Davis,  and  Collawn. 

Horio,  T.,  and  Oakley,  B.  R.  Human  7-tubulin  functions  in  fission 

yeast.  126:1465. 

Horowitz,  A.,  Trybus,  K.  M.,  Bowman,  D.  S,,  and  Fay,  F.  S.  Anti- 
btxlies  probe  for  folded  monomeric  myosin  in  relaxed  and  contracted 
smooth  muscle.  126:1195. 

Horowitz,  R.  A.,  Agard,  D.  A.,  Sedat,  J.  W.,  and  Woodcock,  C.  L. 
The  three-dimensional  architecture  of  chromatin  in  situ:  Electron 
tomography  reveals  fibers  composed  of  a  continuously  variable 
zig-zag  nucleosomal  ribbon.  125:1. 

Horton,  M.  A.  See  Bates,  Buret,  van  Helden,  Horton,  and  Burns. 

Hortsch,  M.  See  Bemdorff,  Gessner,  Kreft,  Schnoy,  Lajous-Petter,  Lcx:h, 
Reutter,  Hortsch,  and  Tauber. 

Hoschuetzky,  H.,  Aberle,  H.,  and  Kemler,  R.  /3-Catenin  mediates 
the  interaction  of  the  cadherin-catenin  complex  with  epidermal 
growth  factor  receptor.  127:1375. 

Howard,  D.  R.,  Habermacher,  G.,  Glass,  D.  B.,  Smith,  E.  F.,  and 
Sale,  W.  S.  Regulation  of  CMamydomonas  flagellar  dynein  by  an 
axonemal  protein  kinase.  127:1683. 

Howell,  K.  E.  See  Ladinsky,  Kremer,  Furcinitti,  McIntosh,  and  Howell. 

Howells,  N.  See  Magyar,  Bartsch,  Wang,  Howells,  Aguzzi,  Wagner, 
and  Schachner. 

Hresko,  M.  C.,  Williams,  B.  D.,  and  Waterston,  R.  H.  Assembly 
of  btxly  wall  muscle  and  muscle  cell  attachment  structures  in  Cae- 
norhahditis  elegans.  124:491. 

Hu,  W.  See  Zhang,  Apfelroth,  Hu,  Davis,  Sanguineti,  Bonadio,  Mecham, 
and  Ramirez. 

Huang,  S.,  Deerinck,  T.  J,,  Ellisman,  M,  H.,  and  Spector,  D.  L. 
In  vivo  analysis  of  the  stability  and  transport  of  nuclear  poly(A)  + 
RNA.  126:877. 

—  See  Deerinck,  Martone,  Lev-Ram,  Green,  Tsien,  Spector,  Huang, 

and  Ellisman. 


Huber,  L.  A.  See  Desjardins,  Huber,  Ration,  and  Griffiths. 

—  See  Nickel,  Huber,  Kahn,  Kipper,  Barthel,  Fasshauer,  and  Soling. 
Huffaker,  T.  C.  See  Pasqualone  and  Huffaker. 

Hui,  N.  See  Slusarewicz,  Nilsson,  Hui,  Watson,  and  Warren. 
Hiilsken,  J.,  Birchmeier,  W.,  and  Behrens,  J.  E-cadherin  and  APC 
compete  for  the  interaction  with  /3-catenin  and  the  cytoskeleton. 
127:2061. 

Humphrey,  J.  See  Bosshart,  Humphrey,  Deignan,  Davidson,  Drazba, 
Yuan,  Oorschot,  Peters,  and  Bonifacino. 

Husmann,  I.  See  Strand,  Jakobs,  Merdes,  Neumann,  Kalmes,  Heid, 
Husmann,  and  Mechler. 

Hutton,  E.  See  Kouklis,  Hutton,  and  Fuchs. 

Hyman,  A.  A.  See  Sorger,  Severin,  and  Hyman. 


I 

Ibaraki,  K.  See  Wewer,  Ibaraki,  Schjprring,  Durkin,  Young,  and 
Albrechtsen. 

Ikeda,  T.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi,  Ikeda, 
Rosen,  Wozney,  Fujisawa-Sehara,  and  Suda. 

Ikemura,  T.  See  Matsumoto,  Saga,  Ikemura,  Sakakura,  and  Chiquet- 
Ehrismann. 

Ikonen,  E.  See  Pimplikar,  Ikonen,  and  Simons. 

Ilg,  T.  See  Stierhof,  Ilg,  Russell,  Hohenberg,  and  Overath. 

Illinger,  D.,  and  Kuhry,  J.-G.  The  kinetic  aspects  of  intracellular 
fluorescence  labeling  with  TM  A-DPH  support  the  maturation  model 
for  endocytosis  in  L929  cells.  125:783. 

Ingraham,  R.  H.  See  Kahn,  Ingraham,  Shirley,  Migaki,  and  Kishimoto. 

Inoue,  H.  See  Tavoloni,  Inoue,  Sabe,  and  Hanafusa. 

Insall,  R.,  Kuspa,  A.,  Lilly,  P.  J.,  Shaulsky,  G.,  Levin,  L.  R.,  Loomis, 
W.  F.,  and  Devreotes,  P.  CRAG,  a  cytosolic  protein  containing  a 
pleckstrin  homology  domain,  is  required  for  receptor  and  G  protein- 
mediated  activation  of  adenylyl  cyclase  in  Dictyostelium.  126:1537. 

Inwood,  W.  B.  See  King,  Inwcxid,  OToole,  Power,  and  Dutcher. 

Irmler,  M.  See  Borner,  Martinou,  Mattmann,  Irmlcr,  Schaerer, 
Martinou,  and  Tschopp. 

Iruela-Arispe,  L.  See  Battegay,  Rupp,  Iruela-Arispe,  Sage,  and  Pech. 

Iruela-Arispe,  M.  L.  See  Lane,  Iruela-Arispe,  John.son,  and  Sage. 

Isenmann,  S.  See  Lenter,  Levinovitz,  Isenmann,  and  Vestweber. 

Ishida,  R.,  Sato,  M.,  Narita,  T.,  Utsumi,  K.  R.,  Nishimoto,  T., 
Morita,  T.,  Nagata,  H.,  and  Andoh,  T.  Inhibition  of  DNA  topo- 
isomera.se  II  by  ICRF-193  induces  polyploidization  by  uncoupling 
chromosome  dynamics  from  other  cell  cycle  events.  126:1341. 

Ishihara,  A.  See  Lee,  Leonard,  Oliver,  Ishihara,  and  Jacobson. 

Ishihara,  S.  See  Nagafuchi,  Ishihara,  and  Tsukita. 

Ishii,  T,  See  Jung,  Castren,  Odenthal,  Vande  Woude,  Ishii,  Dienes, 
Lindholm,  and  Schirmacher. 

Ishikawa,  T.  See  Kikkawa,  Ishikawa,  Nakata,  Wakabayashi,  and 
Hirokawa. 

Ishizaki,  Y.,  Burne,  J.  F.,  and  Raff,  M.  C.  .AuUKrine  signals  enable 
chondrocytes  to  survive  in  culture.  126:1069. 

Issuer,  R.  See  Blencowe,  Nickerson,  Issner,  Penman,  and  Sharp. 

Itoh,  M.  See  Furuse,  Itoh,  Hirase,  Nagafuchi,  Yonemura,  Tsukita,  and 
Tsukita. 

Iwaki,  A.  See  Iwaki,  Iwaki,  Tateishi,  and  Goldman. 

Iwaki,  T.,  Iwaki,  A.,  Tateishi,  J.,  and  Goldman,  J.  E.  Sense  and 
antisense  modification  of  glial  aB-crystallin  production  results  in 
alterations  of  stress  fiber  formation  and  thermoresistance.  125;  1385. 

Izaurralde,  E.  See  Jarmolowski,  Boelens,  Izaurralde,  and  MattaJ. 


J 

Jackson,  P.  K.  See  Van  Etten,  Jackson,  Baltimore,  Sanders,  Matsu- 
daira,  and  Janmey. 

Jacob,  S.  M.  See  Smythe,  Smith,  Jacob,  Theobald,  and  Moss. 
Jacobs,  E.  See  Kadowaki,  Chen,  Hitomi,  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska,  and  Tartakoff. 

Jacobson,  K.  See  Lee,  Leonard,  Oliver,  Ishihara,  and  Jacobson. 
Jaenicke,  R.  See  Whiteheart,  Rossnagel,  Buhrow,  Brunner,  Jaenicke, 
and  Rothman. 


Author  Index,  Volumes  124-127 


2113 


Jahn,  R.  See  Jena.  Gumkowski,  Konieczko.  von  Mollard,  Jahn.  and 
Jamieson. 

Jakana,  J.  See  Schmid.  Agris.  Jakana.  Matsudaira.  and  Chiu. 

Jakobs.  R.  See  Strand.  Jakobs.  Merdes.  Neumann.  Kalmes.  Heid. 
Husmann.  and  Mechler. 

Jalink,  K.,  vanCorven,  E.  J.,  Hengeveld,  T.,  Morii,  N.,  Narumiya, 
S.,  and  Moolenaar,  W.  H.  Inhibition  of  lysophosphatidate-  and 
thrombin-induced  neurite  retraction  and  neuronal  cell  rounding 
by  ADP  ribosylation  of  the  small  GTP-binding  protein  Rho.  126:801. 

James,  D.  E.,  and  Piper,  R.  C.  Insulin  resistance,  diabetes  and  the 
insulin-regulated  trafticking  of  GLUT-4.  126:1123. 

—  See  Garippa,  Judge.  James,  and  McGraw. 

Jamieson,  J.  D.  Sec  Jena,  Gumkowski,  Konieczko.  von  Mollard.  Jahn, 
and  Jamieson. 

Janicki,  S.  See  Monteiro,  Hicks.  Gu,  and  Janicki. 

Janmey,  P.  A.  See  Hao  Lo,  Janmcy,  Hartwig.  and  Bo  Chen. 

—  See  Van  Ettcn,  Jackson.  Baltimore.  Sanders.  Matsudaira.  and  Janmey. 

Jansen-Durr,  P.  See  Lukas.  Muller,  Bartkova,  Spitkovsky,  Kjerulff, 

Jansen-Durr,  Strauss,  and  Bartek. 

Janssen,  H.  See  Calafat,  Nijenhuis.  Janssen,  Tulp.  Dusseljee.  Wub- 
bolts.  and  Neef]es. 

Jarmolowski,  A.,  Boelens,  W.  C.,  Izaurralde,  E.,  and  Mattaj,  1.  W. 
Nuclear  export  of  different  classes  of  RNA  is  mediated  by  specific 
factors.  124:627. 

Jarnagin,  W.  R.,  Rockey,  D.  C.,  Koteliansky,  V.  E.,  Wang,  S.-S., 
and  Bissell,  D.  M.  Expression  of  variant  fibronectins  in  wound 
healing:  Cellular  source  and  biological  activity  of  the  EIIIA  seg¬ 
ment  in  rat  hepatic  fibrogenesis.  127:2037. 

Jasmin,  B.  J.  See  Michel,  Vu.  Tetzlaff,  and  Jasmin. 

Jaworski,  D.  M.,  Kelly,  G.  M.,  and  Hockfield,  S.  BEHAB.  a  new 
member  of  the  proteoglycan  tandem  repeat  family  of  hyaluronan- 
binding  proteins  that  is  restricted  to  the  brain.  125:495. 

Jena,  B.  P.,  Gumkowski,  F.  D.,  Konieczko,  E.  M.,  von  Mollard,  G. 
F.,  Jahn,  R.,  and  Jamieson,  J.  D.  Redistribution  of  a  Rab3-like 
GTP-binding  protein  from  secretory  granules  to  the  Golgi  com¬ 
plex  in  pancreatic  acinar  cells  during  regulated  excK'ytosis.  124:43. 

Jensen,  R.  E.  See  Burgess,  Delannoy,  and  Jensen. 

Jesaitis,  L.  A.,  and  Goodenough,  D.  A.  Molecular  characterization 
and  tissue  distribution  of  ZO-2.  a  tight  junction  protein  homol¬ 
ogous  to  ZO-1  and  the  Drosophila  discs-large  tumor  suppressor 
protein.  124:949. 

Jilling,  T.  See  Weber,  Berta,  Tousson,  St.  John,  Green,  Gopalokrish- 
nan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Jin,  L.  See  Rosen,  Joseph,  Jin,  RtK'kwell,  Elias,  Knesel,  Wines.  McClel¬ 
lan.  Kluger,  Goldberg,  and  Zitnik. 

Jin,  W.-w.  See  Fuortes,  Jin,  and  Nathan. 

Jinks,  T.  See  Osborne,  Schlenstedt,  Jinks,  and  Silver. 

Job,  D.  See  Lieuvin,  Labbe,  Doree,  and  Job. 

Joberty,  G.  See  Zahraoui,  Joberty,  Arpin,  Fontaine.  Hellio,  Tavitian. 
and  Louvard. 

Jockusch,  B.  M.  See  Menkel,  Kroemker,  Bubeck.  Ronsiek,  Nikolai, 
and  JtK'kusch. 

Joggerst,  B.  See  Parton,  Joggerst,  and  Simons. 

Johansson,  M.  W.,  Larsson,  E.,  Liining,  B.,  Pasquale,  E.  B.,  and 
Ruoslahti,  E.  Altered  localization  and  cytoplasmic  domain  bind¬ 
ing  properties  of  tyrosine-phosphorylated  /3|  integrin.  126:1299. 

Johnson,  D.  R.,  Knoll,  L.  J.,  Levin,  D.  E.,  and  Gordon,  J.  I.  Sac- 
charomyces  cerevisiae  contains  four  fatty  acid  activation  (FAA) 
genes:  An  assessment  of  their  role  in  regulating  protein  N- 
myristoylation  and  cellular  lipid  metabolism.  127:751. 

Johnson,  E.  M.,  Jr.  See  Estus,  2^ks,  Freeman,  Gruda.  Bravo,  and 
Johnson. 

Johnson,  R.  S.  See  Lane.  Iruela-Arispe,  Johnson,  and  Sage. 

Joiner,  K.  See  Cohen,  Bacon.  Clarke,  Joiner,  and  Mellman. 

Joiner,  K.  A.  See  Beckers.  Dubremetz,  Mercereau-Puijalon,  and  Joiner. 

Joly,  M.  See  Corvera,  Chawla,  Chakrabarti,  Joly,  Buxton,  and  Czech. 

Jones,  D.  See  Durfec,  Mancini,  Jones,  Elledge,  and  Lee. 

Jones,  J.  C.  R.  See  Skalli,  Jones,  Gagescu,  and  Goldman. 

Jones,  S.  See  Renz,  Chiu,  Jones,  Fox,  Kim,  Presta,  and  Fong. 

Jordan,  P.  See  Ley,  Marsh,  Bebbington,  Proudfewt,  and  Jordan. 

Joseph,  A.  See  Rosen,  Joseph,  Jin,  Rockwell,  Elias.  Knesel.  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Joy,  A.  See  Stachowiak,  Moffett.  Joy.  Puchaez,  Florkiewicz,  and 
Stachowiak. 

Ju,  Y.  See  Pruschy,  Ju,  Spitz.  Carafoli.  and  Goldfarb. 

Judge,  T.  W.  See  Garippa.  Judge,  James,  and  McGraw. 


Juliano,  R.  L.  See  Lin,  YurtKhko,  Kornberg.  Morris.  Walker,  Haskill, 
and  Juliano. 

Jung,  W.,  Castren,  E.,  Odenthai,  M.,  Vande  Woude,  G.  F,  Ishii, 
T.,  Dienes,  H.-P.,  Lindholm,  D.,  and  Schirmacher,  P.  Expres¬ 
sion  and  functional  interaction  of  hepatocyte  growth  factor- scatter 
factor  and  its  receptor  c-niet  in  mammalian  brain.  126:485. 


K 

Kachinsky,  A.  M.  See  Smith,  Kachinsky,  and  Miller. 

Kader,  J.  C.  See  Lopez,  Nicaud.  Skinner,  Vergnolle,  Kader,  Bankaitis, 
and  Gaillardin. 

Kadowaki,  T.,  Chen,  S.,  Hitomi,  M.,  Jacobs,  E.,  Kumagai,  C.,  Liang, 
S.,  Schneiter,  R.,  Singleton,  D.,  Wisniewska,  J.,  and  Tartakoff, 
A.  M.  Isolation  and  characterization  of  Saccharmyces  cerevisiae 
mRNA  transport-defective  (niir)  mutants.  126:649.  Correction. 
126:1627. 

Kahn,  J.,  Ingraham,  R.  H.,  Shirley,  F,  Migaki,  G.  L,  and  Kishi- 
moto,  T.  K.  Membrane  proximal  cleavage  of  L-seleclin:  Identifica¬ 
tion  of  the  cleavage  site  and  a  6-kD  transmembrane  peptide  frag¬ 
ment  of  L-selectin.  125:461. 

Kahn,  R.  A.  See  Nickel,  Huber,  Kahn,  Kipper,  Barthel,  Fasshaucr. 
and  Stiling. 

—  See  Zhang,  Rosenwald,  Willingham,  Skuntz,  Clark,  and  Kahn. 

Kalies,  K.-U.,  Gorlich,  D.,  and  Rapoport,  T.  A.  Binding  of  ribosomes 

to  the  rough  endoplasmic  reticulum  mediated  by  the  Sec61p- 
complex.  126:925. 

Kalmes,  A.  See  Strand,  Jakobs.  Merdes,  Neumann,  Kalmes,  Heid, 
Husmann,  and  Mechler. 

Kamen,  B.  A.  See  Smart,  Foster,  Ying,  Kamen,  and  Anderson. 

Kamiya,  R.  See  Takada  and  Kamiya. 

Kanda,  T.,  Yoshino,  H.,  Ariga,  T.,  Yamawaki,  M.,  and  Yu,  R.  K. 
Glycosphingolipid  antigens  in  cultured  bovine  brain  microvascu- 
lar  endothelial  cells:  Sulfoglucuronosyl  paragloboside  as  a  target 
of  monoclonal  IgM  in  demyelinative  neuropathy.  126:235.  Cor¬ 
rection.  127:265. 

Kansas,  G.  S.,  Saunders,  K.  B.,  Ley,  K.,  Zakrzewicz,  A.,  Gibson, 
R.  M.,  Furie,  B.  C.,  Furie,  B.,  and  Tedder,  T.  F.  A  role  for  the 
epidermal  growth  factor-like  domain  of  P-selectin  in  ligand  rec¬ 
ognition  and  cell  adhesion.  124:609. 

—  See  Luscinskas,  Kansas,  Ding,  Pizeueta,  Schleiffenbaum,  Tedder. 

and  Gimbrone. 

Karaplis,  A.  C.  See  Amizuka,  Warshawsky.  Henderson,  Goltzman, 
and  Karaplis. 

Karnovsky,  M.  J.  See  San  Antonio,  Lander,  Karnovsky,  and  Slayter. 

—  See  Steinbeck,  Appel,  Verhoeven,  and  Karnovsky. 

Karsenti,  E.  See  Andersen,  Buendia,  Dominguez,  Sawyer,  and  Karsenti. 

—  See  Reinsch  and  Karsenti. 

Karthikeyan,  L.  See  Friedlander,  Milev,  Karthikeyan,  Margolis, 
Margolis,  and  Grumet. 

—  See  Milev.  Friedlander,  Sakurai,  Karthikeyan,  Flad,  Margolis. 

Grumet,  and  Margolis. 

Kasahara,  H.  See  Takeuchi,  Sato,  Kasahara,  Funayama,  Nagafuchi, 
Yonemura,  Tsukita,  and  Tsukita. 

Katagiri,  T.,  Yamaguchi,  A.,  Komaki,  M.,  Abe,  E.,  Takahashi,  N., 
Ikeda,  T.,  Rosen,  V.,  Wozney,  J.  M.,  Fujisawa-Sehara,  A.,  and 
Suda,  T.  Bone  morphogenetic  protein-2  converts  the  differentia¬ 
tion  pathway  of  C2C12  myoblasts  into  the  osteoblast  lineage. 
127:1755. 

Katagiri,  Y.  See  O'Toole,  Katagiri,  Faull.  Peter,  Tamura,  Quaranta, 
Loftus,  Shattil,  and  Gin.sberg. 

Katz,  L.  A.  See  Apodaca,  Katz,  and  Mostov. 

Katz,  S.  G.  See  Bernstein,  Beech,  Katz,  and  Rosenbaum. 

Kaushal,  G.  P.,  Walker,  P.  D.,  and  Shah,  S.  V.  An  old  enzyme  with 
a  new  function:  purification  and  characterization  of  a  distinct  matrix¬ 
degrading  metalloproteinase  in  rat  kidney  cortex  and  its  identifica¬ 
tion  as  meprin.  126:1319. 

Kawai,  A.  See  Tsukita,  Oishi,  Sato,  Sagara,  Kawai,  and  Tsukita. 

Kayyem,  J.  F.  See  Vielmetter,  Kayyem,  Roman,  and  Dreyer. 

Kazmierski,  S.  T.  See  Eilertsen,  Kazmierski,  and  Keller. 

Kedinger,  M.  See  Duluc,  Freund.  Leberquier,  and  Kedinger. 

Keller,  T.  C.  S.,  Ill  See  Eilertsen,  Kazmierski,  and  Keller. 

Kelly,  G.  M.  See  Jaworski,  Kelly,  and  Hockfield. 


The  Journal  of  Cell  Biology,  Volume  127.  199.3 


2114 


Kelly,  R.  B.  See  Bonzelius,  Herman,  Cardone,  Mostov,  and  Kelly. 

—  See  Green,  Setiadi,  McEver,  and  Kelly. 

Keniler,  R.  See  Hoschuetzky,  Aberle,  and  Kemler. 

Kemperman,  H.,  Wijnands,  Y.,  Wesseling,  J.,  Niessen,  C.  M., 

Sonnenberg,  A.,  and  Rons,  E.  The  mucin  epiglycanin  on  TA3/Ha 
carcinoma  cells  prevents  a6/34-mediated  adhesion  to  laminin  and 
kalinin  and  E-cadherin-mediated  cell-cell  interaction.  127:2071. 

Kenna,  M.  A.  See  Belanger,  Keima,  Wei,  and  Davis. 

Kennedy,  B.  K.,  Austriaco,  N.  R.,  Jr.,  and  Guarente,  L.  Daughter 
cells  of  Saccharomyces  cerevisiae  from  old  mothers  display  a 
reduced  life  span.  127:1985. 

Kenney,  N.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 

Keski-Oja,  J.  See  Taipale,  Miyazono,  Heldin,  and  Keski-Oja. 

Kiefer,  M.  C.  See  Caroni,  Schneider,  Kiefer,  and  Zapf. 

Kielty,  C.  M.,  and  Shuttleworth,  C.  A.  Abnormal  fibrillin  assembly 
by  dermal  fibroblasts  from  two  patients  with  Marfan  syndrome. 
124:997. 

Kikkawa,  M.,  Ishikawa,  T.,  Nakata,  T.,  Wakabayashi,  T.,  and 
Hirokawa,  N.  Direct  visualization  of  the  microtubule  lattice  seam 
both  in  vitro  and  in  vivo.  127:1965. 

Kim,  K.  J.  See  Renz,  Chiu,  Jones,  Fox,  Kim,  Prcsta,  and  Fong. 

Kim,  Y.-J.,  Francisco,  L.,  Chen,  G.-C.,  Marcotte,  E.,  and  Chan, 
C.  S.  M,  Control  of  cellular  morphogenesis  by  the  Ipl2/Bem2 
GTPase-activating  protein:  Possible  role  of  protein  phosphoryla¬ 
tion.  127:1381. 

King,  S.  J.,  Inwood,  W.  B.,  O’Toole,  E.  T.,  Power,  J.,  and  Dutcher, 
S.  K.  The  hop2-l  mutation  reveals  radial  a.symmetry  in  the  inner 
dynein  arm  region  of  Chlamydomonas  reinhardtii.  126:1255. 

Kioussi,  C.,  and  Gruss,  P.  Ditferential  induction  of  Pax  genes  by  NGF 
and  BDNF  in  cerebellar  primary  cultures.  125:417. 

Kipper,  N,  See  Nickel,  Huber,  Kahn,  Kipper,  Barthel,  Fasshauer,  and 
Sailing. 

Kirchhausen,  T.  See  Osborn,  Vassallo,  Griffiths  Browning,  Tizard, 
Haskard,  Benjamin,  Dougas,  and  Kirchhausen. 

Kirk,  K.  L.  See  Weber,  Berta,  Tousson,  St.  John,  Green,  Gopalo- 
krishnan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Kishimoto,  T.  K.  See  Kahn,  Ingraham,  Shirley,  Migaki,  and  Kishimoto. 

Kislauskis,  E.  H.,  Zhu,  X.,  and  Singer,  R.  H.  Sequences  resjxtnsible 
for  intracellular  localization  of  /3-actin  messenger  RNA  also  affect 
cell  phenotype.  127:441. 

—  See  Latham,  Kislauskis,  Singer,  and  Ross. 

Kiss,  A.  See  Cupers,  Veithen,  Kiss,  Baudhuin,  and  Courtoy. 

Kistler,  J.,  Goldie,  K.,  Donaldson,  R,  and  Engel,  A.  Reconstitution 
of  native-type  noncrystalline  lens  fiber  gapjunctions  from  isolated 
hemichannels.  126:1047. 

KJerulff,  A.  A.  See  Lukas,  Muller,  Bartkova,  Spitkovsky,  KJerulff, 
Jansen-Durr,  Strauss,  and  Bartek. 

Klein,  A,  See  Sjoberg,  Powell,  Klein,  and  Varki. 

Klein,  F.  See  Loidl,  Klein,  and  Scherthan. 

Klemke,  R.  L.,  \febra,  M,,  Bayna,  E.  M,,  and  Cheresh,  D.  A.  Receptor 
tyrosine  kinase  signaling  required  for  integrin  av|(35-directed  cell 
motility  but  not  adhesion  on  vitronectin.  127:859. 

Klenk,  H.-D.  See  Vey,  Schafer,  Berghofer,  Klenk,  and  Garten. 

Kloe,  M.  See  Li,  Shou,  Kloe,  Reddy,  and  Etkin. 

Kluger,  M.  J.  See  Rosen,  Joseph,  Jin,  Rockwell,  Elias,  Knesel,  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Klymkowsky,  M.  W,  See  Cary  and  Klymkowsky. 

Knesel,  J.  See  Rosen,  Joseph,  Jin,  Rockwell,  Elias,  Knesel,  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Knoll,  L.  J.  See  Johnson,  Knoll,  Levin,  and  Gordon. 

Knott,  J.  A.  See  Porter,  Knott,  Gardner,  Mitchell,  and  Dutcher. 

Knowles,  B.  A.  See  Cant,  Knowles,  Mooseker,  and  Cooley. 

Kobrin,  M.  S.  See  Gitelman,  Kobrin,  Ye,  Lopez,  Lee,  and  Derynck. 

Koch,  M.  SccChiquet-Ehrismann,  Tannheimer,  Koch,  Brunner,  Spring, 
Martin,  Baumgartner,  and  Chiquet. 

Koffer,  A.  See  Norman,  Price,  Ridley,  Hall,  and  Koffer. 

Kohli,  J.  See  Scherthan,  Bahler,  and  Kohli. 

Kohorn,  B.  D.  See  Smith  and  Kohorn. 

Koivunen,  E.,  Wang,  B.,  and  Ruoslahti,  E.  Isolation  of  a  highly  specific 
ligand  for  the  as/Ji  integrin  from  a  phage  display  library.  124:373. 

Koji,  T.,  Chedid,  M,,  Rubin,  J.  S.,  Slayden,  O.  D.,  Csaky,  K.  G., 
Aaronson,  S.  A.,  and  Brenner,  R.  M.  Progesterone-dependent 
expression  of  keratinocyte  growth  factor  mRNA  in  stromal  cells 
of  the  primate  endometrium:  Keratinocyte  growth  factor  as  a  pro- 
gestomedin.  125:393. 


Komaki,  M,  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi,  Ikeda, 
Rosen,  Wozney,  Fujisawa-Sehara,  and  Suda. 

Kondo,  S.,  Sato-Yoshitake,  R.,  Noda,  Y.,  Aizawa,  H.,  Nakata,  T., 
Matsuura,  Y.,  and  Hirokawa,  N.  K1F3A  is  a  new  microtubule- 
based  anterograde  motor  in  the  nerve  axon.  125:1095. 

—  SeeSekine,  Okada,  Ntxla,  Kondo,  Aizawa,  Takemura,  and  Hirokawa. 
Konieezko,  E.  M,  See  Jena,  Gumkowski,  Konieezko,  von  Mollard, 

Jahn,  and  Jamieson. 

Konstantinov,  K.  N.  See  Byrd,  Sweet,  Pante,  Konstantinov,  Guan, 
Saphire,  Mitchell,  Cooper,  Aebi,  and  Gerace. 

Kornberg,  L.  See  Lin,  Yurochko,  Kornberg,  Morris,  Walker,  Haskill, 
and  Juliano. 

Kornbluth,  S.,  Dasso,  M.,  and  Newport,  J.  Evidence  for  a  dual  role 
for  TC4  protein  in  regulating  nuclear  structure  and  cell  cycle  pro¬ 
gression.  125:705. 

Korndorfer,  A.  See  Muller,  Dearey,  Korndorfer,  and  Bandlow. 
Kornfeld,  S.  See  Schweizer,  Rohrer,  Hauri,  and  Kornfeld. 
Korshunova,  Y.  O.  See  Schafer,  Korshunova,  Schroer,  and  Cooper. 
Koshland,  D.  See  Guacci,  Hogan,  and  Koshland. 

Kosik,  K.  S.  The  Alzheimer’s  disease  sphinx:  A  riddle  with  plaques 
and  tangles.  127:1501. 

—  See  Feiguin,  Ferreira,  Kosik,  and  Caceres. 

Koteliansky,  V.  E.  See  Balzac,  Retta,  Albini,  Melchiorri,  Koteliansky, 
Geuna,  Silengo,  and  Tarone. 

—  See  Jarnagin,  Rockey,  Koteliansky,  Wang,  and  Bissell. 

Kotz,  K.  J,,  and  McNiven,  M.  A.  Intracellular  calcium  and  cAMP 
regulate  directional  pigment  movements  in  teleost  erythrophores. 
124:463. 

Kouklis,  P.  D.,  Hutton,  E.,  and  Fuchs,  E.  Making  a  connection:  Direct 
binding  between  keratin  intermediate  filaments  and  desmosomal 
proteins.  127:1049. 

Krainer,  A.  R.  See  O'Keefe,  Mayeda,  Sadowski,  Krainer,  and  Spector. 
Krainer,  E,  See  Rassow,  Maarse,  Krainer,  Kiibrich,  Muller,  Meijer, 
Craig,  and  Planner. 

Krammer,  P.  H.  See  Schulze-Osthoff,  Walczak,  Droge,  and  Krammer. 
Kreft,  B.  See  Berndorff,  Gessner,  Kreft,  Schnoy,  Lajous-Petter,  Loch, 
Reutter,  Hortsch,  and  Tauber. 

Kremer,  J.  R.  See  Ladinsky,  Kremer,  Furcinitti,  McIntosh,  and  Howell. 
Krieger,  M.  See  Guo,  Vasile,  and  Krieger. 

—  See  Podos,  Reddy,  Ashkenas,  and  Krieger. 

Krijnse-Locker,  J,,  Ericsson,  M.,  Rottier,  P  J.  M.,  and  Griffiths, 

G.  Characterization  of  the  budding  compartment  of  mouse  hepa¬ 
titis  virus:  Evidence  that  transport  from  the  RER  to  the  Golgi  com¬ 
plex  requires  only  one  vesicular  transport  step.  124:55. 

—  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud,  Soling,  Tang, 

Wong,  and  Hong. 

Kroemker,  M.  See  Menkel,  Kroemker,  Bubeck,  Ronsiek,  Nikolai,  and 
Jockusch. 

Kromminga,  A.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Krom¬ 
minga,  Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and 
Grosse. 

Kronert,  W.  A.  See  Cripps,  Becker,  Mardahl,  Kronen,  Hodges,  and 
Bernstein. 

Kronke,  M.  See  Heller  and  Kronke. 

Kroschewski,  R.  See  Bahler,  Kroschewski,  Stoffler,  and  Behrmann. 
Krutovskikh,  V.  A.  See  Troyanovsky,  Troyanovsky,  Eshkind,  Kru- 
tovskikh,  Leube,  and  Franke. 

Ku,  N.-O.,  and  Omary,  M.  B.  Identification  of  the  major  physiologic- 
phosphorylation  site  of  human  keratin  18:  Potential  kinases  and 
a  role  in  filament  reorganization.  127:161. 

Kiibrich,  M.  See  Rassow,  Maarse,  Krainer,  Kiibrich,  Muller,  Meijer, 
Craig,  and  Pfanner. 

Kuge,  O.,  Dascher,  C.,  Orci,  L,,  Rowe,  T,,  Amherdt,  M.,  Plutner, 

H. ,  Ravazzola,  M,,  Tanigawa,  G.,  Rothman,  J.  E.,  and  Balch, 
W,  E,  Sari  promotes  vesicle  budding  from  the  endoplasmic  reticu¬ 
lum  but  not  Golgi  compartments.  125:51. 

—  See  Hara-Kuge,  Kuge,  Orci,  Amherdt,  Ravazzola,  Wieland,  and 

Rothman. 

Kuhry,  J.-G.  See  Illinger  and  Kuhry. 

Kuisk,  I.  R.  See  Li,  Choudhary,  Milner,  Munir,  Kuisk,  and  Capetanaki. 
Kuliawat,  R.,  and  Arvan,  P  Distinct  molecular  mechanisms  form 
protein  sorting  within  immature  secretory  granules  of  pancreatic 
/3-cells.  126:77. 

Kumagai,  C.  See  Kadowaki,  Chen,  Hitomi,  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska,  and  Tartakoff. 

Kumar,  N.  M.  See  Falk,  Kumar,  and  Gilula. 


Author  Index,  Volumes  124-127  2115 


Kuo,  A.  C.  See  Shum,  Reeves,  Kuo,  Fromer,  and  Derynck. 

Kupper,  T.  S.  See  Alon,  Rossiter,  Wang,  Springer,  and  Kupper. 
Kurihara,  L.  J.,  Beh,  C.  T.,  Latterich,  M.,  Schekman,  R.,  and  Rose, 
M.  D.  Nuclear  congression  and  membrane  fusion;  Two  distinct 
events  in  the  yeast  karyogamy  pathway.  126:911. 

Kuroki,  T.  See  Ohba,  Shibanuma,  Kuroki,  and  Nose. 

Kuspa,  A.  See  Insall,  Kuspa,  Lilly,  Shaulsky,  Levin,  Loomis,  and 
Devreotes. 

Kusumi,  A.  See  Sako  and  Kusumi. 

Kuwana,  T.  See  Mullock,  Perez,  Kuwana,  Gray,  and  Luzio. 

Kwong,  J.  See  Shenoy-Scaria,  Dietzen,  Kwong,  Link,  and  Lublin. 


L 

Labbe,  J.-C.  See  Lieuvin,  Labbe,  Doree,  and  Job. 

Ladinsky,  M.  S.,  Kremer,  J.  R.,  Furcinitti,  P.  S.,  McIntosh,  J.  R., 
and  Howell,  K.  E.  HVEM  tomography  of  the  /ra«i-Golgi  net¬ 
work:  Structural  insights  and  identification  of  a  lace-like  vesicle 
coat.  127:29. 

LaFlamme,  S.  E.,  Thomas,  L.  A.,  Yamada,  S.  S.,  and  Yamada, 
K.  M.  Single  subunit  chimeric  integrins  as  mimics  and  inhibitors 
of  endogenous  integrin  functions  in  receptor  localization  cell  spread¬ 
ing  and  migration,  and  matrix  assembly.  126:1287. 

Lajous-Petter,  A.-M.  See  Berndorff,  Gessner,  Kreft,  Schnoy,  Lajous- 
Petter,  Lwh,  Reutter,  Hortsch,  and  Tauber. 

Lamond,  A.  1.  See  Ferreira,  Carmo-Fonseca,  and  Lamond. 

Lampe,  P.  D.  Analyzing  phorbol  ester  effects  on  gap  junctional  com¬ 
munication:  A  dramatic  inhibition  of  assembly.  127:1895. 

Lampugnani,  M.-G.  See  Ayalon,  Sabanai,  Lampugnani,  Dejana,  and 
Geiger. 

Lander,  A.  D.  See  San  Antonio,  Lander,  Karnovsky,  and  Slayter. 

—  See  Stipp,  Litwack,  and  Lander. 

Landis,  R.  C,  McDowall,  A.,  Holness,  C.  L.  L.,  Littler,  A.  J., 
Simmons,  D.  L.,  and  Hogg,  N.  Involvement  of  the  “I”  domain 
of  LFA-1  in  selective  binding  to  ligands  ICAM-1  and  ICAM-3. 
126:529. 

Lane,  T,  F.,  Iruela-Arispe,  M.  L.,  Johnson,  R.  S.,  and  Sage,  E.  H. 
SPARC  is  a  source  of  copper-binding  peptides  that  stimulate  angio¬ 
genesis.  125:929. 

Lanfrancone,  L.  See  Re,  Zanetti,  Sironi,  Polentarutti,  Lanfrancone, 
Dejana,  and  Colotta. 

Lange,  L.  A.  See  Hall,  Wang,  Lange,  and  Turley. 

Larsson,  E.  Sec  Johansson,  Larsson,  Liining,  Pasquale,  and  Ruoslahti. 

Latham,  V.  M.,  Jr.,  Kislauskis,  E.  H.,  Singer,  R.  H.,  and  Ross, 
A.  F.  |8-Actin  mRNA  localization  is  regulated  by  signal  transduc¬ 
tion  mechanisms.  126:1211. 

Lathrop,  W.  F.  See  Lin,  Mahan,  Lathrop,  Myles,  and  Primakoff. 

Latterich,  M.  See  Kurihara,  Beh,  Latterich,  Schekman,  and  Rose. 

—  See  Rexach,  Latterich,  and  Schekman. 

Laudanna,  C.  See  Berton,  Fumagalli,  Laudanna,  and  Sorio. 

Laurie,  G.  W.  See  Matter  and  Laurie. 

Lawrence,  J.  B.  See  Gerdes,  Carter,  Moen,  and  Lawrence. 

Lazega,  D.  See  Busso,  Masur,  Lazega,  Waxman,  and  Ossowski. 

Le,  T.  See  Cheng,  Le,  Palacios,  Bix>kbinder,  Wassarman,  Suzuki,  and 
Bleil. 

Leberquier,  C.  See  Duluc,  Freund,  Leberquier,  and  Kedinger. 

LeBowitz,  J.  H.  See  Mensa-Wilmot.  LeBowitz,  Chang,  Al-Qahtani, 
McGwire,  Tucker,  and  Morris. 

LeDizet,  M.  See  Piperno,  Mead,  LeDizet,  and  Moscatelli. 

Lee,  A.  See  Gitelman,  Kobrin,  Ye,  Lopez,  Lee,  and  Derynck. 

Lee,  A.  K.  See  Thomas.  Lee,  Wong,  and  Aimers. 

Lee,  B.  A.  See  Hart,  Xu,  Meyer,  Lee,  and  Donoghue. 

Lee,  J.,  Leonard,  M.,  Oliver,  T.,  Ishihara,  A.,  and  Jacobson,  K. 
Traction  forces  generated  by  locomoting  keratocytes.  127:1957. 

Lee,  W.-H.  See  Durfee,  Mancini,  Jones.  Elledge.  and  Lee. 

Legan,  P.  K.,  Yue,  K.  K.  M.,  Chidgey,  M.  A.  J.,  Holton,  J.  L., 
Wilkinson,  R.  W.,  and  Garrod,  D.  R.  The  bovine  desmocollin 
family:  A  new  gene  and  expression  patterns  reflecting  epithelial 
cell  proliferation  and  differentiation.  126:507. 

Leimer,  U.  See  Lcube,  Leimer,  Grund,  Franke,  Harth,  and  Wiedenmann. 

Lennarz,  W.  J.  See  Ohlendieck,  Partin,  and  Lennarz. 

Leno,  G.  H.,  and  Munshi,  R.  Initiation  of  DNA  replication  in  nuclei 
from  quiescent  cells  requires  permeabilization  of  the  nuclear  mem¬ 
brane.  127:5. 


Lenter,  M.,  Levinovitz,  A.,  Isenmann,  S.,  and  Vestweber,  D.  Mono- 
specific  and  common  glycoprotein  ligands  for  E-  and  P-selectin 
on  myeloid  cells.  125:471. 

Leonard,  M.  See  Lee,  Leonard,  Oliver,  Ishihara,  and  Jacobson. 

Leptin,  M.  See  Stella,  Schauerte,  Straub,  and  Leptin. 

Leube,  R.  E.,  Leimer,  U.,  Grund,  C,  Franke,  W.  W.,  Harth,  N., 
and  Wiedenmann,  B.  Sorting  of  synaptophysin  into  special  ves¬ 
icles  in  nonneuroendocrine  epithelial  cells.  127:1589. 

—  See  Troyanovsky,  Troyanovsky,  Eshkind,  Krutovskikh,  Leube.  and 
Franke. 

Levin,  D.  E.  See  Johnson,  Knoll,  Levin,  and  Gordon. 

Levin,  L.  R.  See  Insall,  Kuspa,  Lilly,  Shaulsky,  Levin,  Loomis,  and 
Devreotes. 

Levinovitz,  A.  See  Lenter,  Levinovitz,  Isenmann,  and  Vestweber. 

Lev-Ram,  V.  See  Deerinck,  Martone,  Lev-Ram,  Green,  Tsien,  Spector, 
Huang,  and  Ellisman. 

Lewin,  D.  A.  See  Bacon,  Cohen,  Lewin,  and  Mellman. 

Lewis,  M.  J.  See  Banfield,  Lewis,  Rabouille,  Warren,  and  Pelham. 

Lewis,  S.  A.  See  Gao,  Melki,  Walden,  Lewis,  Ampe,  Rommelaere, 
Vandekerckhove,  and  Cowan. 

Ley,  K.  See  Kansas,  Saunders,  Ley,  Zakrzewicz,  Gibson,  Furie,  Furie, 
and  Tedder. 

Ley,  S.  C.,  Marsh,  M.,  Bebbington,  C.  R.,  Proudfoot,  K.,  and  Jordan, 
P.  Distinct  intracellular  localization  of  Ick  and  fyn  protein  tyrosine 
kinases  in  human  T  lymphocytes.  125:639. 

Lezius,  A.  See  Yang.  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 

Li,  H.,  Choudhary,  S.  K.,  Milner,  D.  J.,  Munir,  M.  I.,  Kuisk, 
I.  R.,  and  Capetanaki,  Y.  Inhibition  of  desmin  expression  blocks 
myoblast  fusion  and  interferes  with  the  myogenic  regulators  myoD 
and  myogenin.  124:827. 

Li,  K.,  Smagula,  C.  S.,  Parsons,  W.  J.,  Richardson,  J.  A.,  Gonzalez, 
M.,  Hagler,  H.  K.,  and  Williams,  R.  S.  Subcellular  partitioning 
of  MRP  RNA  assessed  by  ultrastructural  and  biochemical  analy¬ 
sis.  124:871. 

Li,  M.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga,  Muller, 
Spener,  Lezius,  Veerkamp.  Smith,  Salomon,  and  Grosse. 

Li,  M.  G.,  McGrail,  M.,  Serr,  M.,  and  Hays,  T.  S.  Drosophila  cyto¬ 
plasmic  dynein,  a  microtubule  motor  that  is  asymmetrically  local¬ 
ized  in  the  oocyte.  126:1475. 

Li,  W.  See  Yu,  Gutkind,  Mahadevan,  Li,  Meyers,  Pierce,  and  Heidaran. 

Li,  X.,  Shou,  W.,  Kloc,  M.,  Reddy,  B.  A.,  and  Etkin,  L.  D.  Cyto¬ 
plasmic  retention  of  Xenopus  nuclear  factor  7  before  the  mid  blas- 
tula  transition  uses  a  unique  anchoring  mechanism  involving  a  re¬ 
tention  domain  and  several  phosphorylation  sites.  124:7. 

Liang,  S.  See  Kadowaki,  Chen,  Hitomi,  Jacobs,  Kumagai,  Liang, 
Schneitcr,  Singleton,  Wisniewska,  and  Tartakoff. 

Liem,  R.  K.  H.  See  Chen  and  Liem. 

Lieuvin,  A.,  Labbe,  J.-C.,  Doree,  M.,  and  Job,  D.  Intrinsic  micro¬ 
tubule  stability  in  interphase  cells.  124:985. 

Lill,  R.  See  Harkness.  Nargang,  van  der  Klei,  Neupert,  and  Lill. 

Lillie,  S.  H.,  and  Brown,  S.  S.  Immunofluorescence  localization  of 
the  unconventional  myosin,  Myo2p,  and  the  putative  kinesin-related 
protein,  Smylp,  to  the  same  regions  of  polarized  growth  in 
Saccharomyces  cerevisiae.  125:825. 

Lilly,  P.  J.  See  Insall,  Kuspa,  Lilly,  Shaulsky,  Levin,  Loomis,  and 
Devreotes. 

Lim,  S.-S.  See  Rodionov,  Lim,  Gelfand,  and  Borisy. 

Lin,  H.  Y.  See  Henis,  Moustakas.  Lin,  and  Lodish. 

Lin,  J.  See  Riederer,  Soldati,  Shapiro,  Lin,  and  Pfefler. 

Lin,  J.  J.-C.  See  Warren,  Lin,  Wamboldt,  and  Lin. 

Lin,  J.  L.-C.  See  Warren,  Lin,  Wamboldt,  and  Lin. 

Lin,  J.-H.  See  Yu,  Lin,  Wu,  and  Sun. 

Lin,  S.  X.  H.,  Ferro,  K.  L.,  and  Collins,  C.  A.  Cytoplasmic  dynein 
undergoes  intracellular  redistribution  concomitant  with  phosphory¬ 
lation  of  the  heavy  chain  in  response  to  serum  starvation  and  okadaic 
acid.  127:1009. 

Lin,  T.  H.,  Yurochko,  A.,  Kornberg,  L.,  Morris,  J.,  Walker,  J.  J., 
Haskill,  S.,  and  Juliano,  R.  L.  The  role  of  protein  tyrosine  phos¬ 
phorylation  in  integrin-mediated  gene  induction  in  monocytes. 
126:1585. 

Lin,  W.-I.  See  Metzger,  Lin,  and  Samuelson. 

Lin,  Y.,  Mahan,  K.,  Lathrop,  W.  F.,  Myles,  D.  G.,  and  Primakoff, 
P.  A  hyaluronidase  activity  of  the  sperm  plasma  membrane  protein 
PH-20  enables  sperm  to  penetrate  the  cumulus  cell  layer  surround¬ 
ing  the  egg.  125:1157. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2116 


Lindberg,  F.  P.  See  Blystone,  Graham,  Lindberg,  and  Brown. 

Lindholm,  D.  See*  Jung,  Castren,  Odenthal,  Vande  Woude,  Ishii,  Dienes, 
Lindholm,  and  Schirmacher. 

Lingappa,  J.  R.,  Martin,  R.  L.,  Wong,  M.  L.,  Ganem,  D.,  Welch, 
W.  J.,  and  Lingappa,  V.  R.  A  eukaryotic  cytosolic  chaperonin 
is  associated  with  a  high  molecular  weight  intermediate  in  the  as¬ 
sembly  of  hepatitis  B  virus  capsid,  a  multimeric  particle.  125:99. 

Lingappa,  V.  R.  See  Lingappa,  Martin,  Wong,  Ganem,  Welch,  and 
Lingappa. 

—  See  Skach,  Shi,  Calayag,  Frigeri,  Lingappa,  and  Verkman. 

Link,  D.  C.  See  Shenoy-Scaria,  Dietzen,  Kwong,  Link,  and  Lublin. 

Lisanti,  M.  R,  Scherer,  P.  E.,  Vidugiriene,  J.,  Tang,  Z.,  Hermanowski- 

Vosatka,  A.,  Tu,  Y.-H.,  Cook,  R.  F.,  and  Sargiacomo,  M.  Char¬ 
acterization  of  caveolin-rich  membrane  domains  isolated  from  an 
endothelial-rich  source.  126:111. 

—  See  Scherer,  Lisanti,  Baldini,  Sargiacomo,  Mastick,  and  Lodish. 

Liska,  D.  J.,  Reed,  M.  J.,  Sage,  E.  H.,  and  Bornstein,  P.  Cell-specific 

expression  of  a  1(1)  collagen-hGH  minigenes  in  transgenic  mice. 
125:695. 

Littler,  A.  J.  See  Landis,  McDowall,  Holness,  Littler,  Simmons,  and 
Hogg. 

Litvinov,  S.  V.,  Velders,  M.  P,  Bakker,  H.  A.  M.,  Fleuren,  G.  J., 
and  Warnaar,  S.  O.  Ep-CAM:  A  human  epithelial  antigen  is  a 
homophilic  cell-cell  adhesion  molecule.  125:437. 

Litwack,  E.  D.  See  Stipp,  Litwack,  and  Lander. 

Liu,  Y.,  Schweitzer,  E.  S.,  Nirenberg,  M.  J.,  Pickel,  V.  M.,  Evans, 
C.  J.,  and  Edwards,  R.  H.  Preferential  localization  of  a  vesicular 
monoamine  transporter  to  dense  core  vesicles  in  PC12  cells.  127: 1419. 

Loch,  N.  See  Berndorff,  Gessner,  Kreft,  Schnoy,  Lajous-Petter,  Loch, 
Reutter,  Hortsch,  and  Tauber. 

Lochter,  A.  See  Faissner,  Clement,  Lochter,  Streit,  Mandl,  and 
Schachner. 

Lodish,  H.  F.  See  Henis,  Moustakas,  Lin,  and  Lodish. 

—  See  Scherer,  Lisanti,  Baldini,  Sargiacomo,  Mastick,  and  Lcxiish. 

Loew,  L.  M.  See  Brown  and  Loew. 

Loftus,  J.  C.  See  OToole,  Katagiri,  Faull,  Peter,  Tamura,  Quaranta, 
Loftus,  Shattil,  and  Ginsberg. 

LoidI,  J.,  Klein,  F.,  and  Scherthan,  H.  Homologous  pairing  is  reduced 
but  not  abolished  in  asynaptic  mutants  of  yeast.  125:1191. 

Lokeshwar,  V.  B.,  Fregien,  N.,  and  Bourguignon,  L.  Y.  W.  Ankyrin 
binding  domain  of  CD44  (GP85)  is  required  for  the  expression 
of  hyaluronic  acid-mediated  adhesion  function.  126:1099. 

Loomis,  W.  F.  See  Insall,  Kuspa,  Lilly,  Shaulsky,  Levin,  Loomis,  and 
Devreotes. 

Lopez,  A.  R.  See  Gitelman,  Kobrin,  Ye,  Lopez,  Lee,  and  Derynck. 

—  See  Miettinen,  Ebner,  Lopez,  and  Derynck. 

Lopez,  M.  C.,  Nicaud,  J.-M.,  Skinner,  H.  B.,  Vergnolle,  C.,  Kader, 
J.  C.,  Bankaitis,  V.  A.,  and  Gaillardin,  C.  A  phosphatidylinositol/ 
phosphatidylcholine  transfer  protein  is  required  for  differentiation 
of  the  dimorphic  yeast  Yarrowia  lipolytica  from  the  yeast  to  the 
mycelial  form.  125:113. 

Lopez-Casillas,  F.,  Payne,  H.  M.,  Andres,  J.  L.,  and  Massague,  J. 
Betaglycan  can  act  as  a  dual  modulator  of  TGF-/3  access  to  sig¬ 
naling  receptors:  Mapping  of  ligand  binding  and  GAG  attachment 
sites.  124:557. 

Lord,  J.  M.  See  Whetton,  Heyworth,  Nicholls,  Evans,  Lord,  Dexter, 
and  Owen-Lynch. 

Lotz,  M.,  Clark-Lewis,  I.,  and  Ganu,  V.  HlV-1  transactivator  protein 
Tat  induces  proliferation  and  TGF/J  expression  in  human  articular 
chondrocytes.  124:365. 

Louvard,  D.  See  Arpin,  Friederich,  Algrain,  Vernel,  and  Louvard. 

—  See  Zahraoui,  Joberty,  Arpin,  Fontaine,  Hellio,  Tavitian,  and  Louvard. 

Lu,  T.  H.  See  Hitt,  Lu,  and  Luna. 

Lublin,  D.  M.  See  Shenoy-Scaria,  Dietzen,  Kwong,  Link,  and  Lublin. 

Liihrmann,  R.  See  Fischer,  Heinrich,  van  Zee,  Fanning,  and  Liihrmann. 

—  See  Hack!,  Fischer,  and  Luhrmann. 

Lukas,  J.,  Muller,  H.,  Bartkova,  J.,  Spitkovsky,  D.,  Kjerulff,  A.  A., 
Jansen-Durr,  P,  Strauss,  M.,  and  Bartek,  J.  DNA  tumor  virus 
oncoproteins  and  retinoblastoma  gene  mutations  share  the  ability 
to  relieve  the  cell’s  requirement  for  cyclinDl  function  inGl.  125:625. 

Luna,  E.  J.  See  Hitt,  Hartwig,  and  Luna. 

—  See  Hitt,  Lu,  and  Luna. 

Liining,  B.  See  Johansson,  Larsson,  Liining,  Pasquale,  and  Ruoslahti. 

Lupa,  M.  T.,  and  Caldwell,  J.  H.  Sodium  channels  aggregate  at  former 
synaptic  sites  in  innervated  and  denervated  regenerating  muscles. 
124:139. 


Luscinskas,  F.  W.,  Kansas,  G.  S.,  Ding,  H.,  Pizcueta,  P,  Schleiffen- 
baum,  B.  E.,  Tedder,  T.  F.,  and  Gimbrone,  M.  A.,  Jr.  Monocyte 
rolling,  arrest  and  spreading  on  IL-4-activated  vascular  endothe¬ 
lium  under  flow  is  mediated  via  sequential  action  of  L-selectin, 
/3|-integrins,  and  /32-integrins.  125:1417. 

Luzio,  J.  P  See  Mullock,  Perez,  Kuwana,  Gray,  and  Luzio. 

—  See  Ponnambalam,  Rabouille,  Luzio,  Nilsson,  and  Warren. 


M 

Maarse,  A.  C.  See  Rassow,  Maarse,  Krainer,  Kiibrich,  Muller,  Meijer, 
Craig,  and  Pfanner. 

Machesky,  L.  M.,  Atkinson,  S.  J.,  Ampe,  C.,  Vandekerckhove,  J., 
and  Pollard,  T.  D.  Purification  of  a  cortical  complex  containing 
two  unconventional  actins  from  Acanthamoeba  by  affinity  chro¬ 
matography  on  profilin-agarose.  127:107. 

Mackay,  C.  R.,  Terpe,  H.-J.,  Stauder,  R.,  Marston,  W.  L.,  Stark, 
H.,  and  Giinthert,  U.  Expression  and  modulation  of  CD44  vari¬ 
ant  isoforms  in  humans.  124:71. 

MacKay,  V.  L.  See  Graham,  Seeger,  Payne,  MacKay,  and  Emr. 

Madden,  T.  L.,  and  Herzfeld,  J.  Crowding-induced  organization  of 
cytoskeletal  elements.  11.  Dissolution  of  spontaneously  formed 
filament  bundles  by  capping  proteins.  126:169. 

Madeddu,  L.  See  Gautier,  de  Loubresse,  Madeddu,  and  Sperling. 

Madri,  J.  A.  See  Romanic  and  Madri. 

Maeda,  A.  See  Yamochi,  Tanaka.  Nonaka,  Maeda,  Musha,  and  Takai. 

Magyar,  J.  P,  Bartsch,  U.,  Wang,  Z.-Q.,  Howells,  N.,  Aguzzi,  A., 
Wagner,  E.  F.,  and  Schachner,  M.  Degeneration  of  neural  cells 
in  the  central  nervous  system  of  mice  deficient  in  the  gene  for  the 
adhesion  molecule  on  Glia  the  /32  subunit  of  murine  Na,K-ATPase. 
127:835. 

Mahadevan,  D.  See  Yu,  Gutkind,  Mahadevan,  Li,  Meyers,  Pierce,  and 
Heidaran. 

Mahan,  K.  See  Lin,  Mahan,  Lathrop,  Myles,  and  Primakoff. 

Mains,  P  E.  See  Clark-Maguire  and  Mains. 

Mains,  R.  E.  See  Milgram,  Eipper,  and  Mains. 

Malek-Hedayat,  S.,  and  Rome,  L.  H.  Expression  of  a  /3|-related  in- 
tegrin  by  oligodendroglia  in  primary  culture:  Evidence  for  a  func¬ 
tional  role  in  myelination.  124:1039. 

Malhotra,  V.  See  Beck,  Buchanan,  Malhotra,  and  Nelson. 

Malissen,  B.  See  Pierres,  Tissot,  Malissen.  and  Bongrand. 

Mancini,  M.  A.  See  Durfee,  Mancini.  Jones,  Elledge,  and  Lee. 

Mandl,  C.  See  Faissner,  Clement,  LcKhter,  Streit,  Mandl,  and  Schachner. 

Maness,  P  F.  See  Beggs,  Soriano,  and  Maness. 

Marcotte,  E.  See  Kim,  Francisco,  Chen,  Marcotte,  and  Chan. 

Mardahl,  M.  See  Cripps,  Becker,  Mardahl,  Kronen,  Htxiges,  and 
Bernstein. 

Margolis,  R.  K.  See  Friedlander,  Milev,  Karthikeyan,  Margolis, 
Margolis.  and  Grumet. 

—  See  Milev,  Friedlander,  Sakurai,  Karthikeyan,  Flad,  Margolis. 

Grumet,  and  Margolis. 

Margolis,  R.  L.  See  Andreassen  and  Margolis. 

Margolis,  R.  U.  See  Friedlander.  Milev.  Karthikeyan,  Margolis. 
Margolis,  and  Grumet. 

—  See  Milev,  Friedlander,  Sakurai,  Karthikeyan,  Flad,  Margolis. 

Grumet,  and  Margolis. 

Maro,  B.  See  Felix,  Antony,  Wright,  and  Maro. 

Marsh,  M.  See  Ley,  Marsh,  Bebbington.  Proudfoot,  and  Jordan. 

Marston,  W.  L.  See  Mackay.  Terpe,  Stauder,  Marston,  Stark,  and 
Giinthert. 

Martin,  D.  SeeChiquet-Ehrismann.  Tannheimer,  Koch,  Brunner,  Spring, 
Martin,  Baumgartner,  and  Chiquet. 

Martin,  O.  C.,  and  Pagano,  R.  E.  Internalization  and  sorting  of  a  fluo¬ 
rescent  analogue  of  glucosylceramide  to  the  Golgi  apparatus  of 
human  skin  fibroblasts:  Utilization  of  endocytic  and  nonendocytic 
transport  mechanisms.  125:769. 

Martin,  R.  L.  See  Lingappa,  Martin,  Wong,  Ganem,  Welch,  and 
Lingappa. 

Martinez,  O.,  Schmidt,  A.,  Salamero,  J.,  Hoflack,  B.,  Roa,  M.,  and 
Goud,  B.  The  small  GTP-binding  protein  rab6  functions  in  intra- 
Golgi  transport.  127:1575. 

Martinou,  1.  See  Borner,  Martinou,  Mattmann,  Irmler,  Schaerer, 
Martinou,  and  Tschopp. 


Author  Index,  Volumes  124-127 


2117 


Martinou,  J.-C.  See  Borner.  Martinou.  Mattmann,  Irmler,  Schaerer, 
Martinou,  and  Tschopp. 

Martone,  M.  E.  See  Deerinck,  Martone,  Lev-Ram,  Green,  Tsien, 
Spector,  Huang,  and  Ellisman. 

Masaki,  R.,  Yamamoto,  A.,  and  Tashiro,  Y.  Microsomal  aldehyde 
dehydrogenase  is  localized  to  the  endoplasmic  reticulum  via  its 
cark)xyl-terminal  35  amino  acids.  126:1407. 

Masri,  K.  See  Sullivan,  Hechenberger,  and  Masri. 

Massacesi,  A.  See  Baccetti,  Benedetto.  Burrini,  Colkxlel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Massague,  J.  See  Lopez-Casillas,  Payne,  Andres,  and  Massague. 

Mastick,  C,  C.  See  Scherer,  Lisanti,  Baldini,  Sargiacomo,  Mastick, 
and  Lodish. 

Masur,  S.  K.  See  Busso,  Masur,  Lazega,  Waxman,  and  Ossowski. 

Matsudaira,  P.  The  hmbrin  and  alpha-actinin  footprint  on  actin.  126:285. 

—  See  Schmid,  Agris,  Jakana,  Matsudaira,  and  Chiu. 

Matsudaira,  P.  T,  See  Van  Etten,  Jackson,  Baltimore,  Sanders, 
Matsudaira,  and  Janmey. 

Matsumoto,  K.,  Saga,  Y.,  Ikemura,  T.,  Sakakura,  T,,  and  Chiquet- 
Ehrismann,  R.  The  distribution  of  tenascin-X  is  distinct  and  often 
reciprocal  to  that  of  tenascin-C.  125:483. 

Matsumura,  F.  See  Yamakita,  Yamashiro,  and  Matsumura. 

Matsuura,  Y.  See  Kondo,  Sato-Yoshitakc,  N(xla,  Aizawa,  Nakata, 
Matsuura,  and  Hirokawa. 

Mattaj,  I.  W.  See  Jarmolowski,  Bixilens,  Izaurraldc,  and  Mattaj. 

Matteoli,  M.  See  Verderio,  Coco,  Fumagalli,  and  Matteoli. 

Matter,  K.,  Yamamoto,  E.  M.,  and  Mellman,  I.  Structural  require¬ 
ments  and  sequence  motifs  for  polarized  sorting  and  endcKytosis 
of  LDL  and  Fc  receptors  in  MDCK  cells.  126:991. 

Matter,  M.  L.,  and  Laurie,  G.  W.  A  novel  laminin  E8  cell  adhesion 
site  required  for  lung  alveolar  formation  in  vitro.  124:1083. 

Matteson,  J.  See  Nuoffer,  Davidson,  Matteson,  Meinkoth,  and  Balch. 

Matthews,  G,  M.  See  Wilton,  Matthews,  Burgoyne,  Mills,  Chipman, 
and  Coleman. 

Matthews,  K.  R,,  and  Gull,  K.  Evidence  for  an  interplay  between 
cell  cycle  progression  and  the  initiation  of  differentiation  between 
life  cycle  forms  of  African  trypanosomes.  125:1147. 

Mattmann,  C.  See  Borner,  Martinou,  Mattmann,  Irmler,  Schaerer, 
Martinou,  and  Tschopp. 

Maxheld,  F.  R.  See  Fagotto  and  Maxfield. 

Mayeda,  A.  See  O'Keefe.  Mayeda,  Sadowski,  Krainer,  and  Spector. 

Mayfield,  S.  P.,  Cohen,  A.,  Danon,  A.,  and  Yohn,  C,  B.  Translation 
of  the  pshA  mRNA  of  Chlamydotnonas  reinhardtii  requires  a 
structured  RNA  element  contained  within  the  5’  untranslated  region. 
127:1537. 

McCaffery,  J.  M.  See  Pind,  Nuoffer.  McCaffery,  Plutner,  Davidson. 
Farquhar,  and  Balch. 

McCaffery,  M.  See  Wilson,  Nuoffer.  Meinkoth,  McCaffery.  Feramisco. 
Balch,  and  Farquhar. 

McCammon,  M.  T.,  McNew,  J.  A..  Willy,  P.  J.,  and  Goodman,  J.  M. 
An  internal  region  of  the  peroxisomal  membrane  protein  PMP47 
is  essential  for  sorting  to  peroxisomes.  124:915. 

McClellan,  J.  See  Rosen,  Joseph,  Jin,  RcKkwell,  Elias.  Knesel,  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

McConnell,  M.  See  Meller,  McConnell,  and  Fisher. 

McDowall,  A.  See  Landis.  McDowall,  Holness,  Littler,  Simmons,  and 
Hogg. 

McEver,  R.  P.  See  Green,  Setiadi,  McEver.  and  Kelly. 

McGee,  T.  R,  Skinner,  H.  B.,  Whitters,  E.  A.,  Henry,  S.  A.,  and 
Bankaitis,  V.  A.  A  phosphatidylinositol  transfer  protein  controls 
the  phosphatidylcholine  content  of  yeast  Golgi  membranes.  124:273. 

McGough,  A.,  Way,  M.,  DeRosier,  D.  Determination  of  the  a-actinin- 
binding  site  on  actin  filaments  by  cryoelectron  microscopy  and 
image  analysis.  126:433. 

McGrail,  M.  See  Li,  McGrail,  Serr,  and  Hays. 

McGraw,  T.  E.  See  Garippa,  Judge,  James,  and  McGraw. 

McGwire,  B.  S.  See  Mensa-Wilmot,  LeBowitz,  Chang,  Al-Qahtani, 
McGwire,  Tucker,  and  Morris. 

McIntosh,  J.  R.  See  Ladinsky.  Kremer,  Furcinitti,  McIntosh,  and 
Howell. 

McMahan,  U.  J.  See  Anglister,  Haesaert,  and  McMahan. 

McMillan,  J.  N.,  and  Tatchell,  K.  The  JNMl  gene  in  the  yeast 
Saccharomyces  cerexisiae  is  required  for  nuclear  migration  and 
spindle  orientation  during  the  mitotic  cell  cycle.  125:143. 

McMorrow,  I.  See  Pante,  Bastos.  McMorrow,  Burke,  and  Aebi. 


McNew,  J.  A.,  and  Goodman,  J.  M.  An  oligomeric  protein  is  im¬ 
ported  into  peroxisomes  in  vivo.  127:1245. 

—  See  McCammon,  McNew,  Willy,  and  Gotximan. 

McNiven,  M.  A.  See  Kotz  and  McNiven. 

Mead,  K.  See  Piperno,  Mead,  LeDizet.  and  Moscatelli. 

Mecham,  R.  P.  See  Zhang.  Apfelroth,  Hu.  Davis.  Sanguineti,  Bonadio, 
Mecham,  and  Ramirez. 

Mechler,  B.  See  Strand,  Raska,  and  Mechler. 

Mechler,  B.  M.  See  Strand,  Jakobs,  Merdes,  Neumann,  Kalmes,  Heid, 
Husmann,  and  Mechler. 

Meier,  U.  T.,  and  Blobel,  G.  NAP57,  a  mammalian  nucleolar  protein 
with  a  putative  homolog  in  yeast  and  bacteria.  127:1505. 

Meijer,  M.  See  Rassow,  Maarse.  Krainer.  Kiibrich,  Muller,  Meijer, 
Craig,  and  Pfanner. 

Meinkoth,  J.  See  Nuoffer,  Davidson,  Matteson,  Meinkoth,  and  Balch. 

Meinkoth,  J.  L.  See  Wilson,  Nuoffer,  Meinkoth,  McCaffery,  Feramisco, 
Balch,  and  Farquhar. 

Meissner,  G.  See  Block,  O'Brien,  and  Meissner. 

Melan^on,  P.  See  Yan,  Colon,  Beebe,  and  Melanyon. 

Melchior,  F.,  Paschal,  B.,  Evans,  J.,  and  Gerace,  L.  Inhibition  of 
nuclear  protein  import  by  nonhydrolyzable  analogues  of  GTP  and 
identification  of  the  small  GTPase  Ran/TC4  as  an  essential  trans¬ 
port  factor:  Correction.  124:217. 

Melchiorri,  A.  See  Balzac,  Retta,  Albini,  Melchiorri,  Kotcliansky, 
Geuna,  Silengo,  and  Tarone. 

Melese,  T.  See  Shan,  Xue,  and  Melese. 

Melki,  R.  See  Gao,  Melki,  Walden.  Lewis,  Ampe,  Rommelaere, 
Vandekerckhove.  and  Cowan. 

Meller,  V.  H.,  McConnell,  M.,  and  Fisher,  P.  A.  An  RNase-sensitive 
particle  containing  Drosophila  melano/^aster  DNA  topoisomerase 
11.  126:1.331. 

Mellman,  I.  See  Bacon,  Cohen,  Lewin,  and  Mellman. 

—  See  Cohen,  Bacon.  Clarke,  Joiner,  and  Mellman. 

—  See  Matter,  Yamamoto,  and  Mellman. 

Menkel,  A.  R.,  Kroemker,  M.,  Bubeck,  R,  Ronsiek,  M.,  Nikolai, 
G.,  and  Jockusch,  B.  M.  Characteriz.ation  of  an  F-actin-binding 
domain  in  the  cytoskeletal  protein  vinculin.  126:1231. 

Menon,  A.  K.  See  Vidugiriene  and  Menon. 

Mensa-Wilmot,  K.,  LeBowitz,  J.  H.,  Chang,  K.-R,  Al-Qahtani,  A., 
McGwire,  B.  S.,  Tucker,  S.,  and  Morris,  J.  C.  A  glycosylphos- 
phatidylinositol  (GPI)-negative  phenotype  prcxluced  in  Leishmania 
major  by  GPI  phospholipase  C  from  Trypanosoma  hrucei:  Topog¬ 
raphy  of  two  GPI  pathways.  124:935. 

Mercer,  R.  W.  See  DeTomaso,  Blanco,  and  Mercer. 

Mercereau-Puijalon,  O.  See  Beckers,  Dubremetz,  Mercereau-Puijalon, 
and  Joiner. 

Merdes,  G.  See  Strtnd,  Jakobs,  Merdes,  Neumann,  Kalmes,  Heid, 
Husmann,  and  Mechler. 

Metzger,  J.  M.,  Lin,  W.-L,  and  Samuelson,  L.  C.  Transition  in  cardiac 
contractile  sensitivity  to  calcium  during  the  in  vitro  differentiation 
of  mouse  embryonic  stem  cells.  126:701. 

Meyer,  A.  N.  See  Hart,  Xu,  Meyer,  Lee.  and  Donoghue. 

Meyer,  D.  I.  See  Clark  and  Meyer. 

—  See  Schroer,  Fyrberg,  Ccxiper,  Waterston,  Helfman,  Pollard,  and 

Meyer. 

Meyers,  K.  A.  See  Yu,  Gutkind,  Mahadevan,  Li,  Meyers,  Pierce,  and 
Heidaran. 

Michel,  R.  N.,  Vu,  C.  Q.,  Tetzlaff,  W.,  and  Jasmin,  B.  J.  Neural 
regulation  of  acetylcholinesterase  mRNAs  at  mammalian  neuro¬ 
muscular  synapses.  127:1061. 

Miesfeld,  R.  L.  See  Flomerfelt  and  Miesfeld. 

Miettinen,  R  J.,  Ebner,  R.,  Lopez,  A.  R.,  and  Derynck,  R.  TGF-/3 
induced  transdifferentiation  of  mammary  epithelial  cells  to  mes¬ 
enchymal  cells:  Involvement  of  type  1  receptors.  127:2021. 

Migaki,  G.  I.  See  Kahn,  Ingraham,  Shirley,  Migaki,  and  Kishimoto. 

Milev,  R,  Friedlander,  D.  R.,  Sakurai,  T.,  Karthikeyan,  L.,  Flad, 
M..  Margolis,  R.  K.,  Grumet,  M.,  and  Margolis,  R.  U.  Inter¬ 
actions  of  the  chondroitin  sulfate  proteoglycan  phosphacan,  the 
extracellular  domain  of  a  receptor-type  protein  tyrosine  phospha¬ 
tase,  with  neurons,  glia,  and  neural  cell  adhesion  molecules. 
127:1703. 

—  See  Friedlander,  Milev,  Karthikeyan,  Margolis,  Margolis,  and  Grumet. 

Milgram,  S.  L.,  Eipper,  B.  A.,  and  Mains,  R.  E.  Differential  traffick¬ 
ing  of  soluble  and  integral  membrane  secretory  granule-associated 
proteins.  124:33. 

Milgrom,  E.  See  Ghinea,  Hai,  Groyer-Picard,  and  Milgrom. 


The  Journal  of  Cell  Biology,  Volume  127.  1993 


2118 


Miller,  D.  J.  See  Youakim,  Hathaway,  Miller,  Gong,  and  Shur. 

Miller,  F.  J.  See  Sluder,  Miller,  Thompson,  and  Wolf. 

Miller,  J.  B.  See  Smith,  Kachinsky,  and  Miller. 

Mills,  C.  O.  See  Wilton,  Matthews,  Burgoyne,  Mills,  Chipman,  and 
Coleman. 

Milner,  D.  J.  See  Li,  Choudhary,  Milner,  Munir,  Kuisk,  and  Capetanaki. 

Miner,  J.  H.,  and  Sanes,  J.  R.  Collagen  IV  a3,  a4,  and  a5  chains 
in  rodent  basal  laminae:  Sequence,  distribution,  association  with 
laminins,  and  developmental  switches.  127:879. 

Minke,  R  F.  See  Plamann,  Minke,  Tinsley,  and  Bruno. 

Misteli,  T.,  and  Warren,  G.  COP-coated  vesicles  are  involved  in  the 
mitotic  fragmentation  of  Golgi  stacks  in  a  cell-free  system.  125:269. 

Mitchell,  D.  R.  See  Porter,  Knott,  Gardner,  Mitchell,  and  Dutcher. 

Mitchell,  P.  J.  See  Byrd,  Sweet,  Pante,  Konstantinov,  Guan,  Saphire, 
Mitchell,  Cooper,  Aebi,  and  Gerace. 

Miyazono,  K.  See  Taipale,  Miyazono,  Heldin,  and  Keski-Oja. 

Mochly-Rosen,  D.  See  Cardone,  Smith,  Song,  Mochly-Rosen,  and 
Mostov. 

Moen,  P.  T.,  Jr.  See  Gerdes,  Carter,  Moen,  and  Lawrence. 

Moffett,  J.  See  Stachowiak,  Moffett,  Joy,  Puchacz,  Florkiewicz,  and 
Stachowiak. 

Moir,  R.  D.,  Montag-Lowy,  M.,  and  Goldman,  R.  D.  Dynamic  prop¬ 
erties  of  nuclear  lamins:  Lamin  B  is  associated  with  sites  of  DNA 
replication.  125:1201. 

Monosov,  E.  See  Heyman,  Monosov,  and  Subramani. 

Montag-Lowy,  M.  See  Moir,  Montag-Lowy,  and  Goldman. 

Monteiro,  M.  J.,  Hicks,  C.,  Gu,  L.,  and  Janicki,  S.  Determinants 
for  intracellular  sorting  of  cytoplasmic  and  nuclear  intermediate 
filaments.  127:1327. 

Moolenaar,  W.  H.  SeeJalink,  vanCorven,  Hengeveld,  Morii,  Narumiya, 
and  Moolenaar. 

Moon,  A.  See  Mulholland,  Preuss,  Moon,  Wong,  Drubin,  and  Botstein. 

Moore,  D.  R.  See  Hager,  Pierce,  Moore,  Tytler,  Esko,  and  Hajduk. 

Moore,  H.-P  H.  See  Carnell  and  Moore. 

Mooseker,  M.  S.  See  Cant,  Knowles,  Mooseker,  and  Cooley. 

—  See  Hasson  and  Mooseker. 

Moran,  P,  and  Caras,  I.  W.  The  requirements  for  glycosylphospha- 
tidylinositol  attachment  are  similar  but  not  identical  in  mamma¬ 
lian  cells  and  parasitic  protozoa.  125:333. 

Morii,  N.  See  Jalink,  van  Corven,  Hengeveld,  Morii,  Narumiya,  and 
Moolenaar. 

Morita,  T.  See  Ishida,  Sato,  Narita,  Utsumi,  Nishimoto,  Morita,  Nagata, 
and  Andoh. 

Morre,  D.  J.  See  Zhang,  Ashendel,  Becker,  and  Morre. 

Morris,  J.  See  Lin,  Yurochko,  Kornberg,  Morris,  Walker,  Haskill,  and 
Juliano. 

Morris,  J.  C.  See  Mensa-Wilmot,  LeBowitz,  Chang,  Al-Qahtani, 
McGwire,  Tucker,  and  Morris. 

Morris,  S.  J.  See  Zimmerberg,  Blumenthal,  Sarkar,  Curran,  and  Morris. 

Morshead,  C.  M.  See  Wen,  Morshead,  and  van  der  Kooy. 

Moscatelli,  A.  See  Piperno,  Mead,  LeDizet,  and  Moscatelli. 

Mosher,  D.  F.  See  Zhang,  Checovich,  Peters,  Albrecht,  and  Mosher. 

Moss,  S.  E.  See  Smythe,  Smith,  Jacob,  Theobald,  and  Moss. 

Mostov,  K.  SeeCrepaldi,  Pollack,  Prat,  Zborek,  Mostov,  and  Comoglio. 

Mostov,  K.  E.  See  Apodaca,  Katz,  and  Mostov. 

—  See  BSnzelius,  Herman,  Cardone,  Mostov,  and  Kelly. 

—  See  Cardone,  Smith,  Song,  Mochly-Rosen,  and  Mostov. 

Motley,  A.,  Hettema,  E.,  Distel,  B.,  and  Tabak,  H.  Differential  pro¬ 
tein  import  deficiencies  in  human  peroxisome  assembly  disorders. 
125:755. 

Moustakas,  A.  See  Henis,  Moustakas,  Lin,  and  Lodish. 

Mulholland,  J.,  Preuss,  D.,  Moon,  A.,  Wong,  A.,  Drubin,  D.,  and 
Botstein,  D.  Ultrastructure  of  the  yeast  actin  cytoskeleton  and  its 
association  with  the  plasma  membrane.  125:381. 

Muller,  G.,  Dearey,  E.  A.,  Korndorfer,  A.,  Bandlow,  W.  Stimulation 
of  a  glycosyl-phosphatidylinositol-specific  phospholipase  insulin 
and  the  sulfonylurea,  glimepiride,  in  rat  adipocytes  depends  on 
increa.sed  glucose  transport.  126:1267. 

Muller,  H.  See  Lukas,  Muller,  Bartkova,  Spitkovsky,  Kjerulff,  Jansen- 
Durr,  Strauss,  and  Bartek. 

Muller,  H.  See  Rassow,  Maarse,  Krainer,  Kiibrich,  Muller,  Meijer, 
Craig,  and  Planner. 

Muller,  T.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 

Miiller-Taubenberger,  A.  See  Barth,  Miiller-Taubenberger,  Taranto, 
and  Gerisch. 


Mullock,  B.  M.,  Perez,  J.  H.,  Kuwana,  T.,  Gray,  S.  R.,  and  Luzio, 
J.  P  Lysosomes  can  fuse  with  a  late  endosomal  compartment  in 
a  cell-free  system  from  rat  liver.  126:1173. 

Mumby,  S.  M.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner,  Gambliel, 
De  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Munaut,  C.  See  Reponen,  Sahlberg,  Munaut,  Thesleff,  and  Tryggvason. 

Mundigl,  O.  See  Galli,  Chilcote,  MundigI,  Binz,  Niemann,  and  De 
Camilli. 

—  See  Solimena,  Dirkx,  Radzynski,  Mundigl,  and  De  Camilli. 

Munir,  M.  I.  See  Li,  Choudhary,  Milner,  Munir,  Kuisk,  and  Capetanaki. 

Munn,  A.  L.,  and  Riezman,  H.  Endocytosis  is  required  for  the  growth 
of  vacuolar  H+-ATPase-defective  yeast:  Indentification  of  six  new 
END  genes.  127:373. 

Munshi,  R.  See  Leno  and  Munshi. 

Murgia,  M.  See  Rizzuto,  Bastianutto,  Brini,  Murgia,  and  Pozzan. 

Murray,  J.  M.  See  Hirose,  Franzini-Armstrong,  Goldman,  and  Murray. 

Musha,  T.  See  Yamochi,  Tanaka,  Nonaka,  Maeda,  Musha,  and  Takai. 

Myers,  A.  See  Peterson,  Zheng,  Bender,  Myers,  Cerione,  and  Bender. 

Myles,  D.  G.  See  Lin,  Mahan,  Lathrop,  Myles,  and  Primakoff. 


N 

Nagafuchi,  A.,  Ishihara,  S.,  and  Tsukita,  S.  The  roles  of  catenins 
in  the  cadherin-mediated  cell  adhesion:  Functional  analysis  of 
E-cadherin-a  catenin  fusion  molecules.  127:235. 

—  See  Funise,  Itoh,  Hirase,  Nagafuchi,  Yonemura,  Tsukita,  and  Tsukita. 

—  See  Takeuchi.  Sato,  Kasahara,  Funayama,  Nagafuchi,  Yonemura, 

Tsukita,  and  Tsukita. 

—  See  Watabe,  Nagafuchi,  Tsukita,  and  Takeichi. 

Nagata,  H.  See  Ishida,  Sato,  Narita,  Utsumi,  Nishimoto,  Morita,  Nagata, 
and  Andoh. 

Nagel,  S.  See  Schulze,  Nagel,  Gavenis,  and  Grossbach. 

Nagy,  P,  Bisgaard,  H.  C.,  and  Thorgeirsson,  S.  S.  Expression  of 
hepatic  transcription  factors  during  liver  development  and  oval  cell 
differentiation.  126:223. 

Nakamura,  Y.  See  Takenaga,  Nakamura,  Sakiyama,  Hasegawa,  Sato, 
and  Endo. 

Nakano,  A.  See  Oka  and  Nakano. 

Nakata,  T.  See  Kikkawa,  Ishikawa,  Nakata,  Wakabayashi,  and  Hirokawa. 

—  See  Kondo,  Sato-Yoshitake,  Noda,  Aizawa,  Nakata,  Matsuura,  and 

Hirokawa. 

Nargang,  F.  E.  See  Harkness,  Nargang,  van  der  Klei,  Neupert,  and  Lill. 
Narita,  T.  See  Ishida,  Sato,  Narita,  Utsumi,  Nishimoto,  Morita,  Nagata, 
and  Andoh. 

Narumiya,  S.  See  Jalink,  van  Corven,  Hengeveld,  Morii,  Narumiya, 
and  Moolenaar. 

Nathan,  C.  See  Fuortes.  Jin,  and  Nathan. 

Nathke,  1.  S.,  Hinck,  L.,  Swedlow,  J.  R.,  Papkoff,  J.,  and  Nelson, 
W.  J.  Defining  interactions  and  distributions  of  cadherin  and  catenin 
complexes  in  polarized  epithelial  cells.  125:1341. 

—  See  Hinck,  Nathke,  Papkoff,  and  Nelson. 

Neefjes,  J.  SeeCalafat,  Nijenhuis,  Janssen,  Tulp,  Dusseljee,  Wubbolts, 
and  Neefjes. 

Nelson,  W.  J.  See  Beck,  Buchanan,  Malhotra,  and  Nelson. 

—  See  Hinck,  Nelson,  and  Papkoff. 

—  See  Hinck,  Nathke,  Papkoff,  and  Nelson. 

—  See  Nathke,  Hinck,  Swedlow,  Papkoff,  and  Nelson. 

Nemerow,  G.  R.  See  Wickham,  Filardo,  Cheresh,  and  Nemerow. 
Neumann,  B.  See  Strand,  Jakobs,  Merdes,  Neumann,  Kalmes,  Heid, 

Husmann,  and  Mechler. 

Neupert,  W.  See  Harkness,  Nargang,  van  der  Klei,  Neupert,  and  Lill. 

—  See  Herrmann,  Stuart,  Craig,  and  Neupert. 

Newport,  J.  See  Kornbluth,  Dasso,  and  Newport. 

Nicaud,  J.-M.  See  Lopez,  Nicaud,  Skinner,  Veignolle,  Kader,  Bankaitis, 
and  Gaillardin. 

Nicholls,  S.  E.  See  Whetton,  Hey  worth,  Nicholls,  Evans,  Lord,  Dexter, 
and  Owen-Lynch. 

Nickel,  W.,  Huber,  L.  A.,  Kahn,  R.  A.,  Kipper,  N.,  Barthel,  A., 
Fasshauer,  D.,  and  Soling,  H.-D.  ADP  ribosylation  factor  and 
a  14-kD  polypeptide  are  associated  with  heparan  sulfate-carrying 
post-rran^-Golgi  network  secretory  vesicles  in  rat  hepatocytes. 
125:721. 

Nickerson,  J.  A.  See  Blencowe,  Nickerson,  Issner,  Penman,  and  Sharp. 


Author  Index,  Volumes  124-127 


2119 


Nicklas,  R.  B.,  and  Ward,  S.  C.  Elements  of  error  correction  in  mitosis: 

microtubule  capture,  release,  and  tension.  126:1241. 

Nicosia,  R.  F.,  and  Tuszynski,  G.  R  Matrix-bound  thrombospondin 
promotes  angiogenesis  in  vitro.  124:183. 

Niemann,  H.  See  Galli,  Chilcote,  MundigI,  Binz,  Niemann,  and  De 
Camilli. 

Niessen,  C.  M.  See  Kemperman,  Wijnands,  Wesseling,  Niessen, 
S<innenberg.  and  Roos. 

Nigam,  S.  K.  See  Rosen,  Nigam,  and  Goldberg. 

Nigg,  E.  A.  See  Tassan,  Schultz,  Bartek,  and  Nigg. 

Nijenhuis,  M.  See  Calafat.  Nijenhuis,  Janssen,  Tulp,  Dusseljee, 
Wubbolts.  and  Neefjes. 

Nikolai,  G.  See  Menkel,  Kroemker,  Bubeck,  Ronsiek,  Nikolai,  and 
JiKkusch. 

Nilsson,  I.,  Whitley,  R,  and  von  Heijne,  G.  The  COOH-terminal  ends 
of  internal  signal  and  signal-anchor  sequences  are  positioned  differ¬ 
ently  in  the  ER  translocase.  126:1127. 

Nilsson,  T.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud, 
Soling.  Tang.  Wong,  and  Hong. 

—  See  Ponnambalam,  ^bouille,  Luzio.  Nilsson,  and  Warren. 

—  See  Slusarewicz,  Nilsson,  Hui,  Watson,  and  Warren. 

Nirenberg,  M.  J.  See  Liu,  Schweitzer,  Nirenberg.  Pickel,  Evans,  and 

Edwards. 

Nishimoto,  T.  See  Ishida,  Sato.  Narita,  Utsumi,  Nishimoto.  Morita. 
Nagata,  and  Andoh. 

Nissinen,  M.  See  Vuolteenaho.  Nissinen,  Sainio,  Byers,  Eddy,  Hirvonen, 
Shows,  Sariola,  Engvall,  and  Tryggvason. 

Niswonger,  M.  L.  See  Ruscetti,  Cardelli,  Niswonger,  and  O'Halloran. 
Nixon,  R.  A.,  Raskevich,  R  A.,  Sihag,  R.  K.,  and  Thayer,  C.  Y. 
Phosphorylation  on  carboxyl  terminus  domains  of  neurofilament 
proteins  in  retinal  ganglion  cell  neurons  in  vivo:  Influences  on  re¬ 
gional  neurofilament  accumulation,  interneurofilament  spacing, 
and  axon  caliber.  126:1031. 

Noda,  M.  See  Tamura  and  Noda. 

Noda,  Y.  See  Rondo,  Sato-Yoshitake,  Noda,  Aizawa,  Nakata,  Matsuura. 
and  Hirokawa. 

—  See  Sekine.  Okada,  Noda,  Rondo,  Aizawa,  Takemura,  and  Hirokawa. 
Nonaka,  H.  See  Yamochi,  Tanaka,  Nonaka,  Maeda,  Musha,  and 

Takai. 

Nonaka,  1.  See  Hayashi,  Takemitsu,  Goto,  and  Nonaka. 

Norman,  J.  C.,  Price,  L.  S.,  Ridley,  A.  J.,  Hall,  A.,  and  Koffer, 
A.  Actin  filament  organization  in  activated  mast  cells  is  regulated 
by  heterott  imeric  and  small  GTP-binding  proteins.  126:1005. 
Nose,  K.  See  Ohba,  Shibanuma,  Ruroki,  and  Nose. 

Nuoffer,  C,  Davidson,  H.  W.,  Matteson,  J.,  Meinkoth  J.,  and  Balch, 
W.  E.  A  GDP-bound  form  of  Rabl  inhibits  protein  export  from 
the  endoplasmic  reticulum  and  transport  between  Golgi  compart¬ 
ments.  125:225. 

—  See  Peter,  Nuoffer,  Pind,  and  Balch. 

—  See  Pind,  Nuoffer,  McCaffery,  Plutner,  Davidson,  Farquhar,  and 

Balch. 

—  See  Wilson,  Nuoffer,  Meinkoth,  McCaffery,  Feramisco,  Balch,  and 

Farquhar. 


O 

Oakley,  B.  R.  See  Horio  and  Oakley. 

Oberhammer,  F.  A.,  Hochegger,  K.,  Froschl,  G.,  Tiefenbacher,  R., 
and  Pavelka,  M.  Chromatin  condensation  during  apoptosis  is  ac¬ 
companied  by  degradation  of  lamin  A-l-B,  without  enhanced  ac¬ 
tivation  of  cdc2  kinase.  126:827. 

O’Brien,  J.  See  Block,  O’Brien,  and  Meissner. 

O’Dell,  J.  L.  See  Honts,  Sandrock,  Brower,  O’Dell,  and  Adams. 

Odenthal,  M.  See  Jung.  Castren,  Odenthal,  Vande  Woude,  Ishii,  Dienes. 
Lindholm,  and  Schirmacher. 

Odorizzi,  C.  G.,  Trowbridge,  I.  S.,  Xue,  L.,  Hopkins,  C.  R.,  Davis, 
C.  D.,  and  Collawn,  J.  F.  Sorting  signals  in  the  MHC  class  II 
invariant  chain  cytoplasmic  tail  and  transmembrane  region  de¬ 
termine  trafficking  to  an  endocytic  processing  compartment.  126: 
317. 

Oh,  R  See  Schnitzer,  Oh,  Pinney,  and  Allard. 

O’Halloran,  T.  J.  See  Ruscetti,  Cardelli,  Niswonger,  and  O’Halloran. 


Ohba,  M.,  Schibanuma,  M.,  Ruroki,  T.,  and  Nose,  K.  Production 
of  hydrogen  peroxide  by  transforming  growth  factor  |31  and  its  in¬ 
volvement  in  induction  of  egr-1  in  mouse  osteoblastic  cells.  126:1079. 

Ohiendieck,  K.,  Partin,  J.  S.,  and  Lennarz,  W.  J.  The  biologically 
active  form  of  the  sea  urchin  egg  receptor  for  sperm  is  a  disulfide- 
bonded  homo-multimer.  125:817. 

Ohsumi,  Y.  See  Baba,  Takeshige,  Baba,  and  Ohsumi. 

Oishi,  K.  See  Tsukita,  Oishi,  Sato,  Sagara,  Rawai,  and  Tsukita. 

Oka,  T.,  and  Nakano,  A.  Inhibition  of  GTP  hydrolysis  by  Sarlp  causes 
accumulation  of  vesicles  that  are  a  functional  intermediate  of  the 
ER-to-Golgi  transport  in  yeast.  124:425. 

Okabe,  S.  See  Takeda,  Okabe.  Funakoshi,  and  Hirokawa. 

Okada,  Y,  See  Sekine,  Okada,  Noda,  Rondo.  Aiz^awa,  Takemura.  and 
Hirokawa. 

O’Keefe,  R.  T.,  Mayeda,  A.,  Sadowski,  C.  L.,  Krainer,  A.  R.,  and 
Spector,  D.  L.  Disruption  of  pre-mRNA  splicing  in  vivo  results 
in  reorganization  of  splicing  factors.  124:249. 

Oliver,  T.  See  Lee,  Leonard,  Oliver,  Ishihara,  and  Jacobson. 

Olmsted,  J.  B.  See  Barlow,  Gonzalez-Garay,  West,  Olmsted,  and  Cabral. 

Olson,  E.  See  Hartl,  Olson,  Dang,  and  Forbes. 

Omary,  M.  B.  See  Ru  and  Omary. 

Oorschot,  V.  See  Bosshart,  Humphrey,  Deignan,  David.son,  Drazba, 
Yuan,  Oorschot,  Peters,  and  Bonifacino. 

Orci,  L.,  Halban,  R,  Perrelet,  A.,  Amherdt,  M.,  Ravazzola,  M., 
and  Anderson,  R.  G.  W.  pH-Independent  and  -dependent  cleav¬ 
age  of  proinsulin  in  the  same  secretory  vesicle.  126:1149. 

—  See  Elazar,  Orci,  Ostermann,  Amherdt,  Tanigawa,  and  Rothman. 

—  See  Hara-Ruge,  Ruge,  Orci,  Amherdt,  Ravazzola,  Wieland,  and 

Rothman. 

—  See  Ruge.  Dascher,  Orci,  Rowe,  Amherdt,  Plutner,  Ravazzola, 

Tanigawa,  Rothman,  and  Balch. 

Osborn,  L.,  \hssallo,  C.,  Griffiths  Browning,  B.,  Tizard,  R.,  Haskard, 
D.  O.,  Benjamin,  C.  D.,  Dougas,  1.,  and  Kirchhausen,  T.  Ar¬ 
rangement  of  domains,  and  amino  acid  residues  required  for  bind¬ 
ing  of  vascular  cell  adhesion  molecule-1  to  its  counter-receptor 
VLA-4  (a4/3i).  124:601. 

Osborne,  M.  A.,  ^hlenstedt,  G.,  Jinks,  T.,  and  Silver,  P.  A.  Nuf2, 
a  spindle  pole  body-associated  protein  required  for  nuclear  divi¬ 
sion  in  yeast.  125:853. 

Ossowski,  L.  See  Busso,  Masur,  Lazega,  Waxman,  and  Ossowski. 

Ostermann,  J.  See  Elazar,  Orci,  Ostermann,  Amherdt,  Tanigawa,  and 
Rothman. 

Ostrow,  B.  D.,  Chen,  R,  and  Chisholm,  R.  L.  Expression  of  a  myosin 
regulatory  light  chain  phosphorylation  site  mutant  complements 
the  cytokinesis  and  developmental  defects  of  Dictwstelium  RMLC 
null  cells.  127:1945. 

—  See  Chen,  Ostrow,  Tafuri,  and  Chisholm. 

O’Toole,  E.  See  Gardner,  O’Toole,  Perrone,  Giddings,  and  Porter. 

O’Toole,  E.  T.  See  Ring,  Inwood,  O’Toole,  Power,  and  Dutcher. 

O’Toole,  T.  E.,  Katagiri,  Y.,  Fault,  R.  J.,  Peter,  K.,  Tamura,  R., 
Quaranta,  V.,  Loftus,  J.  C.,  Shattil,  S.  J.,  and  Ginsberg,  M.  H. 
Integrin  cytoplasmic  domains  mediate  inside-out  signal  transduc¬ 
tion.  124:1047. 

Overath,  P.  See  Stierhof,  Ilg,  Russell,  Hohenberg,  and  Overath. 

Owen-Lynch,  P.  J.  See  Whetton,  Heyworth,  Nicholls,  Evans.  Lord, 
Dexter,  and  Owen-Lynch. 


P 

Paddy,  M.  R.  See  Wilson,  Datar,  Paddy,  Swedlow,  and  Swanson. 

Pagano,  R.  E.  See  Martin  and  Pagano. 

Page,  B.  D.,  Satterwhite,  L.  L.,  Rose,  M.  D.,  and  Snyder,  M.  Local¬ 
ization  of  the  Rar3  kinesin  heavy  chain-related  protein  requires 
the  Cikl  interacting  protein.  124:507. 

Palacios,  M.  Sec  Cheng,  Le.  Palacios,  Bookbinder,  Wassarman,  Suzuki, 
and  Bleil. 

Palade,  G.  E.  See  Saucan  and  Palade. 

Palmer,  E.  L.,  Riiegg,  C.,  Ferrando,  R.,  Pytela,  R.,  and  Sheppard, 
D.  Sequence  and  tissue  distribution  of  the  integrin  a9  subunit, 
a  novel  partner  of  /31  that  is  widely  distributed  in  epithelia  and 
muscle:  Correction.  124:395. 

Pang,  L.  See  Somasundaran,  Zapp,  Beattie,  Pang,  Byron,  Bassell. 
Sullivan,  and  Singer. 


The  Journal  of  Cell  Bir'ogy,  Volume  127,  1993 


2120 


Pante,  N.,  Bastos,  R.,  McMorrow,  I.,  Burke,  B.,  and  Aebi,  U.  Inter¬ 
actions  and  three-dimensional  localization  of  a  group  of  nuclear 
pore  complex  proteins.  126:603. 

—  See  Byrd,  Sweet,  Pante,  Konstantinov,  Guan,  Saphire.  Mitchell, 

Cooper,  Aebi,  and  Gerace. 

Papkoflf,  J.  See  Hinck,  Nathke,  Papkoff.  and  Nelson. 

—  See  Hinck,  Nelson,  and  Papkoff. 

—  See  Nathke,  Hinck,  Swedlow,  Papkoff,  and  Nelson. 

Paravicini,  G.  See  Roemer,  Paravicini,  Payton,  and  Bussey. 

Pardue,  M.-L.  See  Hogan,  Traverse,  Sullivan,  and  Pardue. 

Parsons,  W.  J.  See  Li,  Smagula,  Parsons,  Richardson,  Gonzalez,  Hagler, 

and  Williams. 

Partin,  J.  S.  See  Ohlendieck,  Partin,  and  Lennarz. 

Parton,  R.  G.,  Joggerst,  B.,  and  Simons,  K.  Regulated  internaliza¬ 
tion  of  caveolae.  127:1199. 

—  See  Desjardins,  Huber,  Parton,  and  Griffiths. 

Paschal,  B.  See  Melchior,  Paschal,  Evans,  and  Gerace. 

Paskevich,  P.  A.  See  Nixon,  Paskevich,  Sihag,  and  Thayer. 

Pasquale,  E.  B.  See  Johansson,  Larsson,  Liining,  Pasquale,  and 

Ruoslahti. 

Pasqualini,  R.,  and  Hemler,  M.  E.  Contrasting  roles  for  integrin  j8i 
and  /Ss  cytoplasmic  domains  in  subcellular  localization,  cell  pro¬ 
liferation,  and  cell  migration.  125:447. 

Pasqualone,  D. ,  and  Huffaker,  T.  C.  STUl ,  a  suppressor  of  a  /3-tubulin 
mutation,  encodes  a  novel  and  essential  component  of  the  yeast 
mitotic  spindle.  127:1973. 

Pate  Skene,  J.  H.  See  Patterson  and  Pate  Skene. 

Patterson,  S.  I.,  and  Pate  Skene,  J,  H.  Novel  inhibitory  action  of  tunica- 
mycin  homologues  suggests  a  role  for  dynamic  protein  fatty  acylation 
in  growth  cone-mediated  neurite  extension.  124:521. 

Paul,  D.  L,  See  White,  Bruzzone,  Wolfram,  Paul,  and  Gtxxienough. 

Pavelka,  M.  See  Oberhammer,  Hochegger,  Froschl,  Tiefenbacher,  and 
Pavelka. 

Pavlath,  G.  K,,  Rando,  T.  A,,  and  Blau,  H.  M.  Transient  immuno¬ 
suppressive  treatment  leads  to  long-term  retention  of  allogeneic 
myoblasts  in  hybrid  myofibers.  127:1923. 

Payne,  G.  S.  See  Graham,  Seeger,  Payne,  MacKay,  and  Emr. 

Payne,  H.  M,  See  Lopez-Casillas,  Payne,  Andres,  and  Massague. 

Payton,  M,  A.  See  Roemer,  Paravicini,  Payton,  and  Bussey. 

Pech,  M.  See  Battegay,  Rupp,  Iruela-Arispe,  Sage,  and  Pech. 

Pelham,  H,  R.  B,  See  Banfield,  Lewis,  Rabouille,  Warren,  and  Pelham. 

—  See  Townsley,  Frigerio,  and  Pelham. 

Penman,  S.  See  Blencowe,  Nickerson,  Issner,  Penman,  and  Sharp. 

Pennise,  C.  R.  See  Weber,  Pennise,  Babcock,  and  Fowler. 

Perez,  J.  H.  See  Mullock,  Perez,  Kuwana,  Gray,  and  Luzio. 

Perez-Morga,  D.  See  Ferguson,  Torri,  Perez-Moiga,  Ward,  and  England. 

Ptrrelet,  A.  See  Orci,  Halban,  Perrelet,  Amherdt,  Ravazzola,  and 
Anderson. 

Pferrone,  C.  A.  See  Gardner,  O’Toole,  Perrone,  Giddings,  and  Porter. 

Perry,  K.  See  Gilbert,  Perry,  and  Fay. 

Pesavento,  P.  A.,  Stewart,  R.  J,,  and  Goldstein,  L.  S.  B.  Character¬ 
ization  of  the  KLP68D  kinesin-like  protein  in  Drosophila:  Possible 
roles  in  axonal  transport.  127:1041. 

Peter,  F.,  Nuoffer,  C.,  Pind,  S.  N.,  and  Batch,  W.  E.  Guanine  nu¬ 
cleotide  dissociation  inhibitor  is  essential  for  Rabl  function  in  bud¬ 
ding  from  the  endoplasmic  reticulum  and  transport  through  the 
Golgi  stack.  126:1393. 

Peter,  K.  SeeOToole,  Katagiri,  Faull,  Peter,  Tamura,  Quaranta,  Loftus, 
Shattil,  and  Ginsberg. 

Peters,  D.  M.  See  Zhang,  Checovich,  Peters,  Albrecht,  and  Mosher. 

Peters,  P.  J.  See  Bosshart,  Humphrey,  Deignan,  Davidson,  Drazba, 
Yuan,  Oorschot,  Peters,  and  Bonifacino. 

Peterson,  J.,  Zheng,  Y,  Bender,  L,,  Myers,  A,,  Cerione,  R.,  and 
Bender,  A,  Interactions  between  the  bud  emergence  proteins  Bemlp 
and  Bem2p  and  Rho-type  GTPases  in  yeast.  127:1395. 

Pfanner,  N.  See  Rassow,  Maarse,  Krainer,  Kiibrich,  Muller,  Meijer, 
Craig,  and  Pfanner. 

Pfeffer,  S.  R.  See  Riederer,  Soldati,  Shapiro,  Lin,  and  Pfeffer. 

Pfister,  K.  K.  See  Dillman  and  Pfister. 

Philippsen,  P,  See  Singer-Kruger,  Stentnark,  Diisterhbft,  Philippsen, 
Yoo,  Gallwitz,  and  Zerial. 

Pickel,  V,  M,  See  Liu,  Schweitzer,  Nirenberg,  Pickel,  Evans,  and 
Edwards. 

Pierce,  J.  H.  See  Yu,  Gutkind,  Mahadevan,  Li,  Meyers,  Pierce,  and 
Heidaran. 

Pierce,  M.  A.  See  Hager,  Pierce,  Moore,  Tytler,  Esko,  and  Hajduk. 


Pierce,  S.  K,  See  Qiu,  Xu,  Wandinger-Ness,  Dalke,  and  Pierce. 

Pierceall,  W.  E.,  Cho,  K.  R.,  Getzenberg,  R.  H,,  Reale,  M.  A., 
Hedrick,  L.,  Vogelstein,  B.,  and  Fearon,  E.  R.  NIH3T3  cells 
expressing  the  deleted  in  colorectal  cancer  tumor  suppressor  gene 
prtxiuct  stimulate  neurite  outgrowth  in  rat  PC12  pheochromocytoma 
cells.  124:1017. 

Pierres,  A.,  Tissot,  O.,  Malissen,  B.,  and  Bongrand,  P.  Dynamic  ad¬ 
hesion  of  CD8-positive  cells  to  antibody -coated  surfaces:  The  ini¬ 
tial  step  is  independent  of  microfilaments  and  intracellular  domains 
of  cell  binding  molecules.  125:945. 

Pimplikar,  S.  W.,  Ikonen,  E.,  and  Simons,  K.  Basolateral  protein 
transport  in  streptolysin  O-permeabilized  MDCK  ceils.  125:1025. 

Pind,  S.  N.,  Nuoffer,  C.,  McCaffery,  J.  M.,  Plutner,  H,,  Davidson, 
H.  W.,  Farquhar,  M,  G.,  and  Balch,  W.  E.  Rabl  and  Ca-+  are 
required  for  the  fusion  of  carrier  vesicles  mediating  endoplasmic 
reticulum  to  Golgi  transport.  125:239. 

—  See  Peter,  Nuoffer,  Pind,  and  Balch. 

Pinney,  E.  See  Schnitzer,  Oh,  Pinney,  and  Allard. 

Pino,  J.  D.  See  Crawford,  Pino,  and  Beckerle. 

Piomboni,  P.  See  Baccetti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbiiglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Piper,  R,  C.  See  James  and  Piper. 

Piperno,  G.,  Mead,  K.,  LeDizet,  M.,  and  Moscatelli,  A.  Mutations 
in  the  "dynein  regulatory  complex"  alter  the  ATP-insensitive  bind¬ 
ing  sites  for  inner  arm  dyneins  in  Chlamxdomonas  axonemes. 
125:1109. 

Pizcueta,  P.  See  Luscinskas,  Kansas,  Ding,  Pizcueta,  Schleiffenbaum, 
Tedder,  and  Gimbrone. 

Plamann,  M,,  Minke,  P.  F.,  Tinsley,  J.  H,,  and  Bruno,  K.  S.  Cyto¬ 
plasmic  dynein  and  actin-related  protein  Arpl  are  required  for  nor¬ 
mal  nuclear  distribution  in  filamentous  fungi.  127:139. 

Plattner,  H.  See  Erxleben  and  Planner. 

Plutner,  H.  See  Kuge,  Dascher,  Orci,  Rowe.  Amherdt,  Plutner, 
Ravazzola.  Tanigawa,  Rothman,  and  Balch. 

—  See  Pind,  Nuoffer,  McCaffery.  Plutner,  Davidson,  Farquhar,  and 

Balch. 

POdos,  S.  D.,  Reddy,  P.,  Ashkenas,  J.,  and  Krieger,  M.  LDLC  en¬ 
codes  a  brefeldin  A-sensitive.  peripheral  Golgi  protein  required 
for  normal  Golgi  function.  127:679. 

Polentarutti,  N.  See  Re,  Zanetti,  Sironi,  Polentarutti.  Lanfrancone, 
Dejana,  and  Colotta. 

Pollack,  A.  L.  See  Crepaldi,  Pollack.  Prat,  Zborek,  Mostov,  and 
Comoglio. 

Pollard,  T.  D.  See  Machesky,  Atkinson,  Ampe,  Vandekerckhove.  and 
Pollard. 

—  See  Schroer,  Fyrberg.  Cooper.  Waterston,  Helfman,  Pollard,  and 

Meyer. 

Ponnambalam,  S.,  Rabouille,  C.,  Luzio,  J.  R,  Nilsson,  T.,  and 
Warren,  G.  The  TGN38  glycoprotein  contains  two  non-overlapping 
signals  that  mediate  localization  to  the  fra/i.v-Golgi  network.  125:253. 

Poo,  M-m.  See  Zheng,  Zheng,  and  Poo. 

Porter,  M.  E.,  Knott,  J.  A.,  Gardner,  L.  C.,  Mitchell,  D.  R.,  and 
Dutcher,  S.  K.  Mutations  in  the  SUP-PF-I  locus  of  Chlamydo- 
monas  reinhardtii  identify  a  regulatory  domain  in  the  /3-dynein 
heavy  chain.  126:1495. 

—  See  Gardner,  O'Toole,  Perrone,  Giddings,  and  Porter. 

Posner,  B.  I.  See  Dahan,  Ahluwalia,  Wong,  Posner,  and  Bergeron. 

Powell,  L.  D.  See  SJoberg,  Powell,  Klein,  and  Varki 

Power,  J.  See  King,  Inwood,  OToole,  Power,  and  Dutcher. 

Powers,  C.  M.  See  Bassell,  Powers.  Taneja,  and  Singer. 

Pozzan,  T.  See  Rizzuto,  Bastianutto,  Brini,  Murgia,  and  POzzan. 

Prat,  M.  See  Crepaldi,  Pollack,  Prat,  Zborek,  Mostov,  and  Comoglio. 

Prescott,  A.  R.  See  Hewlett,  Prescott,  and  Watts. 

Presta,  L.  G.  See  Renz,  Chiu,  Jones,  Fox.  Kim.  Presta,  and  Fong. 

Preuss,  D.  See  Mulholland,  Preuss,  Moon,  Wong,  Drubin,  and  Botstein. 

Price,  L.  S.  See  Norman,  Price,  Ridley,  Hall,  and  Koffer. 

Primakoff,  P.  See  Lin,  Mahan,  Lathrop,  Myles,  and  Primakoff. 

Proudfoot,  K.  See  Ley,  Marsh,  Bebbington,  Proudfoot.  and  Jordan. 

Pruijn,  G.  J.  M.  See  Simons.  Pruijn,  and  van  VenrooiJ. 

Pruschy,  M.,  Ju,  Y.,  Spitz,  L.,  Carafoli,  E.,  and  Goldfarb,  D.  S.  Facili¬ 
tated  nuclear  transport  of  calmodulin  in  tissue  culture  cells.  127: 1527. 

Puchacz,  E.  See  Stachowiak,  Moffett,  Joy,  Puchacz,  Florkiewicz,  and 
Stachowiak. 

Pytela,  R.  See  Agrez,  Chen,  Cone,  Pytela,  and  Sheppard. 

—  See  Palmer,  Riiegg,  Ferrando,  Pytela,  and  Sheppard. 


Author  Index,  Volumes  124-127 


2121 


Q 

Qin,  K.  See  Connor,  Qin,  Yankelev,  and  DeStefano. 

Qiu,  Y.,  Xu,  X.,  Wandinger-Ness,  A.,  Dalke,  D.  R,  and  Pierce, 
S.  K.  Separation  of  subcellular  compartments  containing  distinct 
functional  forms  of  MHC  class  II.  125:595. 

Quaranta,  V.  See  OTiwIe,  Katagiri,  Faull,  Peter.  Tamura,  Quaranta, 
Loftus,  Shattil,  and  Ginsberg. 

Quarmby,  L.  M.,  and  Hartzell,  H.  C.  Two  distinct,  calcium-mediated, 
signal  transduction  pathways  can  trigger  deflagellation  in  C/i/a- 
mydomonas  reinhardtii.  124:807. 


R 

Rabinovitch,  M.  See  Hinek  and  Rabinovitch. 

Rabouille,  C.  See  Banfleld,  Lewis,  Rabouille,  Warren,  and  Pelham. 

—  See  Ponnambalam,  Rabouille.  Luzio,  Nilsson,  and  Warren. 
Rachubinski,  R.  A.  See  Walton,  Wendland,  Subramani,  Rachubinski, 

and  Welch. 

Radermacher,  M.,  Rao,  V.,  Grassucci,  R.,  Frank,  J.,  Timerman, 
A.  R,  Fleischer,  S.,  and  Wagenknecht,  T.  Cryo-electron  micros¬ 
copy  and  three-dimensional  reconstruction  of  the  calcium  release 
channel/ryanodine  receptor  from  skeletal  muscle.  127:411. 
Radzynski,  M.  See  Solimena,  Dirkx,  Radzynski,  MundigI,  and  De 
Camilli. 

Raff,  M.  C.  See  Ishizaki,  Burne,  and  Raff. 

Ramirez,  F.  See  Zhang.  Apfelroth,  Hu,  Davis,  Sanguineti,  Bonadio, 
Mecham,  and  Ramirez. 

Rando,  T.  A.,  and  Blau,  H.  M.  Primary  mouse  myoblast  purification, 
characterization,  and  transplantation  for  cell-mediated  gene  therapy. 
125:1275. 

—  See  Pavlath,  Rando,  and  Blau. 

Rao,  V.  See  Radermacher,  Rao,  Grassueci,  Frank,  Timerman.  Fleischer, 
and  Wagenknecht. 

Rapoport,  T.  A.  See  Kalies,  Gorlich,  and  Rapoport. 

Raska,  I.  See  Strand,  Raska,  and  Mechler. 

Rassow,  J.,  Maarse,  A.  C.,  Krainer,  E.,  Kiibrich,  M.,  Muller,  H., 
Meijer,  M.,  Craig,  E.  A.,  and  Pfanner,  N.  Mitochondrial  protein 
impiirt:  BicK’hemical  and  genetic  evidence  for  interaction  of  matrix 
hsp70  and  the  inner  membrane  protein  MIM44.  127:1547. 
Ravazzola,  M.  See  Hara-Kuge,  Kuge,  Orei,  Amherdt,  Ravazzola, 
Wieland,  and  Rothman. 

—  See  Kuge,  Dascher,  Orci,  Rowe,  Amherdt,  Plutner,  Ravazzola, 

fanigawa,  Rothman,  and  Balch. 

—  See  Orci,  Halban,  Perrelet,  Amherdt,  Ravazzola,  and  Anderson. 
Re,  F.,  Zanetti,  A.,  Sironi,  M.,  Polentarutti,  N.,  Lanfrancone,  L., 

Dejana,  E.,  and  Colotta,  F.  Inhibition  of  anchorage-dependent 
cell  spreading  triggers  apoptosis  in  cultured  human  endothelial 
cells.  127:537. 

Reale,  M.  A.  See  Pierceall,  Cho,  Getzenberg,  Reale,  Hedrick,  Vogel- 
stein,  and  Fearon. 

Reddi,  A.  H.  See  BalIcK'k  and  Rcddi. 

Reddy,  B.  A.  See  Li.  Shou,  Kloc,  Reddy,  and  Etkin. 

Reddy,  R  See  Podos,  Reddy,  Ashkenas,  and  Krieger. 

Reed,  J.  C.  Bcl-2  and  the  regulation  of  programmed  cell  death.  124:1. 
Reed,  M.  J.  See  Liska,  Reed,  Sage,  and  Bornstein. 

Reeves,  S.  A.  See  Shum,  Reeves,  Kuo,  Fromer,  and  Derynck. 
Reichardt,  L.  F.  See  Varnum-Finney  and  Reiehardt. 

Reinsch,  S.,  and  Karsenti,  E.  Orientation  of  spindle  axis  and  distri¬ 
bution  of  plasma  membrane  proteins  during  cell  division  in  polar¬ 
ized  MDCKII  cells.  126:1509. 

Renieri,  T.  See  Baccetti,  Benedetto,  Burrini,  Colkxlel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz.  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Renz,  M.  E.,  Chiu,  H.  H.,  Jones,  S.,  Fox,  J.,  Kim,  K.  J.,  Presta, 
L.  G.,  and  Fong,  S.  Structural  requirements  for  adhesion  of  sol¬ 
uble  recombinant  murine  vascular  cell  adhesion  molecule-1  toa4/31. 
125:1395. 

Repasky,  E.  A.  See  Gregorio.  Repasky,  Fowler,  and  Black. 
Reponen,  R,  Sahiberg,  C.,  Munaut,  C.,  Thesleff,  L,  and  Tryggva- 
son,  K.  High  expression  of  92-kD  type  IV  collagenase  (gelatinase 
B)  in  the  osteoclast  lineage  during  mouse  development.  124: 
1091. 


Retta,  S.  F.  See  Balzac,  Retta,  Albini,  Melchiorri,  Koteliansky,  Geuna. 
Silengo,  and  Tarone. 

Reutter,  W.  See  Berndorff,  Gessner,  Kreft,  Schnoy,  Lajous-Petter,  Loch, 
Rcutter,  Hortsch,  and  Tauber. 

Rexach,  M.  F.,  Latterich,  M.,  and  Schekman,  R.  W.  Charaeteristics 
of  endoplasmic  reticulum-derived  transport  vesicles.  126:1133. 

Reynolds,  K.  See  Zimmer,  Zimmer,  and  Reynolds. 

Riberdy,  J.  M.,  Avva,  R.  R.,  Geuze,  H.  J.,  and  Cresswell,  P.  Trans¬ 
port  and  intracellular  distribution  of  MHC  class  II  molecules  and 
ass(Kiated  invariant  chain  in  normal  and  antigen-processing  mu¬ 
tant  cell  lines.  125:1225. 

Richardson,  J.  A.  See  Li,  Smagula,  Parsons,  Richardson,  Gonzalez, 
Hagler,  and  Williams. 

Ridley,  A.  J.  See  Norman,  Priee,  Ridley,  Hall,  and  Koffer. 

Rieder,  C.  L.,  and  Salmon,  E.  D.  Motile  kinetochores  and  pr)lar  ejec¬ 
tion  forces  dictate  chromosome  position  on  the  vertebrate  mitotic 
spindle.  124:223. 

— ,  Schultz,  A.,  Cole,  R.,  and  Sluder,  G.  Anaphase  onset  in  verte¬ 
brate  somatic  cells  is  controlled  by  a  checkpt)int  that  monitors  sister 
kinetochore  attachment  to  the  spindle.  127:1301. 

Riederer,  M.  A.,  Soldati,  T.,  Shapiro,  A.  D.,  Lin,  J.,  and  Pfeffer, 

S.  R.  Lysosome  biogenesis  requires  rab9  function  and  receptor 
recycling  from  endosomes  to  the  /ran.v-Golgi  network.  125:573. 

Rieu,  R,  Ueda,  T.,  Haruta,  L,  Sharma,  C.  R,  and  Arnaout,  M.  A. 
The  A-domain  of  02  integrin  CR3  (CDllb/CDI8)  is  a  receptor  for 
the  h(X)kworm-derived  neutrophil  adhesion  inhibitor  NIF.  127: 
2081. 

Riezman,  H.  See  Munn  and  Riezman. 

Rine,  J.  See  Hampton  and  Rine. 

Rios,  R.  M.,  Tassin,  A.-M.,  Celati,  C.,  Antony,  C.,  Boissier,  M.-C., 
Homberg,  J.-C.,  and  Bornens,  M.  A  peripheral  protein  associ¬ 
ated  with  the  di-Golgi  network  redistributes  in  the  intermediate 
compartment  upon  brefeldin  A  treatment.  125:997. 

Rizzuto,  R.,  Bastianutto,  C.,  Brini,  M.,  Murgia,  M.,  and  Pbzzan, 

T.  Mitochondrial  Ca-^  homeostasis  intact  cells.  126:1183. 

Roa,  M.  See  Martinez,  Schmidt,  Salamero,  Hoflack,  Roa,  and  Goud. 

Roberts,  R.  A.  See  Bayly,  Roberts,  and  Dive. 

Robinson,  D.  R.,  and  Gull,  K.  The  configuration  of  DNA  replication 
sites  within  the  Trypanosoma  brucei  kinetoplast.  126:641. 

Robishaw,  J.  D.  See  Hansen,  Schroering,  Carey,  and  Robishaw. 

Rockey,  D.  C.  See  Jarnagin,  Rockey,  Koteliansky,  Wang,  and  Bissell. 

Rockwell,  S.  See  Rosen,  Joseph,  Jin,  Rockwell,  Elias,  Knesel,  Wines. 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Rodionov,  V.  L,  Lim,  S.-S.,  Gelfand,  V.  I.,  and  Borisy,  G.  G.  Micro¬ 
tubule  dynamics  in  fish  melanophores.  126:1455. 

Roemer,  T.,  Paravicini,  G.,  Payton,  M.  A.,  and  Bussey,  H.  Char¬ 
acterization  of  the  yeast  (1  —  6)-/3-glucan  biosynthetic  components, 
Kre6p  and  Sknlp,  and  genetie  interactions  between  the  PKCl  path¬ 
way  and  extracellular  matrix  assembly.  127:567. 

Rohrer,  J.  See  Sehweizer,  Rohrer,  Hauri,  and  Kornfeld. 

Roman,  J.  M.  See  Vielmetter,  Kayyem,  Roman,  and  Dreyer. 

Romanic,  A.  M.,  and  Madri,  J.  A.  The  induction  of  72-kD  gelatinase 
in  T  cells  upon  adhesion  to  endothelial  cells  is  VCAM-1  depen¬ 
dent.  125:1165. 

Rome,  L.  H.  See  Malek-Hedayat  and  Rome. 

Rommelaere,  H.  ^ecGao,  Melki,  Walden,  Lewis,  Ampe,  Rommelaere, 
Vandekerckhove,  and  Cowan. 

Ronsiek,  M.  See  Menkel,  Krtximker.  Bubeck,  Ronsiek,  Nikolai,  and 
Jockusch. 

Roos,  E.  SccKemperman,  Wijnands,  Wesseling,  Niessen,  Sonnenberg. 
and  Rtxis. 

Rose,  M.  D.  See  Biggins  and  Rose. 

—  See  Kurihara,  Beh.  Latterich,  Schekman,  and  Rose. 

—  See  Page,  Satterwhite,  Rose,  and  Snyder. 

Rosen,  E.  M.,  Joseph,  A.,  Jin,  L.,  Rockwell,  S.,  Elias,  J.  A.,  Knesel, 
J.,  Wines,  J.,  McClellan,  J.,  Kluger,  M.  J.,  Goldberg,  I.  D., 
and  Zitnik,  R.  Regulation  of  scatter  factor  pnxluction  via  a  sol¬ 
uble  inducing  factor.  127:225. 

— ,  Nigam,  S.  K.,  and  Goldberg,  1.  D.  Scatter  factor  and  the  c-Met 
receptor:  A  paradigm  for  mesenchymal/epithelial  interaction. 
127:1783. 

Rosen,  V.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi,  Ikeda, 
Rosen,  Wozney,  Fujisawa-Sehara,  and  Suda. 

Rosenbaum,  J.  L.  See  Bernstein,  Beech,  Katz,  and  Rosenbaum. 

Rosenwald,  A.  G.  See  Zhang.  Rosenwald,  Willingham,  Skuntz,  Clark, 
and  Kahn. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2122 


Ross,  A.  F.  See  Latham,  Kislauskis,  Singer,  and  Ross. 

Rossier,  B.  C.  See  Due,  Farman,  Canessa,  Bonvalet,  and  Rossier. 
Rossiter,  H.  See  Alon,  Rossiter,  Wang,  Springer,  and  Kupper. 
Rossnagei,  K.  See  Whiteheart,  Rossnagel,  Buhrow,  Brunner,  Jaenicke. 
and  Rothman. 

Rothberg,  K.  G.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner,  Gambliel, 
De  Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Rothman,  J.  E.  See  Elazar,  Orci,  Ostermann,  Amherdt,  Tanigawa, 
and  Rothman. 

—  See  Hara-Kuge,  Kuge,  Orci,  Amherdt,  Ravazzola.  Wieland,  and 

Rothman. 

—  See  Kuge,  Dascher,  Orci,  Rowe,  Amherdt,  Plutner,  Ravazzola, 

Tanigawa,  Rothman,  and  Balch. 

—  See  Whiteheart,  Rossnagel,  Buhrow,  Brunner,  Jaenicke,  and  Rothman. 
Rottier,  P.  J,  M.  See  Krijnse-Locker,  Ericsson,  Rottier,  and  Griffiths. 
Rousselle,  P.,  and  Aumailley,  M.  Kalinin  is  more  efficient  than  lam¬ 
inin  in  promoting  adhesion  of  primary  keratinocytes  and  some  other 
epithelial  cells  and  has  a  different  requirement  for  integrin  recep¬ 
tors.  125:205. 

Rout,  M.  P.  See  Wozniak,  Blobel,  and  Rout. 

Rowe,  T.  See  Kuge,  Da.scher,  Orci,  Rowe,  Amherdt,  Plutner,  Ravazzola, 
Tanigawa,  Rothman,  and  Balch. 

Rubin,  J.  S.  See  Koji,  Chedid,  Rubin,  Slayden,  Csaky,  Aaronson,  and 
Brenner. 

Riiegg,  C.  See  Palmer,  Riiegg,  Ferrando,  Pytela,  and  Sheppard. 
Ruhlen,  R.  L.  See  Caplow,  Ruhlen,  and  Shanks. 

Ruoslahti,  E.  See  Johansson,  Larsson,  Liining,  Pasquale,  and  Ruoslahti. 

—  See  Koivunen,  Wang,  and  Ruoslahti. 

Rupp,  J.  See  Battegay,  Rupp,  Iruela-Arispe,  Sage,  and  Pech. 
Ruscetti,  T.,  Cardelli,  J.  A.,  Niswonger,  M.  L.,  and  O’Halloran, 
T.  J.  The  clathrin  heavy  chain  functions  in  sorting  and  secretion 
of  lysosomal  enzymes  in  Dictyostelhim  discoideum.  126:343. 
Russell,  D.  G.  See  Stierhof,  llg,  Russell,  Hohenberg,  and  Overath. 
Ryd,  M.  See  Sandvig,  Ryd,  Garred,  Schweda,  Holm,  and  van  Deurs. 


S 

Sabanai,  H.  See  Ayalon,  Sabanai,  Lampugnani,  Dejana,  and  Geiger. 

Sabe,  H.  See  Tavoloni,  Inoue,  Sabe,  and  Hanafusa. 

Sadowski,  C.  L.  See  O’Keefe,  Mayeda,  Sadowski,  Krainer,  and  Spector. 

Saffell,  J.  L.,  Walsh,  F.  S.,  and  Doherty,  P.  Expression  of  NCAM 
containing  VASE  in  neurons  can  account  for  a  developmental  loss 
in  their  neurite  outgrowth  response  to  NCAM  in  a  cellular  sub¬ 
stratum.  125:427. 

Saga,  Y.  See  Matsumoto,  Saga,  Ikemura,  Sakakura,  and  Chiquet- 
Ehrismann. 

Sagara,  J.  See  Tsukita,  Oishi,  Sato,  Sagara,  Kawai,  and  Tsukita. 

Sage,  E.  H.  See  Battegay,  Rupp,  Iruela-Arispe,  Sage,  and  Pech. 

—  See  Lane,  Iruela-Arispe,  Johnson,  and  Sage. 

—  See  Liska,  Reed,  Sage,  and  Bornstein. 

Sahiberg,  C.  See  Reponen,  Sahlberg,  Munaut,  Thesleff,  and  Tryggvason. 

Sainio,  K.  See  Vuolteenaho,  Nissinen,  Sainio,  Byers,  Eddy,  Hirvonen, 
Shows,  Sariola,  Engvall,  and  Tryggvason. 

Saint-Jeannet,  J.-P.  See  Dufour,  Saint-Jeannet,  Broders,  Wedlich,  and 
Thiery. 

Saitoh,  H.  See  Tomkiel,  Cooke,  Saitoh,  Bernat,  and  Earnshaw. 

Saitoh,  N.,  Goldberg,  I.  G.,  Wood,  E.  R.,  and  Earnshaw,  W.  C. 
Sell:  An  abundant  chromosome  scaffold  protein  is  a  member  of 
a  family  of  putative  ATPases  with  an  unusual  predicted  tertiary 
structure.  127:303. 

Sakakura,  T.  See  Matsumoto,  Saga,  Ikemura,  Sakakura,  and  Chiquet- 
Ehrismann. 

Sakiyama,  S,  See  Takenaga,  Nakamura,  Sakiyama,  Hasegawa,  Sato, 
and  Endo. 

Sako,  Y.,  and  Kusumi,  A.  Compartmentalized  structure  of  the  plasma 
membrane  for  receptor  movements  as  revealed  by  a  nanometer- 
level  motion  analysis.  125:1251. 

Sakurai,  T.  S<e  Milev,  Friedlander,  Sakurai,  Karthikeyan,  Flad, 
Margolis,  Jrumet,  and  Margolis. 

Salamero,  J.  See  Martinez,  Schmidt,  Salamero,  Hoflack,  Roa,  and  Goud. 

Sale,  W.  S.  See  Howard,  Habermacher,  Glass,  Smith,  and  Sale. 

Salisbury,  J.  L.  See  Sanders  and  Salisbury. 

Salmon,  E.  D.  See  Rieder  and  Salmon. 


Salomon,  D.  S.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 
Salomonsky,  N.  L.  See  Bloodgood  and  Salomonsky. 

Samejima,  I.,  and  Yanagida,  M.  Bypassing  anaphase  by  fission  yeast 
cut9  mutation:  Requirement  of  cut9^  to  initiate  anaphase.  127: 
1655. 

Samuelson,  L.  C.  See  Metzger,  Lin,  and  Samuelson. 

San  Antonio,  J.  D.,  Lander,  A.  D.,  Karnovsky,  M.  J.,  and  Slay  ter, 
H.  S.  Mapping  the  heparin-binding  sites  on  type  I  collagen  mono¬ 
mers  and  fibrils.  125:1179. 

Sanchez-Aparicio,  P.,  Dominguez-Jimenez,  C.,  and  Garcia-Pardo, 
A.  Activation  of  the  a4/81  integrin  through  the  01  subunit  induces 
recognition  of  the  RGDS  sequence  in  fibronectin.  126:271. 
Sanchez-Madrid,  F.  See  Arroyo,  Campanero,  Sanchez-Mateos,  Zapata, 
Ursa,  del  Pozo,  and  Sanchez-Madrid. 

—  See  Campanero.  Sanchez-Mateos,  del  Pozo,  and  Sanchez-Madrid. 
Sanchez-Mateos,  P.  See  Arroyo,  Campanero,  Sanchez-Mateos.  Zapata, 

Ursa,  del  Pozo,  and  Sanchez-Madrid. 

—  See  Campanero,  Sanchez-Mateos,  del  Pozo,  and  Sanchez-Madrid. 
Sanders,  M.  A.,  and  Salisbury,  J.  L.  Centrin  plays  an  essential  role 

in  microtubule  severing  during  flagellar  excision  in  Chlamydo- 
monas  reinhardtii.  124:795. 

—  See  Van  Etten,  Jackson,  Baltimore,  Sanders,  Matsudaira.  and  Janmey. 
Sandoval,  I.  V.  See  Alcalde,  Egea,  and  Sandoval. 

Sandrock,  T.  S.  See  Honts,  Sandrock,  Brower,  O’Dell,  and  Adams. 
Sandvig,  K.,  Ryd,  M.,  Garred,  0.,  Schweda,  E.,  Holm,  P.  K.,  and 
van  Deurs,  B.  Retrograde  transport  from  the  Golgi  complex  to 
the  ER  of  both  shiga  toxin  and  the  nontoxic  shiga  B-fragment  is 
regulated  by  butyric  acid  and  cAMP.  126:53. 

Sanes,  J.  R.  See  Miner  and  Sanes. 

Sanguined,  C.  See  Zhang,  Apfelroth,  Hu,  Davis,  Sanguineti,  Bonadio, 
Mecham,  and  Ramirez. 

Saphire,  A.  C.  S.  See  Byrd.  Sweet.  Pfinte,  Konstantinov,  Guan,  Saphire, 
Mitchell,  Cooper,  Aebi,  and  Gerace. 

Sargiacomo,  M.  See  Lisanti,  Scherer,  Vidugiriene,  Tang.  Hermanowski- 
Vosatka,  Tu,  Cook,  and  Sargiacomo. 

—  See  Scherer,  Lisanti,  Baldini,  Sargiacomo,  Mastick,  and  Lodish. 
Sariola,  H.  See  Vuolteenaho,  Nissinen,  Sainio,  Byers.  Eddy.  Hirvonen, 

Shows,  Sariola,  Engvall,  and  Tryggvason. 

Sarkar,  D.  P.  See  Zimmerberg,  Blumenthal,  Sarkar,  Curran,  and  Morris. 
Sadr,  P.  See  Barkalow,  Hamasaki,  and  Satir. 

Sato,  K.  See  Takenaga,  Nakamura,  Sakiyama,  Hasegawa.  Sato,  and 
Endo. 

Sato,  M.  See  Ishida,  Sato,  Narita,  Utsumi,  Nishimoto.  Morita.  Nagata, 
and  Andoh. 

Sato,  N.  SeeTakeuchi,  Sato.  Kasahara.  Funayama.  Nagafuchi.  Yonemura. 
Tsukita,  and  Tsukita. 

—  See  Tsukita.  Oishi,  Sato.  Sagara,  Kawai,  and  Tsukita. 

Sato,  S.  B.,  and  Toyama,  S.  Interference  with  the  endosomal  acidifica¬ 
tion  by  a  monoclonal  antibody  directed  toward  the  116  (lOO)-kD 
subunit  of  the  vacuolar  type  proton  pump.  127:39. 
Sato-Vbshitake,  R.  See  Kondo,  Sato-Yoshitake,  Noda,  Aizawa,  Nakata, 
Matsuura,  and  Hirokawa. 

Satterwhite,  L.  L.  See  Page,  Satterwhite,  Rose,  and  Snyder. 
Saucan,  L.,  and  Palade,  G.  E.  Membrane  and  secretory  proteins  are 
transported  from  the  Golgi  complex  to  the  sinusoidal  plasmalemma 
of  hepatocytes  by  distinct  vesicular  carriers.  125:733. 

Saunders,  K.  B.  ee  Kansas,  Saunders,  Ley,  Zakrzewicz,  Gibson,  Furie, 
Furie,  and  Tedder. 

Sawyer,  A.  See  Andersen,  Buendia,  Dominguez.  Sawyer,  and  Karsenti. 
Saxon,  M.  L.,  Zhao,  X.,  and  Black,  J.  D.  Activation  of  protein  kinase 
C  isozymes  is  associated  with  post-mitotic  events  in  intestinal  epi¬ 
thelial  cells  in  situ.  126:747. 

Schachner,  M.  See  Faissner,  Clement,  Lochter,  Streit.  Mandl,  and 
Schachner. 

—  See  Magyar,  Bartsch,  Wang,  Howells,  Aguzzi,  Wagner,  and  Schachner. 
Schaerer,  E.  See  Borner,  Martinou,  Mattmann,  Irmler,  Schaerer, 

Martinou,  and  Tschopp. 

Schafer,  D.  A.,  Gill,  S.  R.,  Cooper,  J.  A.,  Heuser,  J.  E.,  and  Schroer, 
T.  A.  Ultrastructural  analysis  of  the  oynactin  complex:  An  actin- 
related  protein  is  a  component  of  a  filament  that  resembles  F-actin. 
126:403. 

— ,  Korshunova,  Y.  O.,  Schroer,  T.  A.,  and  Cooper,  J.  A.  Differential 
localization  and  sequence  analysis  of  capping  protein  0-subunit 
isoforms  of  vertebrates.  127:453. 

Schafer,  W.  See  Vey,  Schafer,  Berghofer,  Klenk,  and  Garten. 


Author  Index,  Volumes  124-127  2123 


Schauerte,  H.  See  Stella,  Schauerte,  Straub,  and  Leptin. 

Schedlich,  L.  See  Hill,  Schedlich,  and  Gunning. 

Schekman,  R.  See  Feldheim  and  Schekman. 

—  See  Kurihara,  Beh,  Latterich,  Schekman,  and  Rose. 

Schekman,  R.  W.  See  Rexach,  Latterich,  and  Schekman. 

Scheller,  R.  H.  See  Hoch,  Campanelli,  and  Scheller. 

Scherer,  R  E.,  Lisanti,  M.  R,  Baldini,  G.,  Sargiacomo,  M.,  Mastick, 
C.  C,  and  Lodish,  H.  E  Induction  of  caveolin  during  adipo- 
genesis  and  association  of  GLUT4  with  caveolin-rich  vesicles. 
127:1233. 

—  See  Lisanti,  Scherer,  Vidugiriene,  Tang,  Hermanowski-Vosatka,  Tu, 

C(X)k,  and  Sargiacomo. 

Scherthan,  H.,  Bahler,  J.,  and  Kohli,  J.  Dynamics  of  chromosome 
organization  and  pairing  during  meiotic  prophase  in  fission  yeast. 
127:273. 

—  See  LoidI,  Klein,  and  Scherthan. 

Schindler,  M.  See  Grabski,  Xie,  Holland,  and  Schindler. 

Schirmacher,  R  See  Jung,  Castren,  Odenthal,  Vande  Woude,  Ishii, 
Dienes,  Lindholm,  and  Schirmacher. 

Schjprring,  R  See  Wewer,  Ibaraki,  Schjprring,  Durkin,  Young,  and 
Albrechtsen. 

Schleiffenbaum,  B.  E.  See  Luscinskas,  Kansas,  Ding,  Pizcueta, 
Schleiffenbaum,  Tedder,  and  Gimbrone. 

Schlenstedt,  G.  See  Osborne,  Schlenstedt,  Jinks,  and  Silver. 

Schmid,  M.  F.,  Agris,  J.  M.,  Jakana,  J.,  Matsudaira,  R,  and  Chiu, 
W.  Three-dimensional  structure  of  a  single  filament  in  the  Limulus 
acrosomal  bundle:  Scruin  binds  to  homologous  helix-loop-beta 
motifs  in  actin.  124:341. 

Schmid,  S.  L.  See  Damke,  Baba,  Warnock,  and  Schmid. 

Schmidt,  A.  See  Martinez,  Schmidt,  Salamero,  Hoflack,  Roa,  and 
Goud. 

Schnabel,  E.  See  Schreiner,  Schnabel,  and  Wieland. 

Schneider,  C.  See  Brancolini  and  Schneider. 

—  See  Caroni,  Schneider,  Kiefer,  and  Zapf. 

Schneiter,  R,  See  Kadowaki,  Chen,  Hitomi,  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska,  and  Tartakoff. 

Schnitzer,  J.  E.,  Oh,  R,  Pinney,  E.,  and  Allard,  J.  Filipin-sensitive 
caveolae-mediated  transport  in  endothelium:  Reduced  transcyto- 
sis,  scavenger  endocytosis,  and  capillary  permeability  of  select 
macromolecules.  127:1217. 

Schnoy,  N.  See  Berndorff,  Gessner,  Kreft,  Schnoy,  Lajous- Fetter,  Loch, 
Reuttcr,  Hortsch,  and  Tauber. 

Schott,  D.  See  Bretscher,  Drees,  Harsay,  Schott,  and  Wang. 

Schreiner,  R.,  Schnabel,  E.,  and  Wieland,  F.  Novel  N-glycosylation 
in  eukaryotes:  Laminin  contains  the  linkage  unit  /3-glucosylaspara- 
gine.  124:1071. 

Schroer,  T,  A.  New  insights  into  the  interaction  of  cytoplasmic  dynein 
with  the  actin-related  protein,  Arp!.  127:1. 

— ,  Fyrberg,  E.,  Cooper,  J.  A.,  Waterston,  R.  H.,  Helfman,  D.,  Pol¬ 
lard,  T.  D.,  and  Meyer,  D.  I,  Actin-related  protein  nomenclature 
and  classification.  127:1777. 

—  See  Schafer,  Gill,  Cooper,  Heuser,  and  Schroer. 

—  See  Schafer,  Korshunova,  Schroer,  and  Cooper. 

Schroering,  A.  G.  See  Hansen,  Schroering,  Carey,  and  Robishaw. 

Schubert,  M.  See  Zimmermann,  Dours-Zimmermann,  Schubert,  and 

Bruckner-Tuderman. 

Schubiger,  G.  See  von  Dassow  and  Schubiger. 

Schulmar,  H.  See  Srinivasan,  Edman,  and  Schulmar. 

Schultz,  A.  See  Rieder,  Schultz,  Cole,  and  Sluder. 

Schultz,  S.  J.  See  Tassan,  Schultz,  Bartek,  and  Nigg. 

Schulze,  E.,  Nagel,  S.,  Gavenis,  K.,  and  Grossbach,  U.  Structurally 
divergent  histone  HI  variants  in  chromosomes  containing  highly 
condensed  interphase  chromatin.  127:1789. 

Schulze-Osthoff,  K.,  Waiczak,  H.,  Droge,  W.,  and  Krammer,  R  H. 
Cell  nucleus  and  DNA  fragmentation  are  not  required  for  apop¬ 
tosis.  127:15. 

Schweda,  E.  See  Sandvig.  Ryd,  Garred,  Schweda,  Holm,  and  van  Deurs. 

Schweitzer,  E.  S.  See  Liu,  Schweitzer,  Nirenberg,  Pickel,  Evans,  and 
Edwards. 

Schweizer,  A.,  Rohrer,  J.,  Hauri,  H.-R,  and  Kornfeld,  S.  Retention 
of  p63  in  an  ER-Golgi  intermediate  compartment  depends  on  the 
presence  of  all  three  of  its  domains  and  on  its  ability  to  form  oligo¬ 
mers.  126:25. 

Sedat,  J.  W.  See  Horowitz,  Agard,  Sedat,  and  WmxlexKk. 

Seeger,  M.  See  Graham,  Seeger,  Payne,  MacKay,  and  Emr. 

Sekar,  M.  C.  See  Chen,  Xie,  Sekar,  Gupta,  and  Wells. 


Sekine,  Y.,  Okada,  Y,,  Noda,  Y.,  Kondo,  S.,  Aizawa,  H.,  Takemura, 

R.,  and  Hirokawa,  N.  A  novel  microtubule-based  motor  protein 
(KIF4)  for  organelle  transports,  whose  expression  is  regulated  de- 
velopmentally.  127:187. 

Serr,  M.  See  Li,  McGrail,  Sen,  and  Hays.  i 

Setiadi,  H.  See  Green,  Setiadi,  McEver,  and  Kelly. 

Severin,  F.  F.  See  Sorger,  Severin,  and  Hyman. 

Shah,  S.  V.  See  Kaushal,  Walker,  and  Shah. 

Shan,  X.,  Xue,  Z,,  and  Melese,  T,  Yeast  NP146  encodes  a  novel 
prolyl  cis-trans  isomerase  that  is  located  in  the  nucleolus.  126: 

853. 

Shanks,  J.  See  Caplow,  Ruhlen,  and  Shanks. 

Shapiro,  A.  D.  See  Riederer,  Soldati,  Shapiro,  Lin,  and  Pfeffer. 

Sharma,  C.  P.  See  Rieu,  Ueda,  Haruta.  Sharma,  and  Arnaout. 

Sharp,  R  A.  See  Blencowe,  Nickerson,  Issner,  Penman,  and  Sharp. 

Shattil,  S.  J.  See  OToole,  Katagiri,  Faull,  Peter,  Tamura,  Quaranta, 

Loftus,  Shattil,  and  Ginsberg. 

Shaulsky,  G.  See  Insall,  Kuspa,  Lilly,  Shaulsky,  Levin,  Loomis,  and 
Devreotes. 

Shenoy-Scaria,  A.  M.,  Dietzen,  D.  J.,  Kwong,  J.,  Link,  D.  C.,  and 
Lublin,  D.  M.  Cysteine^  of  Sre  family  protein  tyrosine  kinases 
determines  palmitoylation  and  localiz.ation  in  caveolae.  126:353. 

Sheppard,  D.  See  Agrez,  Chen,  Cone,  Pytela,  and  Sheppard. 

—  See  Palmer,  Riiegg,  Ferrando,  Pytela,  and  Sheppard. 

Shi,  L.  See  Skach,  Shi,  Calayag,  Frigeri,  Lingappa,  and  Verkman. 

Shi,  Y.,  Veit,  B.,  and  Baekkeskov,  S.  Amino  acid  residues  24-31  but 
not  palmitoylation  of  cysteines  30  and  45  are  required  for  mem¬ 
brane  anchoring  of  glutamic  acid  decarboxylase,  GAD6'i.  124: 

927. 

Shibanuma,  M.  See  Ohba,  Shibanuma,  Kuroki,  and  Nose. 

Shipman,  M.  See  Hopkins,  Gibson,  Shipman,  Strickland,  and 
Trowbridge. 

Shirley,  F.  See  Kahn,  Ingraham,  Shirley,  Migaki,  and  Kishimoto. 

Shou,  W.  See  Li,  Shou,  Kloe,  Reddy,  and  Etkin. 

Shows,  T.  B.  See  Vuolteenaho.  Nissinen,  Sainio,  Byers,  Eddy,  Hirvonen, 

Shows,  Sariola,  Engvall,  and  Tryggvason. 

Shum,  L.,  Reeves,  S.  A.,  Kuo,  A.  C.,  Fromer,  E.  S.,  and  Derynck,  R. 
Association  of  the  transmembrane  TGF-a  precursor  with  a  protein 
kinase  complex.  125:903. 

Shur,  B.  D.  See  Youakim,  Hathaway,  Miller,  Gong,  and  Shur. 

Shuttleworth,  C.  A.  See  Kielty  and  Shuttleworth. 

Shyng,  S.-L.,  Heuser,  J.  E.,  and  Harris,  D.  A.  A  glycol ipid-anchored 
prion  protein  is  endocyto.sed  via  clathrin-coated  pits.  125: 

1239. 

Sihag,  R.  K,  See  Nixon,  Paskevich,  Sihag,  and  Thayer. 

Silengo,  L.  See  Balzac.  Retta,  Albini,  Meichiorri,  Koteliansky,  Geuna, 

Silengo,  and  Tarone. 

Silver,  R  A.  See  Osborne,  Schlenstedt,  Jinks,  and  Silver. 

Silverman,  J.  D.  See  Wang.  Silverman,  and  Cao. 

Simeone,  A.  SeeGalimi,  Bagnara,  Bonsi,  Cottone,  Follenzi,  Simeone, 
and  Comoglio. 

Simmons,  D.  L.  See  Landis.  McDowall,  Holness,  Littler,  Simmons, 
and  Hogg. 

Simons,  F.  H.  M.,  Pruijn,  G.  J.  M.,  and  van  Venrooij,  W.  J.  Analysis 
of  the  intracellular  localization  and  assembly  of  Ro  ribonucleo- 
protein  particles  by  microinjection  into  Xenopus  laevis  oocytes. 

125:981. 

Simons,  K.  See  Parton,  Joggerst,  and  Simons. 

—  See  Pimplikar,  Ikonen,  and  Simons. 

Singer,  R.  H.  See  Bassell.  Powers,  Taneja,  and  Singer. 

—  See  Kislauskis,  Zhu,  and  Singer. 

—  See  Latham,  Kislauskis,  Singer,  and  Ross. 

—  See  Somasundaran,  Zapp.  Beattie,  Pang.  Byron,  Bassell,  Sullivan, 

and  Singer. 

Singer-Kriiger,  B.,  Stenmark,  H.,  Diisterhoft,  A.,  Philippsen,  R, 

Yoo,  J.-S.,  Gallwitz,  D.,  and  Zerial,  M.  Role  of  three  rab5-like 
GTPases,  Ypt51p,  Ypt52p,  and  Ypt53p,  in  the  endocytic  and  vac¬ 
uolar  protein  sorting  pathways  of  yeast.  125:283. 

Singh,  J.  R  See  Gupta  and  Singh. 

Singleton,  D.  See  Kadowaki,  Chen,  Hitomi.  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska,  and  Tartakoff. 

Sironi,  M.  See  Re.  Zanetti,  Sironi,  Polentarutti,  Lanfrancone,  Dejana, 
and  Colotta. 

Sjoberg,  E.  R.,  Powell,  L.  D.,  Klein,  A.,  and  Varki,  A.  Natural  li¬ 
gands  of  the  B  cell  adhesion  molecule  CD22/3  can  be  masked  by 
9-O-acetylation  of  sialic  acids.  126:549. 


The  Journal  of  Cell  Biology.  Volume  127,  1993 


2124 


Skach,  W.  R.,  Shi,  L.,  Calayag,  M.  C,  Frigeri,  A.,  Lingappa, 
V.  R.,  and  Verkman,  A.  S.  Biogenesis  and  transmembrane 
topology  of  the  CHIP28  water  channel  at  the  endoplasmic  retic¬ 
ulum.  125:803. 

Skalli,  O.,  Jones,  J.  C.  R.,  Gagescu,  R.,  and  Goldman,  R.  D.  IFAP 
300  is  common  to  desmosomes  and  hemidesmosomes  and  is 
a  possible  linker  of  intermediate  filaments  to  these  junctions. 
125:159. 

Skinner,  H.  B.  See  Lopez,  Nicaud,  Skinner,  Vergnolle,  Kader,  Bankaitis, 
and  Gaillardin. 

—  See  McGee.  Skinner,  Whitters,  Henry,  and  Bankaitis. 

Sk”ntz,  S.  See  Zhang.  Rosenwald,  Willingham,  Skuntz,  Clark,  and 

Kahn. 

Slayden,  O.  D.  See  Koji,  Chedid,  Rubin,  Slayden,  Csaky,  Aaronson, 
and  Brenner. 

Slay  ter,  H.  S.  See  San  Antonio,  Lander,  Karnovsky,  and  Slayter. 

Sluder,  G.,  Miller,  F.  J.,  Thompson,  E.  A.,  and  Wolf,  D.  E.  Feed¬ 
back  control  of  the  metaphase-anaphase  transition  in  sea  urchin 
zygotes:  Role  of  maloriented  chromosomes.  126:189. 

—  See  Rieder,  Schultz,  Cole,  and  Sluder. 

Slusarewicz,  R,  Nilsson,  T.,  Hui,  N.,  Watson,  R.,  and  Warren,  G. 
Isolation  of  a  matrix  that  binds  medial  Golgi  enzymes.  124:405. 

Smagula,  C.  S.  See  Li,  Smagula,  Parsons,  Richardson,  Gonzalez,  Hagler, 
and  Williams. 

Smart,  E.  J.,  Foster,  D.  C.,  Ying,  Y.-S.,  Kamen,  B.  A.,  and  Ander¬ 
son,  R.  G.  W.  Protein  kinase  C  activators  inhibit  receptor-mediated 
potocytosis  by  preventing  internalization  of  caveolae.  124:307. 

— ,  Ying,  Y.-S.,  Conrad,  P.  A.,  and  Anderson,  R.  G.  W.  Caveolin 
moves  from  caveolae  to  the  Golgi  apparatus  in  response  to  cho¬ 
lesterol  oxidation.  127:1185. 

Smith,  B.  L.  See  Cardone,  Smith,  Song,  Mochly-Rosen,  and  Mostov. 

Smith,  C.  L.  The  initiation  of  neurite  outgrowth  by  sympathetic  neurons 
grown  in  vitro  does  not  depend  on  assembly  of  microtubules. 
127:1407. 

Smith,  E.  F.  See  Howard,  Habermacher,  Glass,  Smith,  and  Sale. 

Smith,  G.  H.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 

Smith,  P.  D.  See  Smythe,  Smith,  Jacob,  Theobald,  and  Moss. 

Smith,  T.  A.,  and  Kohorn,  B.  D.  Mutations  in  a  signal  sequence  for 
the  thylakoid  membrane  identify  multiple  protein  transport  path¬ 
ways  and  nuclear  suppressors.  126:365. 

Smith,  T.  H.,  Kachinsky,  A.  M.,  and  Miller,  J.  B.  Somite  subdomains, 
muscle  cell  origins,  and  the  four  muscle  regulatory  factor  proteins. 
127:95. 

Smythe,  E.,  Smith,  P.  D.,  Jacob,  S.  M.,  Theobald,  J.,  and  Moss, 
S.  E.  Endocytosis  occurs  independently  of  annexin  VI  in  human 
A431  cells.  124:301. 

Snell,  W.  J.  See  Zhang  and  Snell. 

Snyder,  M.  See  Page,  Satterwhite,  Rose,  and  Snyder. 

Sogo,  L.  F.,  and  Yaffe,  M.  P.  Regulation  of  mitochondrial  morphology 
and  inheritance  by  MdmlOp,  a  protein  of  the  mitochondrial  outer 
membrane.  126:1361. 

Solazzo,  D.  See  Baccetti,  Benedetto,  Burrini,  Collodel,  Costantino 
Ceccarini,  Crisa,  Di  Caro,  Estenoz,  Garbuglia,  Massacesi, 
Piomboni,  Renieri,  and  Solazzo. 

Soldati,  T.  See  Riederer,  Soldati,  Shapiro,  Lin,  and  Pfeifer. 

Solimena,  M.,  Dirkx,  R.,  Jr.,  Radzynski,  M.,  MundigI,  O.,  and 
De  Camilli,  P.  A  signal  located  within  amino  acids  1-27  of  GAD65 
is  required  for  its  targeting  to  the  Golgi  complex  region.  126:331. 

Soling,  H.-D.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud, 
Soling,  Tang,  Wong,  and  Hong. 

—  See  Nickel,  Huber,  Kahn,  Kipper,  Barthel,  Fasshauer,  and  Soling. 

Somasundaran,  M.,  Zapp,  M.  L.,  Beattie,  L.  K.,  Pang,  L.,  Byron, 

K.  S.,  Bassell,  G.  J.,  Sullivan,  J.  L.,  and  Singer,  R.  H.  Local¬ 
ization  of  HIV  RNA  in  mitochondria  of  infected  cells:  Potential 
role  in  cytopathogenicity.  126:1353. 

Song,  W.  See  Cardone,  Smith,  Song,  Mochly-Rosen,  and  Mostov. 

Sonnenberg,  A.  See  Kemperman,  Wijnands,  Wesseling,  Niessen, 
Sonnenberg,  and  Roos. 

Sorger,  P.  K.,  Severin,  F.  F.,  and  Hyman,  A.  A.  Factors  required 
for  the  binding  of  reassembled  yeast  kinetochores  to  microtubules 
in  vitro.  127:995. 

Soriano,  P.  See  Beggs,  Soriano,  and  Maness. 

Sorio,  C.  See  Berton,  Fumagalli,  Laudanna,  and  Sorio. 

Sorscher,  E.  J.  See  Weber,  Berta,  Tousson,  St.  John,  Green,  Gopalo- 
krishnan,  filling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 


Spector,  D.  L.  See  Deerinck.  Martone,  Lev-Ram,  Green,  Tsien,  Spector, 
Huang,  and  Ellisman. 

—  See  Huang,  Deerinck,  Ellisman,  and  Spector. 

—  See  O'Keefe,  Mayeda,  Sadowski,  Krainer,  and  Spector. 

Spener,  F.  See  Yang,  Spitzer,  Kenney,  Zschiesche.  Li,  Kromminga, 

Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 

Sperling,  L.  See  Gautier,  de  Loubresse,  Madeddu,  and  Sperling. 

Spitkovsky,  D.  See  Lukas,  Muller,  Bartkova,  Spitkovsky,  KJerulff, 
Jansen-Durr,  Strauss,  and  Bartek. 

Spitz,  L.  See  Pruschy,  Ju,  Spitz,  Carafoli,  and  Goldfarb. 

Spitzer,  E.  See  Yang.  Spitzer,  Kenney,  Zschiesche.  Li,  Kromminga. 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 

Spring,  J.  See  Chiquet-Ehrismann,  Tannheimer,  Koch,  Brunner,  Spring, 
Martin,  Baumgartner,  and  Chiquet. 

Springer,  T.  A.  See  Alon,  Rossiter,  Wang,  Springer,  and  Kupper. 

—  See  Vonderheide,  Tedder,  Springer,  and  Staunton. 

Srinivasan,  M.,  Edman,  C.  F.,  and  Schulmar,  H.  Alternative  splic¬ 
ing  introduces  a  nuclear  localization  signal  that  targets  multifunc¬ 
tional  CaM  kinase  to  the  nucleus.  126:839. 

Stachowiak,  E.  K.  See  Stachowiak,  Moffett,  Joy,  Puchacz,  Florkie- 
wicz,  and  Stachowiak. 

Stachowiak,  M.  K.,  Moffett,  J.,  Joy,  A.,  Puchacz,  E.,  Florkiewicz, 
R.,  and  Stachowiak,  E.  K.  Regulation  of  bFGF  gene  expression 
and  subcellular  distribution  of  bFGF  protein  in  adrenal  medullary 
cells.  127:203. 

Stahl,  R.  C.  See  Carey,  Stahl,  Cizmeci-Smith.  and  Asundi. 

Stark,  H.  See  Mackay,  Terpe,  Stauder,  Marston,  Stark,  and  Giinthert. 

Stauder,  R.  See  Mackay,  Terpe,  Stauder,  Marston.  Stark,  and  Gunthert. 

Staunton,  D.  E.  See  Vonderheide,  Tedder,  Springer,  and  Staunton. 

Steinbeck,  M.  J.,  Appel,  W.  H.,  Jr.,  Verhoeven,  A.  J.,  and  Karnov¬ 
sky,  M.  J.  NADPH-oxidase  expression  and  in  situ  production  of 
superoxide  by  osteoclasts  actively  resorbing  bone.  126:765. 

Stella,  M.  C.,  Schauerte,  H.,  Straub,  K.  L.,  and  Leptin,  M.  Iden¬ 
tification  of  secreted  and  cytosolic  gelsolin  in  Drosophila.  125:607. 

Stenmark,  H.  See  Singer-Kriiger,  Stenmark,  Diisterhoft,  Philippsen. 
Yoo,  Gallwitz,  and  Zerial. 

Stevens,  R.  C.  See  Brockerhoff,  Stevens,  and  Davis. 

Stewart,  R.  J.  See  Pesavento,  Stewart,  and  Goldstein. 

Stierhof,  Y.-D.,  Ilg,  T.,  Russell,  D.  G.,  Hohenberg,  H.,  and  Over- 
ath,  P.  Characterization  of  polymer  release  from  the  flagellar  pocket 
of  Leishmania  mexicana  promastigotes.  125:321. 

Stipp,  C.  S.,  Litwack,  E.  D.,  and  Lander,  A.  D.  Cerebroglycan:  An 
integral  membrane  heparan  sulfate  proteoglycan  that  is  unique  to 
the  developing  nervous  system  and  expressed  specifically  during 
neuronal  differentiation.  124:149. 

St.  John,  P.  See  Weber,  Berta.  Tousson,  St.  John.  Green.  Gopalo- 
krishnan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Stoffler,  H.-E.  See  Bahler,  Kroschewski,  Stoffler,  and  Behrmann. 

Strand,  D.,  Jakobs,  R.,  Merdes,  G.,  Neumann,  B.,  Kalmes,  A.,  Held, 
H.  W.,  Husmann,  I.,  and  Mechler,  B.  M.  The  Drosophila 
lethal (2 )giant  larvae  tumor  suppressor  protein  forms  homo¬ 
oligomers  and  is  associated  with  nonmuscle  myosin  II  heavy  chain. 
127:1361. 

— ,  Raska,  I.,  and  Mechler,  B.  The  Drosophila  lethall2)giant  larvae 
tumor  suppressor  protein  is  a  component  of  the  cytoskeleton.  127: 
1345. 

Straub,  K.  L.  See  Stella,  Schauerte,  Straub,  and  Leptin. 

Strauss,  M.  See  Lukas,  Muller,  Bartkova,  Spitkovsky,  KJerulff,  Jansen- 
Durr,  Strauss,  and  Bartek. 

Streit,  A.  See  Faissner.  Clement,  Lochter,  Streit.  Mandl,  and  Schachner. 

Strickland,  D.  K.  See  Hopkins,  Gibson,  Shipman,  Strickland,  and 
Trowbridge. 

Stuart,  R.  A.  See  Herrmann,  Stuart,  Craig,  and  Neupert. 

Subramani,  S.  See  Heyman,  Monosov,  and  Subramani. 

—  See  Walton,  Wendland,  Subramani,  Rachubinski,  and  Welch. 

Suda,  T.  See  Katagiri,  Yamaguchi,  Komaki,  Abe.  Takahashi,  Ikeda, 

Rosen,  Wozney,  Fujisawa- Sehara.  and  Suda. 

Sullivan,  D.  E.  See  Hogan,  Traverse,  Sullivan,  and  Pardue. 

Sullivan,  J.  L.  See  Somasundaran,  Zapp,  Beattie,  Pang,  Byron,  Bas¬ 
sell,  Sullivan,  and  Singer. 

Sullivan,  K.  F.,  Hechenberger,  M.,  and  Masri,  K.  Human  CENP-A 
contains  a  histone  H3  related  histone  fold  domain  that  is  required 
for  targeting  to  the  centromere.  127:581. 

Sun,  T.-T.  See  Yu,  Lin,  Wu,  and  Sun. 

Sunkel,  C.  E.  See  Avides  and  Sunkel. 

Suprenant,  K.  A.  See  Hamill,  Davis,  Drawbridge,  and  Suprenant. 


Author  Index,  Volumes  124-127 


2125 


Suzuki,  F.  See  Cheng,  Le,  Palacios,  Bookbinder,  Wassarman,  Suzuki, 
and  Bleil. 

Swanson,  M.  S.  See  Wilson,  Datar,  Paddy,  Swedlow,  and  Swanson. 

Swedlow,  J.  R.  See  Nathke,  Hinck,  Swedlow,  PapkofF,  and  Nelson. 

—  See  Wilson,  Datar,  Paddy,  Swedlow,  and  Swanson. 

Sweet,  D.  J.  See  Byrd,  Sweet,  Pante,  Konstantinov,  Guan,  Saphire, 
Mitchell,  Cooper,  Aebi,  and  Gerace. 

Sympson,  C.  J.,  Talhouk,  R.  S.,  Alexander,  C.  M.,  Chin,  J.  R., 
Clift,  S.  M.,  Bissell,  M.  J.,  and  Werb,  Z.  Targeted  expression 
of  slromelysin-1  in  mammary  gland  provides  evidence  for  a  role 
of  proteinases  in  branching  morphogenesis  and  the  requirement 
for  an  intact  basement  membrane  for  tissue-specific  gene  expres¬ 
sion.  125:681. 

SztuI,  E.  S.  See  Barroso  and  Sztul. 


T 

Tabak,  H.  See  Motley,  Hettema,  Distel,  and  Tabak. 

Tafuri,  S.  R.  See  Chen,  Ostrow,  Tafuri,  and  Chisholm. 

Taipale,  J.,  Miyazono,  K.,  Heldin,  and  Keski-Oja,  J.  Latent 
transforming  growth  fector-/31  associates  to  fibroblast  extracellu¬ 
lar  matrix  via  latent  TGF-|3  binding  protein.  124:171. 

Takada,  S.,  and  Kamiya,  R.  Functional  reconstitution  of  Chlamydo- 
monas  outer  dynein  arms  from  a-/3,  and  7  subunits:  Requirement 
of  a  third  factor.  126:737. 

Takahashi,  K.,  Folmer,  J.,  and  Coulombe,  R  A.  Increased  expres¬ 
sion  of  keratin  16  causes  anomalies  in  cytoarchitecture  and  keratin- 
ization  in  transgenic  mouse  skin.  127:505. 

Takahashi,  N.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi,  Ikeda, 
Rosen,  Wozney,  Fujisawa-Sehara,  and  Suda. 

Takai,  Y.  See  Yamochi,  Tanaka,  Nonaka,  Maeda,  Musha,  and  Takai. 

Takeda,  S.,  Okabe,  S.,  Funakoshi,  T.,  and  Hirokawa,  N.  Differential 
dynamics  of  neurofilament-H  protein  and  neurofilament-L  protein 
in  neurons.  127:173. 

Takeichi,  M.  See  Watabe,  Nagafuchi,  Tsukita,  and  Takeichi. 

Takemitsu,  M,  See  Hayashi,  Takemitsu,  Goto,  and  Nonaka. 

Takemura,  R.  See  Sekine,  Okada,  Noda,  Kondo,  Aizawa,  Takemura, 
and  Hirokawa. 

Takenaga,  K.,  Nakamura,  Y.,  Sakiyama,  S.,  Hasegawa,  Y.,  Sato, 
K.,  and  Endo,  H,  Binding  of  pEL98  protein,  an  SlOO-related 
calcium-binding  protein,  to  nonmuscle  tropomyosin.  124:757. 

Takeshige,  K.  See  Baba,  Takeshige,  Baba,  and  Ohsumi. 

Takeuchi,  K.,  Sato,  N.,  Kasahara,  H.,  Funayama,  N.,  Nagafuchi, 
A.,  Yonemura,  S,,  Tsukita,  S.,  and  Tsukita,  S.  Perturbation  of 
cell  adhesion  and  microvilli  formation  by  antisense  oligonucleo¬ 
tides  to  ERM  family  members.  125:1371. 

Talhouk,  R.  S.  See  Sympson,  Talhouk,  Alexander,  Chin,  Clift,  Bissell, 
and  Werb. 

Tamm,  S.  L.,  and  Terasaki,  M.  Visualization  of  calcium  transients 
controlling  orientation  of  ciliary  beat.  125:1127. 

Tamura,  M.,  and  Noda,  M.  Identification  of  a  DNA  sequence  involved 
in  osteoblast-specific  gene  expression  via  interaction  with  helix- 
loop-helix  (HLH)-type  transcription  factors.  126:773. 

Tamura,  R.  See  OToole,  Katagiri,  Faull,  Peter,  Tamura,  Quaranta, 
Loftus,  Shattil,  and  Ginsberg. 

Tanaka,  K.  See  Yamochi,  Tanaka,  Nonaka,  Maeda,  Musha,  and  Takai. 

Taneja,  K,  L.  See  Bassell,  Powers,  Taneja,  and  Singer. 

Tang,  B.  L.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud, 
Soling,  Tang,  Wong,  and  Hong. 

Tang,  Z.  See  Lisanti,  Scherer,  Vidugiriene,  Tang,  Hermanowski-Vosatka, 
Tu,  Cook,  and  Sargiacomo. 

Tanigawa,  G.  See  Elazar,  Orci,  Ostermann,  Amherdt,  Tanigawa,  and 
Rothman 

—  See  Kuge,  Dascher,  Orci,  Rowe,  Amherdt,  Plutner,  Ravazzola, 
Tanigawa,  Rothman,  and  Balch. 

Tannheimer,  M.  See  Chiquet-Ehrismann,  Tannheimer,  Koch,  Brun¬ 
ner,  Spring,  Martin,  Baumgartner,  and  Chiquet. 

Tao-Cheng,  J.-H.  See  Wu,  Gadina,  Tao-Cheng,  and  Youle. 

Taranto,  P.  See  Barth,  Muller-Taubenberger,  Taranto,  and  Gerisch. 

Tarone,  G.  See  Balzac,  Retta,  Albini,  Melchiorri,  Koteliansky,  Geuna, 
Silengo,  and  Tarone. 

Tartakoff,  A.  M.  See  Kadowaki,  Chen,  Hitomi,  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska,  and  Tartakoff. 


Tashiro,  Y.  See  Masaki,  Yamamoto,  and  Tashiro. 

Tassan,  J.-R,  Schultz,  S.  J.,  Bartek,  J.,  and  Nigg,  E,  A.  Cell  cycle 
analysis  of  the  activity,  subcellular  localization,  and  subunit  com¬ 
position  of  human  CAK  (CDK-activating  kinase).  127:467. 

Tassin,  A,-M.  See  Rios,  Tassin,  Celati,  Antony,  Boissier,  Homberg, 
and  Bomens. 

Tatchell,  K.  See  McMillan  and  Tatchell. 

Tateishi,  J.  See  Iwaki,  Iwaki,  Tateishi,  and  Goldman. 

Tat6,  F.  See  Crescenzi,  Crouch,  and  Tat6. 

Tauber,  R.  See  Bemdorff,  Gessner,  Kreft,  Schnoy,  Lajous-Petter,  Loch, 
Reutter,  Hortsch,  and  Tauber. 

Tavitian,  A.  See  Zahraoui,  Joberty,  Arpin,  Fontaine,  Hellio,  Tavitian, 
and  Louvard. 

Tavoloni,  N.,  Inoue,  H.,  Sabe,  H.,  and  Hanafiisa,  H.  \-src  Trans¬ 
formation  of  rat  embryo  fibroblasts.  Inefficient  conversion  to 
anchorage-independent  growth  involves  heterogeneity  of  primary 
cultures.  126:475. 

Taylor,  D.  L.  See  Giuliano  and  Taylor. 

Tedder,  T.  F.  See  Kansas,  Saunders,  Ley,  Zakrzewicz,  Gibson,  Furie, 
Furie,  and  Tedder. 

—  See  Luscinskas,  Kansas,  Ding,  Pizcueta,  Schleiffenbaum,  Tedder, 

and  Gimbrone. 

—  See  Vonderheide,  Tedder,  Springer,  and  Staunton. 

te  Heesen,  S.  See  Gaynor,  te  Heesen,  Graham,  Aebi,  and  Emr. 

Terasaki,  M.  See  Tamm  and  Terasaki. 

Terpe,  H.-J.  See  Mackay,  Terpe,  Stauder,  Marston,  Stark,  and  Giinthert. 

Tetzlaff,  W.  See  Michel,  Vu,  Tetzlaff,  and  Jasmin. 

Thayer,  C.  Y.  See  Nixon,  Paskevich,  Sihag,  and  Thayer. 

Theobald,  J.  See  Smythe,  Smith,  Jacob,  Theobald,  and  Moss. 

Thesleff,  I,  See  Reponen,  Sahibetg,  Munaut,  Thesleff,  and  Tryggvason. 

Thiery,  J,  P,  See  Dufour,  Saint-Jeannet,  Broders,  Wedlich,  and  Thiery. 

Thomas,  J.  L.,  Holowka,  D.,  Baird,  B.,  and  Webb,  W.  W.  Large- 
scale  co-aggregation  of  fluorescent  lipid  probes  with  cell  surface 
proteins.  125:795. 

Thomas,  L.  A.  See  LaFlamme,  Thomas,  Yamada,  and  Yamada. 

Thomas,  R,  Lee,  A,  K.,  Wong,  J.  G.,  and  Aimers,  W,  A  triggered 
mechanism  retrieves  membrane  in  seconds  after  Ca^"*" -stimulated 
exocytosis  in  single  pituitary  cells.  124:667. 

Thompson,  E.  A.  See  Sluder,  Miller,  Thompson,  and  Wolf. 

Thorburn,  A.  See  Thorburn,  Frost,  and  Thorburn. 

Thorbum,  J,,  Frost,  J.  A.,  and  Thorburn,  A.  Mitogen-activated  protein 
kinases  mediate  changes  in  gene  expression,  but  not  cytoskeletal  or¬ 
ganization  associated  with  cardiac  muscle  cell  hypertrophy.  126:1565. 

Thorgeirsson,  S.  S.  See  Nagy,  Bisgaard,  and  Thorgeirsson. 

Thomer,  J.  See  Benton,  Zang,  and  Thorner. 

Hefenbacher,  R.  See  Oberhammer,  Hochegger,  Froschl,  Tiefenbacher, 
and  Pavelka. 

Timerman,  A,  R  See  Radermacher,  Rao,  Grassucci,  Frank,  Timer- 
man,  Fleischer,  and  Wagenknecht. 

Tinsley,  J.  H.  See  Plamann,  Minke,  Tinsley,  and  Bruno. 

Tissot,  O.  See  Pierres,  Tissot,  Malissen,  and  Bongrand. 

Titorenko,  V.  I.  See  Waterham,  Titorenko,  Haima,  Cregg,  Harder,  and 
Veenhuis. 

Tizard,  R.  See  Osborn,  Vassallo,  Griffiths  Browning,  Tizard,  Haskard, 
Benjamin,  Dougas,  and  Kirchhausen. 

Tolkovsky,  A.  M.  See  Edwards  and  Tolkovsky. 

Tomkiel,  J.,  Cooke,  C.  A.,  Saitoh,  H.,  Bernat,  R,  L.,  and  Earnshaw, 
W.  C.  CENP-C  is  required  for  maintaining  proper  kinetochore 
size  and  for  a  timely  transition  to  anaphase.  125:531. 

Torri,  A.  F.  See  Ferguson,  Torri,  Pdrez-Morga,  Ward,  and  Englund. 

Tousson,  A.  See  Weber,  Berta,  Tousson,  St.  John,  Green,  Gopalo- 
krishnan,  Jilling,  Sorscher,  Elton,  Abrahamson,  and  Kirk. 

Townsley,  F.  M.,  Frigerio,  G.,  and  I^lham,  H.  R.  B.  Retrieval  of 
HDEL  proteins  is  required  for  growth  of  yeast  cells.  127:21. 

Toyama,  S.  See  Sato  and  Toyama. 

Traverse,  K.  L,  See  Hogan,  Traverse,  Sullivan,  and  Pardue. 

Trimbur,  G.  M.  See  Fath,  Trimbur,  and  Burgess. 

Trowbridge,  I.  S.  See  Hopkins,  Gibson,  Shipman,  Strickland,  and 
Trowbridge. 

—  See  Odorizzi,  Trowbridge,  Xue,  Hopkins,  Davis,  and  Collawn. 

Troyanovsky,  R.  B.  See  Trr^anovsky,  Troyanovsky,  Eshkind,  Krutov- 

skikh,  Leube,  and  Franke. 

Troyanovsky,  S.  M.,  Troyanovsky,  R,  B.,  Eshkind,  L.  G.,  Krutov- 
skikh,  V.  A.,  Leube,  R.  E.,  and  Franke,  W.  W.  Identification 
of  the  plakoglobin-binding  domain  in  desmoglein  and  its  role  in 
plaque  assembly  and  intermediate  filament  anchorage.  127:151. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2126 


Trybus,  K.  M.,  Waller,  G.  S.,  and  Chatman,  T.  A.  Coupling  of  ATFase 
activity  and  motility  in  smooth  muscle  myosin  is  mediated  by  the 
regulatory  light  chain.  124:%3. 

—  See  Horowitz,  Trybus,  Bowman,  and  Fay. 

^rygE^sson,  K.  See  Reponen,  Sahlberg,  Munaut,  Thesleif,  and 
Tryggvason. 

—  See  Vuolteenaho,  Nissinen,  Sainio,  Byers,  Eddy,  Hirvonen,  Shows, 

Sariola,  Engvali,  and  Tryggvason. 

Tschopp,  J.  See  Borner,  Martinou,  Mattmann,  Irmler,  Schaerer, 
Martinou,  and  Tschopp. 

Tseng,  H.,  and  Green,  H.  Association  of  basonuclin  with  ability  of 
keratinocytes  to  multiply  and  with  absence  of  terminal  differen¬ 
tiation.  126:495. 

Tsien,  R.  Y.  See  Deerinck,  Martone,  Lev-Ram,  Green,  Tsien,  Spector, 
Huang,  and  Ellisman. 

Tsukita,  S.,  Oishi,  K.,  Sato,  N.,  Sagara,  J.,  Kawai,  A.,  and  Tsukita, 
S.  ERM  family  members  as  molecular  linkers  between  the  cell 
surfiice  glycoprotein  CD44  and  actin-based  cytoskeletons.  126: 
391. 

—  See  Furuse,  Itoh,  Hirase,  Nagafiichi,  Yonemura,  Tsukita,  and  Tsukita. 

—  See  Nagafiichi,  Ishihara,  and  Tsukita. 

—  See  Takeuchi,  Sato,  Kasahara,  Funayama,  Nagafuchi,  Yonemura, 

Tsukita,  and  Tsukita. 

—  See  Watabe,  Nagafuchi,  Tsukita,  and  Takeichi. 

Tu,  Y.-H.  See  Lisanti,  Scherer,  Vidugiriene,  Tang,  Hermanowski- 
Vosatka,  Tu,  Cook,  and  Saigiacomo. 

Tiicker,  S.  See  Mensa-Wilmot,  LeBowitz,  Chang,  Al-Qahtam,  McGwire, 
Tucker,  and  Morris. 

Tulp,  A,  See  Calafat,  Nijenhuis,  Janssen,  Tulp,  Dusseljee,  Wubbolts, 
and  NeeQes. 

Turley,  E.  A.  See  Hall,  Wang,  Lange,  and  Turley. 

Turner,  A.  J.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner,  Gambliel,- 
De  Gunzbuig,  Mumby,  Gilman,  and  Anderson. 

Turunen,  O.,  Wahlstrdm,  T.,  and  \&heri,  A.  Ezrin  has  a  COOH- 
terminal  actin-binding  site  that  is  conserved  in  the  ezrin  protein 
family.  126:1445. 

Tuszynski,  G.  R  See  Nicosia  and  Tuszynski. 

Tytler,  E.  M.  See  Hager,  Pierce,  Moore,  Tytler,  Esko,  and  Hajduk. 


U 

Ueda,  T.  See  Rieu,  Ueda,  Haruta,  Sharma,  and  Amaout. 

Uhl,  R.  See  Beck  and  Uhl. 

Ursa,  M.  A.  See  Arroyo,  Campanero,  Sanchez-Mateos,  Zapata,  Ursa, 
del  Pozo,  and  Sdnchez-Madrid. 

Utsumi,  K.  R.  See  Ishida,  Sato,  Narita,  Utsumi,  Nishimoto,  Morita, 
Nagata,  and  Andoh. 


V 

Wiheri,  A.  See  Turunen,  Wahlstrdm,  and  Vaheri. 
vanCorven,  E.  J.  SeeJalink,  vanCorven,  Hengeveld,  Morii,  Narumiya, 
and  Moolenaar. 

Windekerckhove,  J.  See  Gao,  Melki,  Walden,  Lewis,  Ampie,  Romme- 
laere,  Vandekerckhove,  and  Cowan. 

—  See  Machesky,  Atkinson,  Ampe,  Vandkerckhove,  and  Pollard, 
van  der  Kiel,  1.  See  Harkness,  Nargang,  van  der  Klei,  Neupert,  and 

Lill. 

van  der  Kooy,  D.  See  Wen,  Morshead,  and  van  der  Kooy. 

—  See  Wen,  Morshead,  and  van  der  Kooy. 

van  Deurs,  B.  See  Sandvig,  Ryd,  Garred,  Schweda,  Holm,  and  van 
Deurs. 

Mmde  Woude,  G.  F.  See  Jung,  Castren,  Odenthal,  Vande  Woude,  Ishii, 
Dienes,  Lindholm,  and  Schirmacher. 

Win  Etten,  R.  A.,  Jackson,  P.  K.,  Baltimore,  D.,  Sanders,  M.  C., 
Matsudaira,  P.  T.,  and  Janmey,  P.  A.  The  COOH  Terminus  of 
the  c-AbI  tyrosine  kinase  contains  distinct  F-  and  G-actin  binding 
domains  with  bundling  activity.  124:325.  Correction.  124:865. 


van  Gorp,  U.  See  Van  Vlasselaer,  Borremans,  van  Gorp,  Dasch,  and 
De  Waal-Malefyt. 

van  Helden,  D.  F.  See  Bates,  Buret,  van  Helden,  Horton,  and  Bums. 

van  Kooyk,  Y.,  Weder,  R,  Heije,  K.,  and  Figdor,  C.  G.  Extracellular 
Ca2+  modulates  leukocyte  function-associated  antigen-1  cell  sur- 
fece  distribution  on  T  lymphocytes  and  consequently  affects  cell 
adhesion.  124:1061. 

van  Venroog,  W.  J.  See  Simons,  Pruijn,  and  van  Venrooij. 

Vlasselaer,  R,  Borremans,  B.,  van  Gorp,  U.,  Dasch,  J.  R.,  and 
De  Waal-Malefyt,  R.  Interleukin  10  inhibits  transforming  growth 
factor-^  synthesis  required  for  osteogenic  commitment  of  mouse 
bone  marrow  cells.  124:569. 

van  Zee,  K.  See  Fischer,  Heinrich,  van  Zee,  Fanning,  and  Liihrmann. 

\hrki,  A.  See  Sjoberg,  Powell,  Klein,  and  Varki. 

Vhmum-Finney,  B.,  and  Reichardt,  L.  F.  Vinculin-deficient  PC12  cell 
lines  extend  unstable  lamellipodia  and  hlopodia  and  have  a  reduced 
rate  of  neurite  outgrowth.  127:1071. 

Wishishtha,  M.  See  Walther,  Vashishtha,  and  Hall. 

V^ile,  E.  See  Guo,  Vasile,  and  Krieger. 

\hsquez,  R.  J.,  Gard,  D.  L.,  andCassimeris,  L.  XMAP  from  Xenopus 
eggs  promotes  rapid  plus  end  assembly  of  microtubules  and  rapid 
microtubule  polymer  turnover.  127:985. 

Wissallo,  C.  See  Osborn,  Vassallo,  Griffiths  Browning,  Tizard,  Haskard, 
Benjamin,  Dougas,  and  Kirchhausen. 

Veenhuis,  M.  See  Waterham,  Titorenko,  Haima,  Cregg,  Harder,  and 
Veenhuis. 

Veerkamp,  J.  H.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Krom- 
minga,  Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and 
Grosse. 

Veit,  B.  See  Shi,  Veit,  and  Baekkeskov. 

Veithen,  A.  See  Cupers,  Veithen,  Kiss,  Baudhuin,  and  Courtoy. 

Velders,  M.  R  See  Litvinov,  Velders,  Bakker,  Fleuren,  and  Wamaar. 

Verderio,  C.,  Coco,  S.,  Fumagalli,  G.,  and  Matteoli,  M.  Spatial  changes 
in  calcium  signaling  during  the  establishment  of  neuronal  polarity 
and  synaptogenesis.  126:1527. 

Vergnaud,  R  See  Chenu,  Colucci,  Grano,  Zigrino,  Barattolo,  Zambonin, 
Baldini,  Vergnaud,  Delmas,  and  Zallone. 

VergnoUe,  C.  See  Lopez,  Nicaud,  Skinner,  Vergnolle,  Kader,  Bankaitis, 
and  Gaillardin. 

Verhoeven,  A.  J.  See  Steinbeck,  Appel,  Verhoeven,  and  Kamovsky. 

Verkman,  A.  S.  See  Skach,  Shi,  Calayag,  Frigeri,  Lingappa,  and 
Verkman. 

Vemel,  F.  See  Arpin,  Friederich,  Algrain,  Vemel,  and  Louvard. 

Vestweber,  D.  See  Lenter,  Levinovitz,  Isenmann,  and  Vestweber. 

Vey,  M.,  Chafer,  W.,  Berghofer,  S.,  Klenk,  H.-D.,  and  Garten,  W. 
Maturation  of  the  rranj-Golgi  network  protease  furin:  Compart- 
mentalization  of  propeptide  removal,  substrate  cleavage,  and  CCiOH- 
terminal  truncation.  127:1829. 

Vidugiriene,  J.,  and  Menon,  A.  K.  The  GPl  anchor  of  cell-surface 
proteins  is  synthesized  on  the  cytoplasmic  face  of  the  endoplasmic 
reticulum.  127:333. 

—  See  Lisanti,  Scherer,  Vidugiriene,  Tang,  Hermanowski-Vosatka,  Tu, 
Cook,  and  Sargiacomo. 

Vielmetter,  J.,  Kayyem,  J.  F.,  Roman,  J.  M.,  and  Dreyer,  W.  J. 
Neogenin,  an  avian  cell  surface  protein  expressed  during  terminal 
neuronal  differentiation,  is  closely  related  to  the  human  tumor  sup¬ 
pressor  molecule  deleted  in  colorectal  cancer.  127:2009. 

Vogelstein,  B.  See  Pierceall,  Cho,  Getzenberg,  Reale,  Hedrick,  Vogel- 
stein,  and  Fearon. 

von  Dassow,  G.,  and  Schubiger,  G.  How  an  actin  network  might  cause 
fountain  streaming  and  nuclear  migration  in  the  syncytial  Drosoph¬ 
ila  embryo.  127:1637. 

Vonderheide,  R.  H.,  Tedder,  T.  E,  Springer,  T.  A.,  and  Staunton, 
D.  E.  Residues  within  a  conserved  amino  acid  motif  of  domains 
1  and  4  of  VCAM-1  are  required  for  binding  to  VLA-4.  125: 
215. 

von  Heijne,  G.  See  Nilsson,  Whitley,  and  von  Heijne. 

von  Mollard,  G.  F.  See  Jena,  Gumkowski,  Konieczko,  von  Mollard, 
Jahn,  and  Jamieson. 

Vu,  C.  Q.  See  Michel,  Vu,  Tetzlaff,  and  Jasmin. 

Vuolteenaho,  R.,  Nissinen,  M.,  Sainio,  K.,  Byers,  M.,  Eddy, 
R.,  Hirvonen,  H.,  Shows,  T.  B.,  ^riola,  H.,  Engvali,  E., 
and  Tryggvason,  K.  Human  laminin  M  chain  (merosin): 
Complete  primary  structure,  chromosomal  assignment,  and  ex¬ 
pression  of  the  M  and  A  chains  in  human  fetal  tissues.  124: 
381. 


Author  Index,  Volumes  1 24- 1 27 


2\H 


w 

Wagenknecht,  T.  See  Radermacher,  Rao,  Grassucci,  Frank,  Timerman, 
Fleischer,  and  Wagenknecht. 

Wagner,  E.  F.  See  Magyar,  Bartsch,  Wang,  Howells,  Aguzzi,  Wagner, 
and  Schachner. 

Wahlstrom,  T.  See  Turunen,  Wahlstrom,  and  Vaheri. 

Wakabayashi,  T.  See  Kikkawa,  Ishikawa,  Nakata,  Wakabayashi,  and 
Hirokawa. 

Waiczak,  H.  See  Schulze-Osthoff,  Waiczak,  Droge,  and  Krammer. 

Walden,  P.  D.  See  Gao,  Melki,  Walden,  Lewis,  Ampe,  Rommelaere, 
Vandekerckhove,  and  Cowan. 

Walker,  J.  J.  See  Lin,  Yurochko,  Kornberg,  Morris,  Walker,  Haskill, 
and  Juliano. 

Walker,  P.  D.  See  Kaushal,  Walker,  and  Shah. 

Wallace,  B.  G.  Staurosporine  inhibits  agrin-induced  acetylcholine  re¬ 
ceptor  phosphorylation  and  aggregation.  125:661. 

Waller,  G.  S.  See  Trybus,  Waller,  and  Chatman. 

Walsh,  F.  S.  See  Saffell,  Walsh,  and  Doherty. 

—  See  Williams,  Walsh,  and  Doherty. 

Walther,  Z.,  Vashishtha,  M.,  and  Hall,  J.  L.  The  Chlamydomonas 
FLAIO  gene  encodes  a  novel  kinesin-homologous  protein.  126: 
175. 

Walton,  P.  A.,  Wendland,  M.,  Subramani,  S.,  Rachubinski,  R.  A., 
and  Welch,  W.  J.  Involvement  of  70-kD  heat-shock  proteins  in 
peroxisomal  import.  125:1037. 

Wamboldt,  D.  D.  See  Warren,  Lin,  Wamboldt,  and  Lin. 

Wandinger-Ness,  A.  See  Qiu,  Xu,  Wandinger-Ness,  Dalke,  and 
Pierce. 

Wang,  B.  See  Koivunen,  Wang,  and  Ruoslahti. 

Wang,  C.  See  Hall,  Wang,  Lange,  and  Turley. 

Wang,  S.-S.  See  Jarnagin,  Rockey,  Koteliansky,  Wang,  and  Bissell. 

Wang,  T.  See  Bretscher,  Drees.  Harsay,  Schott,  and  Wang. 

Wang,  X.  See  Alon,  Rossiter,  Wang,  Springer,  and  Kupper. 

Wang,  Y.,  Silverman,  J.  D.,  and  Cao,  L.-g.  Single  particle  tracking 
of  surface  receptor  movement  during  cell  division.  127:963. 

Wang,  Z.-Q.  See  Magyar,  Bartsch,  Wang,  Howells,  Aguzzi,  Wagner, 
and  Schachner. 

Ward,  D.  C.  See  Ferguson,  Torri,  Perez-Morga,  Ward,  and  Englund. 

Ward,  S.  C.  See  Nicklas  and  Ward. 

Warnaar,  S.  O.  See  Litvinov,  Velders,  Bakker,  Fleuren,  and  Warnaar. 

Warnock,  D.  E.  See  Damke,  Baba,  Warnock,  and  Schmid. 

Warren,  G.  See  Banheld,  Lewis,  Rabouille,  Warren,  and  Pelham. 

—  See  Misteli  and  Warren. 

—  See  Ponnanibalam,  Rabouille,  Luzio,  Nilsson,  and  Warren. 

—  See  Slusarewicz,  Nilsson,  Hui,  Watson,  and  Warren. 

Warren,  K.  S.,  Lin,  J.  L.-C.,  Wamboldt,  D.  D.,  and  Lin,  J.  J.-C. 

Overexpression  of  human  fibroblast  caldesmon  fragment  contain¬ 
ing  actin-,  Ca^"*^ /calmodulin-,  and  tropomyosin-binding  domains 
stabilizes  endogenous  tropomyosin  and  microfilaments.  125:359. 

Warshawsky,  H.  See  Amizuka,  Warshawsky,  Henderson,  Goltzman, 
and  Karaplis. 

Wassarman,  P.  M.  See  Cheng.  Le,  Palacios,  Bookbinder,  Wassarman, 
Suzuki,  and  Bleil. 

Watabe,  M.,  Nagafuchi,  A.,  Tsukita,  S.,  and  Takeichi,  M.  Induction 
of  polarized  cell-cell  association  and  retardation  of  growth  by  acti¬ 
vation  of  the  E-cadherin-catenin  adhesion  system  in  a  dispersed 
carcinoma  line.  127:247. 

Waterham,  H.  R.,  Titorenko,  V.  L,  Haima,  R,  Cregg,  J.  M.,  Harder, 
W.,  and  Veenhuis,  M.  The  Hansenula  polymorpha  PERI  gene 
is  essential  for  peroxisome  biogenesis  and  encodes  a  peroxisomal 
matrix  protein  with  both  carboxy-  and  amino-terminal  targeting 
signals.  127:737. 

Waterston,  R.  H.  See  Goetinck  and  Waterston. 

—  See  Hresko,  Williams,  and  Waterston. 

—  See  Schroer,  Fyrberg,  Cooper,  Waterston,  Helfman,  Pollard,  and 

Meyer. 

—  See  Williams  and  Waterston. 

Watson,  R.  See  Slusarewicz,  Nilsson,  Hui,  Watson,  and  Warren. 

Watt,  F.  M.  See  Hodivala  and  Watt. 

Watts,  C.  See  Hewlett,  Prescott,  and  Watts. 

Waxman,  S.  See  Busso,  Masur,  Lazega,  Waxman,  and  Ossowski. 

Way,  M.  See  McGough,  Way,  and  DeRosier. 

Webb,  W.  W.  See  Thomas,  Holowka,  Baird,  and  Webb. 

Weber,  A.,  Pennise,  C.  R.,  Babcock,  G.  G.,  and  Fowler,  V.  M.  Tropo- 
modulin  caps  the  pointed  ends  of  actin  filaments.  127:1627 


Weber,  E.,  Berta,  G.,  Tousson,  A.,  St.  John,  R,  Green,  M.  W., 
Gopalokrishnan,  U.,  Jilling,  T.,  Sorscher,  E.  J.,  Elton,  T.  S., 
Abrahamson,  D.  R.,  and  Kirk,  K.  L.  Expression  and  polarized 
targeting  of  a  rab3  isoform  in  epithelial  cells.  125:583. 

Weder,  R  See  van  Kooyk,  Weder,  Heije,  and  Figdor. 

Wedlich,  D.  See  Dufour,  Saint-Jeannet,  Broders,  Wedlich,  and 
Thiery. 

Wei,  S.  See  Belanger,  Kenna,  Wei,  and  Davis. 

Weidman,  P.  J.,  and  Winter,  W.  M.  The  G  protein-activating  pep¬ 
tide,  mastoparan,  and  the  synthetic  NHi-terminal  ARF  peptide, 
ARFpl3,  inhibit  in  vitro  Golgi  transport  by  irreversibly  damaging 
membranes.  127:1815. 

Welch,  W.  J.  See  Lingappa,  Martin,  Wong,  Ganem,  Welch,  and 
Lingappa. 

—  See  Walton,  Wendland,  Subramani,  Rachubinski,  and  Welch. 

Wells,  A.  See  Chen,  Gupta,  and  Wells. 

—  See  Chen,  Xie,  Sekar,  Gupta,  and  Wells. 

Wen,  J.  Y.  M.,  Morshead,  C.  M.,  and  van  der  Kooy,  D.  Satellite 
cell  proliferation  in  the  adult  rat  trigeminal  ganglion  results  from 
the  release  of  a  mitogenic  protein  from  explanted  sensory  neurons. 
124:1005.  Correction.  125:1429. 

Wendland,  M.  See  Walton,  Wendland,  Subramani,  Rachubinski,  and 
Welch. 

Wente,  S.  R.,  and  Blobel,  G.  NUPI45  encodes  a  novel  yeast  glycine- 
leucine-phenylalanine-glycine  (GLFG)  nucleoporin  required  for 
nuclear  envelope  structure.  125:955. 

Werb,  Z.  See  Sympson,  Talhouk,  Alexander,  Chin,  Clift,  Bissell,  and 
Werb. 

Wertman,  K.  F.  See  Holtzman,  Wcrtman,  and  Drubin. 

Wesseling,  J.  See  Kemperman,  Wijnands,  Wesseling,  Niessen, 
Sonnenberg,  and  Roos. 

West,  R.  R.  See  Barlow,  Gonzalez-Garay,  West,  Olmsted,  and  Cabral. 

Wewer,  U.  M.,  Ibaraki,  K.,  Schjdrring,  R,  Durkin,  M.  E.,  Young, 
M.  F.,  and  Albrechtsen,  R.  A  potential  role  for  tetranectin  in 
mineralization  during  osteogenesis.  127:1767. 

Whetton,  A.  D.,  Hey  worth,  C.  M.,  Nicholls,  S.  E.,  Evans,  C.  A., 
Lord,  J.  M.,  Dexter,  T.  M.,  and  Owen-Lynch,  R  J.  Cytokine- 
mediated  protein  kinase  C  activation  is  a  signal  for  lineage  deter¬ 
mination  in  bipotential  granulocyte  macrophage  colony-forming 
cells.  125:651. 

White,  T.  W,,  Bruzzone,  R.,  Wolfram,  S.,  Paul,  D.  L.,  and  Good- 
enough,  D.  A.  Selective  interactions  among  the  multiple  connexin 
proteins  expressed  in  the  vertebrate  lens:  The  second  extracellular 
domain  is  a  determinant  of  compatibility  between  connexins. 
125:879. 

Whiteheart,  S.  W.,  Rossnagel,  K.,  Buhrow,  S.  A.,  Brunner,  M., 
Jaenicke,  R.,  and  Rothman,  J.  E.  A/-ethylmaleimide-sensitive 
fusion  protein:  A  trimeric  ATPase  whose  hydrolysis  of  ATP  is  re¬ 
quired  for  membrane  fusion.  126:945. 

Whitley,  R  See  Nilsson,  Whitley,  and  von  Heijne. 

Whitters,  E.  A.  See  McGee,  Skinner,  Whitters,  Henry,  and  Bankaitis. 

Wickham,  T,  J.,  Filardo,  E.  J.,  Cheresh,  D.  A.,  and  Nemerow, 
G.  R.  Integrin  av(35  selectively  promotes  adenovirus-mediated 
cell  membrane  permeabilization.  127:257. 

Wickner,  W.  See  Conradt,  Haas,  and  Wickner. 

—  See  Hass,  Conradt,  and  Wickner. 

Wiedenmann,  B.  See  Leube,  Leimer,  Grund,  Franke,  Harth,  and 
Wiedenmann. 

Wieland,  F.  See  Schreiner,  Schnabel,  and  Wieland. 

Wieland,  F.  T.  See  Hara-Kuge,  Kuge,  Orci,  Amherdt,  Ravazzola, 
Wieland,  and  Rothman. 

—  See  Hara-Kuge,  Kuge,  Orci,  Amherdt,  Ravazzola,  Wieland,  and 

Rothman. 

Wijnands,  Y,  See  Kemperman,  Wijnands,  Wesseling,  Niessen, 
Sonnenberg,  and  Roos. 

Wilkinson,  R.  W.  See  Legan,  Yue,  Chidgey,  Holton,  Wilkinson,  and 
Garrod. 

Williams,  B.  D.,  and  Waterston,  R.  H.  Genes  critical  for  muscle  de¬ 
velopment  and  function  in  Caenorhabditis  elegans  identified  through 
lethal  mutations.  124:475. 

—  See  Hresko,  Williams,  and  Waterston. 

Williams,  E.  J.,  Walsh,  F.  S.,  and  Doherty,  R  Tyrosine  kinase  in¬ 
hibitors  can  differentially  inhibit  integrin  dependent  and  CAM- 
stimulated  neurite  outgrowth.  124:1029. 

Williams,  R.  S.  See  Li,  Smagula,  Parsons,  Richardson,  Gonzalez, 
Hagler,  and  Williams. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2128 


Willingham,  M.  C.  See  Zhang,  Rosenwald,  Willingham,  Skuntz,  Clark, 
and,  Kahn. 

Willy,  P.  J,  See  McCammon,  McNew,  Willy,  and  Goodman. 

Wilson,  B.  S.,  Nuoffer,  C.,  Meinkoth,  J,  L.,  McCaffery,  M.,  Feramisco, 
J.  R.,  Balch,  W.  E.,  and  Farquhar,  M.  G.  A  rabl  mutant  affect¬ 
ing  guanine  nucleotide  exchange  promotes  disassembly  of  the  Golgi 
apparatus.  125:557. 

Wilson,  S.  M.,  Datar,  K.  V.,  Paddy,  M.  R.,  Swedlow,  J.  R.,  and 
Swanson,  M.  S.  Characterization  of  nuclear  polyadenylated  RNA- 
binding  proteins  in  Saccharomyces  cerev’siae.  127:1173. 

Wilton,  J.  C.,  Matthews,  G.  M.,  Burgoyne,  R.  D.,  Mills,  C.  O., 
Chipman,  J.  K.,  and  Coleman,  R.  Fluorescent  choleretic  and 
cholestatic  bile  salts  take  different  paths  across  the  hepatocyte: 
Transcytosis  of  glycolithocholate  leads  to  an  extensive  redistribu¬ 
tion  of  annexin  11.  127:401. 

Wines,  J.  Sec  Rosen,  Joseph,  Jin,  Rockwell,  Elias,  Knesel,  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Winter,  W.  M.  See  Weidman  and  Winter. 

Wisniewska,  J.  See  Kadowaki,  Chen,  Hitomi,  Jacobs,  Kumagai,  Liang, 
Schneiter,  Singleton,  Wisniewska,  and  Tartakoff. 

Wolf,  D.  E.  See  Sluder,  Miller,  Thompson,  and  Wolf. 

Wolffe,  A.  P.  See  Dimitrov,  Dasso,  and  Wolffe. 

Wolfram,  S.  See  White,  Bruzzone,  Wolfram,  Paul,  and  Goodenough. 

Wong,  A.  See  Mulholland,  Preuss,  Moon,  Wong,  Drubin,  and  Botstein. 

Wong,  J.  G.  See  Thomas,  Lee,  Wong,  and  Aimers. 

Wong,  L.  See  Dahan,  Ahluwalia,  Wong,  Posner,  and  Bergeron. 

Wong,  M.-H.,  and  Filbin,  M.  T.  The  cytoplasmic  domain  of  the  my¬ 
elin  Po  protein  influences  the  adhesive  interactions  of  its  extracellular 
domain.  126:1089. 

Wong,  M.  L.  See  Lingappa,  Martin,  Wong,  Ganem,  Welch,  and 
Lingappa. 

Wong,  S.  H.  See  Griffiths,  Ericsson,  Krijnse-Locker,  Nilsson,  Goud, 
Soling,  Tang,  Wong,  and  Hong. 

Wood,  E.  R.  See  Saitoh,  Goldberg,  Wood,  and  Earnshaw. 

Woodcock,  C.  L.  Chromatin  fibers  observed  in  situ  in  frozen  hydrated 
sections.  Native  fiber  diameter  is  not  correlated  with  nucleosome 
repeat  length.  125:11. 

—  See  Horowitz,  Agard,  Sedat,  and  Woodcock. 

Wozney,  J.  M.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi,  Ikeda, 
Rosen,  Wozney,  Fujisawa-Sehara,  and  Suda. 

Wozniak,  R.  W.,  Blobel,  G.,  and  Rout,  M.  P.  POM152  is  an  integral 
protein  of  the  pore  membrane  domain  of  the  yeast  nuclear  enve¬ 
lope.  125:31. 

Wright,  M.  See  Felix,  Antony,  Wright,  and  Maro. 

Wu,  X.-R.  See  Yu,  Lin,  Wu,  and  Sun. 

Wu,  Y.,  Gadina,  M.,  Tao-Cheng,  J.-H.,  and  Youle,  R.  J.  Retinoic 
acid  disrupts  the  Golgi  apparatus  and  increases  the  cytosolic  rout¬ 
ing  of  specific  protein  toxins.  125:743. 

Wubbolts,  R.  See  Calafat,  Nijenhuis,  Janssen,  Tulp,  Dusseljee,  Wubbolts, 
and  Neefjes. 


X 

Xie,  H.  See  Chen,  Xie,  Sekar,  Gupta,  and  Wells. 

Xie,  X.  G.  See  Grabski,  Xie,  Holland,  and  Schindler. 

Xu,  X.  See  Qiu,  Xu,  Wandinger-Ness,  Dalke,  and  Pierce. 

Xu,  Y.-F.  See  Hart,  Xu,  Meyer,  Lee,  and  Donoghue. 

Xue,  L.  See  Odorizzi,  Trowbridge,  Xue,  Hopkins,  Davis,  and  Collawn. 
Xue,  Z.  See  Shan,  Xue,  and  Melese. 


Y 

Yaffe,  M.  P.  See  Sogo  and  Yaffee. 

Yamada,  K.  M.  See  LaFlamme,  Thomas.  Yamada,  and  Yamada. 
Yamada,  S.  S.  See  LaFlamme,  Thomas,  Yamada,  and  Yamada. 
Yamaguchi,  A.  See  Katagiri,  Yamaguchi,  Komaki,  Abe,  Takahashi, 
Ikeda,  Rosen,  Wozney,  Fujisawa-Sehara,  and  Suda. 

Yamakita,  Y.,  Yamashiro,  S.,  and  Matsumura,  F.  In  vivo  phosphoryla¬ 
tion  of  regulatory  light  chain  of  myosin  II  during  mitosis  of  cul¬ 
tured  cells.  124:129. 


Yamamoto,  A.  See  Masaki,  Yamamoto,  and  Tashiro. 

Yamamoto,  E.  M.  See  Matter,  Yamamoto,  and  Mellman. 

Yamashiro,  S.  See  Yamakita,  Yamashiro,  and  Matsumura. 

Yamawaki,  M.  See  Kanda,  Yoshino,  Ariga,  Yamawaki,  and  Yu. 

Yamochi,  W.,  Tanaka,  K.,  Nonaka,  H.,  Maeda,  A.,  Musha,  T.,  and 
Takai,  Y.  Growth  site  localization  in  Rhol  small  GTP-binding  pro¬ 
tein  and  its  involvement  in  bud  formation  in  Saccharomyces  cere- 
visiae.  125:1071. 

Yan,  H.-C.  See  DeLisser,  Chilkotowsky,  Yan,  Daise,  Buck,  and 
Albelda. 

Yan,  J.-R,  Colon,  M.  E.,  Beebe,  L.  A.,  and  Melan9on,  P.  Isolation 
and  characterization  of  mutant  CHO  cell  lines  with  compartment- 
specific  resistance  to  brefeldin  A.  126:65. 

Yanagida,  M.  See  Samejima  and  Yanagida. 

Yang,  Y.,  Spitzer,  E.,  Kenney,  N.,  Zschiesche,  W.,  Li,  M.,  Krom- 
minga.  A.,  Muller,  T.,  Spener,  E,  Lezius,  A.,  Veerkamp,  J.  H., 
Smith,  G.  H.,  Salomon,  D.  S.,  and  Grosse,  R. Members  of  the 
fatty  acid  binding  protein  family  are  differentiation  factors  for  the 
mammary  gland.  127:1097. 

Yankelev,  H.  See  Connor,  Qin,  Yankelev,  and  DeStefano. 

Ye,  J.-Q.  See  Gitelman,  Kobrin,  Ye,  Lopez,  Lee,  and  Derynck. 

\febra,  M.  See  Klemke,  Yebra,  Bayna,  and  Cheresh. 

Yen,  T.  J.  See  Brown,  Coulson,  Yen,  and  Cleveland. 

Ying,  Y.  See  Chang,  Ying,  Rothberg,  Hooper,  Turner,  Gambliel,  De 
Gunzburg,  Mumby,  Gilman,  and  Anderson. 

Ying,  Y.-S.  See  Smart,  Foster.  Ying.  Kamen.  and  Anderson. 

—  See  Smart,  Ying,  Conrad,  and  Anderson. 

Yohn,  C.  B.  See  Mayfield,  Cohen,  Danon,  and  Yohn. 

Yonemura,  S.  See  Furuse,  Itoh,  Hirase.  Nagafuchi,  Yonemura,  Tsukita, 
and  Tsukita. 

—  See  Takeuchi,  Sato.  Kasahara,  Funayama,  Nagafuchi,  Yonemura. 

Tsukita,  and  Tsukita. 

Yoo,  J.-S.  See  Singer-Kriiger,  Stenmark,  Diisterhoft.  Philippsen,  Yoo, 
Gallwitz,  and  Zerial. 

Yoshino,  H.  See  Kanda,  Yoshino,  Ariga,  Yamawaki,  and  Yu. 

Youakim,  A.,  Hathaway,  H.  J.,  Miller,  D.  J.,  Gong,  X.,  and  Shur, 
B.  D.  Overexpressing  sperm  surface  /31,4-galactosyltransferase  in 
transgenic  mice  affects  multiple  aspects  of  sperm-egg  interactions. 
126:1573. 

\bule,  R.  J.  See  Wu,  Gadina,  Tao-Cheng,  and  Youle. 

\bung,  M.  F.  See  Wewer,  Ibaraki,  Schj0rring.  Durkin,  Young,  and 
Albrechtsen. 

Yu,  J.,  Lin,  J.-H.,  Wu,  X.-R.,  and  Sun,  T.-T.  Uroplakins  la  and  Ib, 
two  major  differentiation  products  of  bladder  epithelium,  belong 
to  a  family  of  four  transmembrane  domain  (4TM)  proteins.  125:171. 

Yu,  J.-C.,  Gutkind,  J.  S.,  Mahadevan,  D.,  Li,  W.,  Meyers,  K.  A., 
Pierce,  J.  H.,  and  Heidaran,  M.  A.  Biological  function  of  PDGF- 
induced  PI-3  kinase  activity:  Its  role  in  aPDGF  receptor-mediated 
mitogenic  signaling.  127:479. 

Yu,  R.  K.  See  Kanda,  Yoshino,  Ariga,  Yamawaki,  and  Yu. 

Yuan,  L.  See  Bosshart,  Humphrey,  Deignan,  Davidson.  Drazba,  Yuan, 
Oorschot,  Peters,  and  Bonifacino. 

Yiie,  K.  K.  M.  See  Legan.  Yue,  Chidgey,  Holton.  Wilkin.son,  and  Garrod. 

Yurochko,  A.  See  Lin,  Yurochko,  Kornberg,  Morris.  Walker,  Haskill, 
and  Juliano. 


Z 

Zahraoui,  A.,  Joberty,  G.,  Arpin,  M.,  Fontaine,  J.  J.,  Hellio,  R., 
Tavitian,  A.,  and  Louvard,  D.  A  small  rab  GTPase  is  distributed 
in  cytoplasmic  vesicles  in  non  polarized  cells  but  colocalizes  with 
the  tight  junction  marker  ZO-1  in  polarized  epithelial  cells.  124:101. 

Zakrzewicz,  A.  See  Kansas,  Saunders,  Ley,  Zakrzewicz,  Gibson,  Furie, 
Furie,  and  Tedder. 

Zaks,  W.  J.  See  Estus,  Zaks,  Freeman,  Gruda,  Bravo,  and  Johnson. 

Zallone,  A.  Z.  See  Chenu,  Colucci,  Grano.  Zigrino.  Barattolo, 
Zambonin,  Baldini,  Vergnaud,  Delmas.  and  Zallone. 

Zambonin,  G.  See  Chenu,  Colucci,  Grano,  Zigrino,  Barattolo. 
Zambonin,  Baldini,  Vergnaud^  Delmas,  and  Zallone. 

Zanetti,  A.  See  Re,  Zanetti,  Sironi,  Polentarutti,  Lanfrancone,  Dejana, 
and  Colotta. 

Zang,  J.-H.  See  Benton,  Zang,  and  Thorner. 


Author  Inde.x,  yolumes  I24-I27 


2129 


Zapata,  J.  M.  See  Arroyo.  Campanero,  Sdnchez-Mateos,  Zapata,  Ursa, 
del  Pozo.  and  Sanchez-Madrid. 

Zapf,  J.  See  Caroni,  Schneider,  Kiefer,  and  Zapf. 

Zapp,  M.  L.  See  Somasundaran,  Zapp,  Beattie,  Pang,  Byron,  Bassell, 
Sullivan,  and  Singer. 

Zborek,  A.  See  Crepaldi,  Pollack,  Prat,  Zborek,  Mostov,  and  Comoglio. 

Zerial,  M.  See  Singer-Kriiger,  Stenmark,  Diisterhoft,  Philippsen,  Yoo, 
Gallwitz,  and  Zerial. 

Zhang,  C,  Rosenwald,  A.  G.,  Willingham,  M.  C,  Skuntz,  S.,  Clark, 
J.,  and  Kahn,  R.  A.  Expression  of  a  dominant  allele  of  human 
ARFI  inhibits  membrane  traffic  in  vivo.  124:289. 

Zhang,  H.,  Apfelroth,  S.  D.,  Hu,  W.,  Davis,  E.  C.,  Sanguineti,  C., 
Bonadio,  J.,  Mecham,  R.  P.,  and  Ramirez,  F.  Structure  and  ex¬ 
pression  of  fibrillin-2,  a  novel  microfibrillar  component  preferen¬ 
tially  located  in  elastic  matrices.  124:8.55. 

Zhang,  L.,  Ashendel,  C.  L.,  Becker,  G.  W.,  and  Morr^,  D.  J.  Iso¬ 
lation  and  characterization  of  the  principal  ATPase  associated  with 
transitional  endoplasmic  reticulum  of  rat  liver.  127:1871. 

Zhang,  Q.,  Checovich,  W.  J.,  Peters,  D.  M.,  Albrecht,  R.  M.,  and 
Mosher,  D.  F.  Modulation  of  cell  surface  fibronectin  assembly 
sites  by  lysophosphatidic  acid.  127:1447. 

Zhang,  Y.,  and  Snell,  W.  J.  Flagellar  adhesion-dependent  regulation 
of  Chlamydomonas  adenylyl  cyclase  in  vitro:  A  possible  role  for 
protein  kinases  in  sexual  signaling.  125:617. 

Zhao,  X.  See  Saxon,  Zhao,  and  Black. 

Zheng,  J.,  Buxbaum,  R.  E.,  and  Heidemann,  S.  R.  Measurements 
of  growth  cone  adhesion  to  culture  surfaces  by  micromanipulation. 
127:2049. 


Zheng,  J.  Q.,  Zheng,  Z.,  and  Poo,  M-m.  Long-range  signaling  in  grow¬ 
ing  neurons  after  local  elevation  of  cyclic  AMP-dependent  activ¬ 
ity.  127:1693. 

Zheng,  Y.  See  Peterson,  Zheng,  Bender,  Myers,  Cerione,  and  Bender. 

Zheng,  Z.  See  Zheng,  Zheng,  and  Poo. 

Zhou,  M.,  and  Brown,  E.  J.  CR3  (Mac-1,  aM/32,  CDllb/CD18)  and 
FC7RIII  cooperate  in  generation  of  a  neutrophil  respiratory  burst: 
Requirement  for  FcyRII  and  tyrosine  phosphorylation.  125:1407. 

Zhu,  X.  See  Kislauskis,  Zhu,  and  Singer. 

Zigrino,  P.  See  Chenu,  Colucci,  Grano,  Zigrino,  Barattolo,  Zambonin, 
Baldini,  Veignaud,  Delmas,  and  Zallone. 

Zimmer,  A.,  Zimmer,  A.  M.,  and  Reynolds,  K.  Tissue  specific  ex¬ 
pression  of  the  retinoic  acid  receptor-/32:  Regulation  by  short  open 
reading  frames  in  the  5'-noncoding  region.  127:1111. 

Zimmer,  A.  M.  See  Zimmer,  Zimmer,  and  Reynolds. 

Zimmer,  W.  E.  See  Baiczon,  Bao,  and  Zimmer. 

Zimmerberg,  J.,  Blumenthal,  R.,  Sarkar,  D.  P.,  Curran,  M.,  and 
Morris,  S.  J.  Restricted  movement  of  lipid  and  aqueous  dyes  through 
pores  formed  by  influenza  hemagglutinin  during  cell  fusion.  127: 
1885. 

Zimmermann,  D.  R.,  Dours-Zimmermann,  M.  T.,  Schubert,  M., 
and  Bruckner-Tuderman,  L.  Versican  is  expressed  in  the  prolifer¬ 
ating  zone  in  the  epidermis  and  in  association  with  the  elastic  net¬ 
work  of  the  dermis.  124:817. 

Zitnik,  R.  See  Rosen,  Joseph,  Jin,  Rockwell,  Elias,  Knesel,  Wines, 
McClellan,  Kluger,  Goldberg,  and  Zitnik. 

Zschiesche,  W.  See  Yang,  Spitzer,  Kenney,  Zschiesche,  Li,  Kromminga, 
Muller,  Spener,  Lezius,  Veerkamp,  Smith,  Salomon,  and  Grosse. 


The  Journal  of  Cell  Biology,  Volume  127,  1993 


2130 


SUBJECT  INDEX  VOLUMES  124-127 


Acanthamoeba 

actin  profilin  binding  127:  107 
Acetylcholinesterase 

basal  lamina  muscle  Rana  125:  183 
mRNA  neuromuscular  synapse  neuron 
127:  1061 

Acetylglucosaminyltransferase 
I  Golgi  stack  intercisternal  matrix 
124:  405 
Acidification 

inhibition  endosome  monoclonal  antibody 
127:  39 
Acrosome 

filament  scruin  actin  Limulus  124:  341 
Actin 

assembly  gradient  cell  fluorescent  probe 
124:  971 

beta  chicken  intracellular  localization 
sequence  127:  441 

beta  mRNA  serum  signal  transduction 
126:  1221 

binding  alpha  actinin  flmbrin  review 
126:  285 

binding  bundling  cAbl  tyrosine  kinase 
124:  325 

binding  site  ezrin  carbozy  terminus 
126:  1445 

bundle  oogenesis  singed  protein  Drosophila 
125:  369 

cytoplasm  locomotion  Drosophila  embryo 
127:  1637 

cytoskeleton  cell  membrane  Saccharomyc= 
es  125:  381 

cytoskeleton  glycoprotein  CD44  linkage 
126:  391 

cytoskeleton  mast  cell  G  protein 
126:  1005 

F  binding  site  vinculin  cytoskeleton 
126:  1231 

filament  actinin  binding  site  location 
126:  433 

filament  dynamics  tropomodulin  review 
127:  1497 

filament  intersection  mRNA  fibroblast 
126:  863 

filament  pointed  end  cap  tropomodulin 
127:  1627 

Gas2  protein  cell  cycle  124:  743 
interaction  binding  domain  tensin 
125:  1067 

membrane  interaction  Dictyostelium  pon= 
ticulin  126:  1433 
mRNA  localization  cell  motility 
126:  1211 

neoplastic  transformation  vsrc  p60vsrc 
gene  126:  475 

profilin  binding  Acanthamoeba  127:  107 
protein  interaction  surface  mapping  yeast 
126:  423 

related  protein  Arp  nomenclature 
127:  1777 

related  protein  Arpl  dynein  review 
127:  1 

related  protein  dynactin  complex  ultra= 
structure  126:  403 

Sac6p  fimbrin  binding  site  yeast  126:  413 
scruin  acrosome  filament  Limulus 
124:  341 
Actinin 

alpha  binding  actin  fimbrin  review 
126:  285 

binding  site  location  actin  filament 
126:  433 
Activin 

frog  embryo  blastomere  adhesion  cadherin 
126:  519 

Acyl 

CoA  synthetase  gene  FAA4  Saccharomyces 
127:  751 
Acylation 

fatty  protein  neurite  outgrowth  124:  521 
AcylCoA 

synthetase  gene  FAA4  sequence  Saccharo= 
myces  127:  751 


Adenovirus 

membrane  permeabilization  integrin 
alphavbeta5  127:  257 
Adenylyl 

cyclase  regulation  Chlamydomonas 
125:  617 
Adhesion 

B  cell  alpha4  betal  integrin  126:  271 
B  cell  CD22beta  antigen  ligand  126:  549 
CD8  lymphocyte  microfilament  ligand 
cytoskeleton  125:  945 
cell  betalB  integrin  127:  557 
cell  cadherin  catenin  epithelium  growth 
127:  247 

cell  catenins  cadherin  127:  235 
cell  epithelium  glycoprotein  EGP40 
125:  437 

cell  ezrin  moesin  radixin  125:  1371 
cell  fibronectin  alpha5betal  integrin  struc= 
ture  124:  373 

cell  gene  Wntl  protein  124:  729 
cell  myelin  Po  protein  structure 
126:  1089 

cell  VCAMl  VLA4  binding  motif 
125:  215 

colon  cell  development  p53  apoptosis 
125:  403 

embryo  blastomere  frog  cadherin  activin 
126:  519 

endothelium  selectin  T  cell  ligand 
127:  1485 

fibronectin  receptor  integrin  127:  1129 
glioma  crystallin  125:  1385 
hyaluronate  ankyrin  domain  CD44 
126:  1099 

keratinocyte  epithelium  kalinin  integrin 
125:  205 

ligand  recognition  P  selectin  EGF 
124:  609 

lymphocyte  ICAM3  CD45  phosphatase 
126:  1277 

lymphocyte  vascular  endothelium  ICAM3 
127:  8C7 

mammary  cucinoma  epiglycanin  laminin 
kalinin  127:  2071 

mol  nerve  outgrowth  kinase  124:  1029 
nerve  growth  cone  culture  surface 
127:  2049 

neutrophil  signal  transduction  paxillin 
phosphorylation  127:  1139 
T  lymphocyte  endothelium  gelatinase 
VCAMl  125:  1165 
T  lymphocyte  LFAl  antigen  calcium 
124:  1061 

vascular  VCAMl  structure  function 
125:  1395 
Adipocyte 

glycosylphosphatidylinositol  phospholipase 
insulin  glimepiride  126:  1267 
Adipogenesis 

caveolin  insulin  GLUT4  caveolae 
127:  1233 

ADP 

ribosylation  factor  endoc>'tosis  cell 
124:  289 

ribosylation  factor  liver  proteoglycan 
secretion  125:  721 

ribosylation  factor  vesicle  budding  fusion 
124:  415 
Adrenal 

basic  FGF  gene  expression  127:  203 
Adult 

tau  protein  isoform  microtubule  binding 
124:  769 
Aequorin 

calcium  homeostasis  mitochondria 
126:  1183 
Affinity 

profilin  fluorescent  actin  analog  124:  971 
Aggregation 

cholinergic  receptor  phosphorylation  mus= 
cle  125:661 
Aging 

mother  Saccharomyces  daughter  life  span 
127:  1985 


Agrin 

cholinergic  receptor  clustering  review 
126:  1 
Aldehyde 

dehydrogenase  targeting  endoplasmic 
reticulum  rat  126:  1407 
Aldosterone 

sodium  channel  kidney  organ  127:  1907 
Alphavbeta5 

integrin  adenovirus  membrane  permeabili= 
zation  127:  257 
Alphavbeta6 

integrin  colon  carcinoma  proliferation 
127:  547 
Alpha4 

betal  integrin  B  cell  adhesion  126:  271 
Alpha6beta4 

integrin  mammary  carcinoma  adhesion 
epiglycanin  127:  2071 
Alveolus 

formation  lung  culture  laminin  domain 
124:  1083 
Alzheimer 

disease  cell  mechanism  review  127:  1501 
AMOG 

glycoprotein  nervous  system  development 
ATPase  127:835 
Anaphase 

metaphase  Drosophila  centromere  binding 
protein  127:  1159 

Schizosaccharomyces  gene  scnl  scn2  cut9 
127:  1655 
Anchor 

glycosylphosphatidylinositol  protein  for= 
mation  endoplasmic  reticulum 
127:  333 

sequence  endoplasmic  reticulum  translo= 
case  126:  1127 
Anchorage 

dependent  cell  spreading  apoptosis  en= 
dothelium  127:  537 
Anemia 

spectrin  erythrocyte  membrane  structure 
125:  1057 
Angiogenesis 

endothelium  PDGF  beta  receptor 
125:  917 

extracellular  matrix  thrombospondin 
124:  183 
Ankyrin 

domain  CD44  hyaluronate  adhesion 
126:  1099 

T  cell  spectrin  125:  345 
Annexin 

II  tenascin  C  receptor  126:  539 
redistribution  hepatocyte  glycolithocholate 
transcytosis  127:  401 
VI  endocytosis  A431  cell  124:  301 
Antibody 

integrin  PY  betal  peptide  126:  1299 
monoclonal  endosome  acidification  inhib= 
ition  127:  39 
Antigen 

CD22beta  B  cell  sialate  glycoconjugate 
126:  549 

CD44  variant  isoform  124:  71 
CENPC  kinetochore  mitosis  125:  531 
HLA  invariant  chain  complex  125:  1225 
LFAl  binding  ICAMl  ICAM3  126:  529 
LFAl  T  lymphocyte  adhesion  calcium 
124:  1061 

nuclear  matrix  mRNA  splicing  complex 
127:  593 
Aorta 

endothelium  annexin  II  tenascin  receptor 
126:  539 

APC 

protein  cadherin  catenin  cytoskeleton 
interaction  127:  2061 
Apical 

endosome  receptor  transcytosis  IgA  MDCK 
125:  67 

recycling  protein  kinase  C  124:  717 


Subject  Index,  Volumes  124-127 


2131 


Apoptosis 

anchorage  dependent  cell  spreading  en= 
dothelium  127:  537 
autocrine  signal  chondrocyte  culture 
126:  1069 


c  jun  gene  nerve  127:  1717 
cell  nucleus  DNA  fragmentation  127:  15 
chromatin  condensation  lamin  126:  827 
colon  cell  adhesion  development  p53 
125:  403 

epithelium  extracellular  matrix  gene  bcl2 
124:  619 

liver  cell  nongenotoxic  hepatocarcinogen 
125:  197 

protein  bcl2alpha  domain  126:  1059 
sympathetic  nerve  NGF  withdrawal 
124:  537 

thymocyte  signal  transduction  glucocorti= 
coid  receptor  127:  1729 


£olgi  assocn  spectrin  beta  127:  707 
Architecture 

mol  chromatin  nucleosome  ribbon  125:  1 
ARF 


peptide  mastoparan  Golgi  transport  inhib= 
ition  127:  1815 
ARFl 


Golgi  app  124:  289 
Arginine 

asparagine  VCAMl  protein  adhesion 
125:  1395 


Arp 

actin  related  protein  nomenclature 
127:  1777 


Aipl 

actin  related  protein  dynein  review 
127:  1 
Articular 

chondrocyte  transforming  growth  factor 
HIV  124:  365 


Asparagine 

arginine  VCAMl  protein  adhesion 
125:  1395 
Assocn 

spectrin  beta  Golgi  app  127:  707 
Astrocyte 

LDL  receptor  blood  brain  barrier 
126:  465 
ATPase 

chaperonin  enhancement  cofactor  A  testis 
125:  989 

glycoprotein  AMOG  nervous  system  devel= 
opment  127:  835 

myosin  motility  coupling  regulatory  chain 
124:  963 

NSF  protein  structure  function  126:  945 

subunit  assembly  cell  membrane  127:  55 

vacuole  calcineurin  calcium  control  Sac= 
charomyces  124:  351 
Autoantigen 

PCMl  centrosome  cDNA  sequence  human 
124:  783 
Autocrine 

signal  chondrocyte  survival  culture 
126:  1069 


Autophagosome 

yeast  124:  903 
Autophosphorylation 

EGF  receptor  cell  motility  124:  547 
Axon 

nerve  transport  KIF3A  protein  125:  1095 
Axonal 

transport  Drosophila  KLP68D  kinesin 
protein  127:  1041 
Axoneme 

protein  p29  22S  dynein  126:  727 
A431 

ceil  endocytosis  annexin  VI  124:  301 
B 

cell  adhesion  alpha4  betal  integrin 
126:  271 

cell  CD22beta  antigen  sialate  glycoconju= 
gate  126:  549 

Basal 

lamina  collagen  I\’  newborn  mouse 
127:  879 

lamina  muscle  Rana  acetylcholinesterase 
125:  183 
Basement 

membrane  laminin  linkage  unit  glucosylas= 
paragine  124:  1071 

membrane  mammary  gland  stromelysin 
125:  681 


Basic 

FGF  gene  expression  adrenal  127:  203 
Basolateral 

apical  transcytosis  124:  83 
epithelium  hepatocyte  growth  factor  re= 
ceptor  125:  313 


protein  sorting  MDCK  cell  125:  1025 
transport  protein  structure  motif 
126:  991 
Basonuclin 

keratinocyte  multiplication  terminal  dif= 
ferentiation  126:  495 

Bcl2 

gene  apoptosis  epithelium  extracellular 
matrix  124:  619 

gene  programmed  cell  death  review 
124:  1 
BDNF 

Pax  gene  cerebellum  ontogeny  125:  417 
Bem2p 

yeast  protein  phosphorylation  cell  growth 
127:  1381 
Benzoate 

calcium  Chlamydomonas  flagella  removal 
124:  807 

Beta 

actin  chicken  intracellular  localization 
sequence  127:  441 

actin  mRNA  serum  signal  transduction 
126:  1221 

bend  VCAMl  protein  vascular  adhesion 
125:  1395 

catenin  cadherin  EGF  receptor  127:  1375 
cell  protein  sorting  pancreas  126:  77 
receptor  PDGF  endothelium  proliferation 
angiogenesis  125:  917 
spectrin  assocn  Golgi  app  127:  707 
Bet4ulycan 

TGF  access  signaling  receptor  124:  557 
Betal 

integrin  phosphorylated  immunostaining 
domain  binding  126:  1299 
TGF  assocn  fibroblast  extracellular  matrix 
124:  171 

TGF  ergl  gene  hydrogen  peroxide 
126:  1079 
BetalB 

integrin  cell  adhesion  motility  127:  557 
Bile 

salt  choleretic  cholestatic  transport  hepa= 
tocyte  127:  401 
Binding 

protein  centromere  Drosophila  CENPB 
mitosis  127:  1159 
Biogenesis 

CHIP28  protein  membrane  topol 
125:  803 

mitochondria  MOM19  protein  124:  637 
Bladder 

epithelium  uroplakin  I  cattle  125:  171 
Blastomere 

embryo  adhesion  frog  cadherin  activin 
126:  519 
Blood 

brain  barrier  LDL  receptor  astrocyte 
126:  465 

vessel  formation  SPARC  protein  structure 
125:  929 

vessel  heparin  binding  tenascin  125:  483 
BMP6 

protein  osteoinduction  bone  formation 
126:  1595 

Body 

coiled  small  nuclear  ribonucleoprotein 
interaction  126:  11 

wall  muscle  nematode  development  unc87 
127:  71 

wall  muscle  protein  nematode  embryo 
124:  491 

Bond 

disulfide  uroplakin  I  cattle  125:  171 
Bone 

formation  embryo  ovotransferrin  receptor 
124:  579 

growth  development  parathormone  related 
peptide  126:  1611 

morphogenetic  protein  differentiation 
myoblast  osteoblast  127:  1755 
morphogenetic  protein  6  bioactivity 
126:  1595 

resorption  NADPH  oxidase  superoxide 
osteoclast  126:  765 
Bos 

desmocollin  epithelium  DSC3  gene  se= 
quence  126:  507 
Bovine 

uroplakin  la  Ib  cDNA  sequence  125:  171 
Box 

CENPB  binding  centromere  protein 
127:  1159 

Brain 

blood  barrier  LDL  receptor  astrocyte 
126:  465 

chondroitin  sulfate  proteoglycan  neurite 
outgrowth  126:  783 


development  hyaluronan  binding  protein 
125:  495 

hepatocyte  growth  factor  receptor 
126:  485 

kinsin  gene  sequence  mouse  127:  187 
myosin  myr  4  gene  126:  375 
Brefeldin 

A  basolateral  apical  transcytosis  124:  83 
A  mutant  CHO  resistance  126:  65 
A  protein  Golgi  app  125:  997 
Bristle 

extension  Drosophila  actin  singed  protein 
125:  369 
Budding 

coatomer  vesicle  Golgi  vesiculation  mitosis 
125:  269 

small  G  protein  Rhol  Saccharomyces 
125:  1077 

vesicle  fusion  coupling  coat  124:  415 
yeast  microfilament  function  review 
126:  821 
Bundle 

acrosome  filament  scruin  actin  conforma= 
tion  124:  341 

filament  capping  protein  cytoskeleton 
organization  126:  169 
Butyric 

acid  Shiga  fragment  retrograde  transport 
126:  53 
C 

jun  gene  nerve  apoptosis  127:  1717 
cAbl 

tyrosine  kinase  actin  binding  bundling 
124:  325 
Cadherin 

beta  catenin  EGF  receptor  127:  1375 
catenin  cell  adhesion  epithelium  growth 
127:  247 

catenin  complex  formation  125:  1327 
catenin  gene  Wntl  protein  124:  729 
catenins  cell  adhesion  127:  235 
distribution  polarized  epithelium 
125:  1341 

E  mammary  carcinoma  adhesion  epiglyca= 
nin  127:  2071 

frog  embryo  blastomere  adhesion  activin 
126:  519 

from  embryo  nerve  formation  127:  521 
integrin  keratinocyte  differentiation 
124:  589 

LI  cDNA  sequence  rat  125:  1353 
N  calcium  influx  neurite  growth 
127:  1461 

PECAMl  protein  cell  junction  endothelium 
126:  247 

protein  APC  catenin  cytoskeleton  interac= 
tion  127:  2061 
Caenorhabditis 

gene  muscle  assembly  function  124:  475 
LDLC  Golgi  protein  cDNA  sequence 
127:  679 

muscle  gene  unc87  sequence  127:  79 
Calcineurin 

vacuole  ATPase  calcium  control  Saccharo= 
myces  124:  351 
Calcium 

calmodulin  dependent  protein  kinase 
targeting  126:  839 
channel  flagella  Chlamydomonas 
125:  1119 

chemoattractant  eosinophil  inositol  DAG 
127:  489 

Chlamydomonas  flagella  removal 
124:  807 

cilia  Mnemiopsis  125:  1127 
control  Saccharomyces  calcineurin  vacuole 
ATPase  124:351 

exocytosis  membrane  retrieval  pituitary 
cell  124:  667 

glutamate  receptor  synaptogenesis 
126:  1527 

Golgi  vesicle  translocation  125:  239 
heart  embryo  stem  cell  differentiation 
126:  701 

influx  neurite  growth  cadherin  laminin 
127:  1461 

LFAl  antigen  T  lymphocyte  adhesion 
124:  1061 

mitochondria  homeostasis  intact  cell 
126:  1183 

myosin  myr  4  brain  126:  375 
Paramecium  exocytosis  127:  935 
pH  transport  sorting  secretogranin  II 
127:  693 

pigment  transport  erythrophore  Holocen= 
trus  124:  463 

protease  furin  ox  golgi  network  127:  1829 
release  channel  skeletal  muscle  structure 
127:  411 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


2132 


Caldesmon 

fibroblast  microfilament  tropomyosin 
stabilization  125:  359 
Calmodulin 

binding  myosin  Saccharomyces  growth 
124;  315 

calcium  dependent  protein  kinase  target^ 
ing  126:  839 

facilitated  transport  cell  nucleus 
127:  1527 

myosin  myr  4  brain  126:  375 
CaM 

kinase  nuclear  localization  signal 
126:  839 
cAMP 

neuron  growth  signaling  127:  1693 
pigment  transport  erythrophore  Holocen= 
trus  124:  463 

protein  kinase  transcytosis  secretion  Gs 
126:  677 

shiga  toxin  transport  A431  126:  53 
signaling  fibroblast  stress  relaxation 
126:  457 

Cap 

U1  snRNP  transport  nucleus  125:  971 
Capillary 

endothelium  brain  LDL  receptor  astrocyte 
126;  465 
Capping 

protein  filament  bundle  cytoskeleton 
organization  126;  169 
protein  sequence  chicken  127:  453 
Capsid 

assembly  hepatitis  virus  eukaryote  chape= 
ronin  125:  99 
Carcinoma 

colon  integrin  alphavbeta6  proliferation 
127:  547 

colon  p53  cell  adhesion  125:  403 
mammary  epiglycanin  adhesion  laminin 
kalinin  127:  2071 
Cardiac 

hypertrophy  MAP  kinase  gene  cytoskele= 
ton  126:  1565 
Cartilage 

growth  development  parathormone  related 
peptide  126;  1611 
morphogenesis  thyroxine  126;  1311 
Cat 

hyaluronan  binding  protein  cDNA  se= 
quence  125:  495 
Catenin 

beta  cadherin  EGF  receptor  127:  1375 
cadherin  cell  adhesion  epithelium  growth 
127;  247 

cadherin  complex  formation  125:  1327 
cadherin  gene  Wntl  protein  124:  729 
cytoskeleton  interaction  cadherin  protein 
APC  127:  2061 

distribution  polarized  epithelium 
125:  1341 
Catenins 

cadherin  cell  adhesion  127:  235 
Cattle 

epsilon  COP  cDNA  sequence  124:  883 
histone  CENPA  cDNA  sequence  human 
127:  581 

testis  chaperonin  cofactor  A  sequence 
125:  989 

uroplakin  I  bladder  epithelium  125:  171 
Caveolae 

caveolin  adipogenesis  GLUT4  insulin 
127:  1233 

Golgi  translocation  caveolin  cholesterol 
oxidn  127:  1185 

internalization  protein  kinase  127:  1199 
localization  protein  tyrosine  kinase  tripep= 
tide  126:  353 

purifn  protein  identification  smooth  mus= 
cle  126:  127 

transport  macromol  microvessel  endotheli= 
urn  127:  1217 
Caveolin 

adipogenesis  insulin  GLUT4  caveolae 
127:  1233 

sequence  membrane  endothelium  cell 
126;  111 

translocation  caveola  Golgi  cholesterol 
oxidn  127:  1185 

Cdc2 

kinase  chromatin  condensation  apoptosis 
126:  827 
CDC31 

spindle  pole  body  yeast  KARl  125:  843 
CDK 

activating  kinase  sequence  cell  cycle 
127;  467 


cDNA 

chromosome  scaffold  protein  Sell  sequence 
127:  303 

collagenase  sequence  expression  mouse 
124:  1091 

cysteine  rich  protein  sequence  chicken 
124:  117 

desmin  sequence  mouse  124:  827 
epsilon  COP  sequence  cattle  124:  883 
glycoprotein  POM152  sequence  yeast 
125:  31 

histone  CENPA  sequence  human 
127:  581 

hyaluronan  binding  protein  sequence  rat 
125:  495 

NAP57  nucleolus  protein  sequence  rat 
127:  1505 

sequence  cytoplasmic  dynein  Drosophila 
126:  1475 

sequence  gene  scnl  protein  Schizosaccha= 
romyces  127:  1655 

sequence  gene  Sed5  protein  Drosophila 
127:  357 

sequence  human  centrosome  autoantigen 
PCMl  124:  783 

sequence  kinesin  homolog  Chlamydomonas 
flagella  126:  175 

sequence  LI  cadherin  rat  125:  1353 
sequence  mouse  tenascin  X  heart 
125:  483 

sequence  myosin  myr  4  rat  126:  375 
sequence  protein  p^  human  127:  609 
sequence  uroplakin  la  Ib  bovine  125:  171 
CD18 

integrin  phosphorylation  paxillin  neutro= 
phil  127:  1477 
CD22beta 

antigen  B  cell  sialate  glycoconjugate 
126:  549 

CD44 

ankyrin  domain  hyaluronate  adhesion 
126;  1099 

antigen  variant  isoform  124:  71 
CD45 

phosphatase  ICAM3  adhesion  lymphocyte 
126:  1277 

CD8 

lymphocyte  adhesion  microfilament  ligand 
cytoskeleton  125:  945 

Cell 

actin  assembly  gradient  fluorescent  probe 
124:  971 

adhesion  cadherin  catenin  epithelium 
growth  127:  247 

adhesion  catenins  cadherin  127:  235 
adhesion  epithelium  glycoprotein  EGP40 
125:  437 

adhesion  fibronectin  alpha5betal  integrin 
structure  124:  373 

adhesion  gene  Wntl  protein  124:  729 
adhesion  microvillus  ezrin  moesin  radixin 
125:  1371 

adhesion  mol  nerve  outgrowth  kinase 
124:  1029 

adhesion  mol  platelet  endothelial  structure 
124:  195 

adhesion  motility  betalB  integrin 
127:  557 

adhesion  myelin  Po  protein  structure 
126:  1089 

adhesion  VCAMl  VLA4  binding  motif 
125:  215 

cycle  CDK  activating  kinase  127:  467 
cycle  checkpoint  kinetochore  spindle 
127;  1301 

cycle  chromatin  organization  human 
126;  289 

cycle  development  Trypanosoma  RNA 
formation  125:  1147 

cycle  distribution  centrosome  autoantigen 
PCMl  124:783 

cycle  DNA  topoisomerase  polyploidization 
chromosome  126;  1341 
cycle  Gas2  protein  phosphorylation 
124:  743 

cycle  retinoblastoma  protein  cyclin  D1 
125:  625 

death  programmed  gene  bcl2  review 
124:  1 

division  surface  receptor  movement 
127:  963 

endocytosis  ADP  ribosylation  factor 
124:  289 

endocytosis  annexin  VI  124:  301 
fusion  hemagglutinin  influenza  event 
127:  1885 

human  mitochondria  genome  homogeneity 
125:  43 

junction  endothelium  cadherin  PEC  AMI 


protein  126:  247 

liver  apoptosis  nongenotoxic  hepatocarci= 
nogen  125:  197 

MDCK  basolateral  protein  sorting 
125:  1025 

mechanism  Alzheimer  disease  review 
127:  1501 

membrane  actin  cytoskeleton  Saccharo= 
myces  125:  381 

membrane  ATPase  subunit  assembly 
127:  55 

migration  LAMPl  glycoprotein  125:  129 
migration  spreading  chimeric  integrin 
126:  1287 

migration  urokinase  receptor  epithelium 
126:  259 

morphogenesis  regulation  GTPase  activat= 
ing  protein  127:  1381 
motility  actin  mRNA  localization 
126:  1211 

motility  EGF  receptor  phospholipase  C 
127:  847 

motility  EGF  receptor  structure  124:  547 
motility  EGF  receptor  tyrosine  kinase 
127;  859 

nucleolus  gene  NOP2  protein  yeast 
127:  1799 

nucleus  calmodulin  facilitated  transport 
127:  1527 

nucleus  DNA  fragmentation  apoptosis 
127:  15 

nucleus  polyadenylate  contg  RNA  mam= 
mal  126:  877 

protein  detection  eosin  fluorescence  photo= 
oxidn  126:  901 

protein  endocytosis  model  125;  783 
somatic  oocyte  U1  snRNP  import 
125:  971 

surface  elec  field  fibroblast  motion 
127:  117 

surface  fibronectin  assembly  lysophospha= 
tidate  127:  1447 

wall  Kre6p  Sknlp  protein  Saccharomyces 
127:  567 
Cellubrevin 

transferrin  receptor  vesicle  exocytosis 
125:  1015 
CENPB 

mitosis  Drosophila  centromere  binding 
protein  127:  1159 
CENPC 

antigen  kinetochore  mitosis  125:  531 
CENPE 

protein  degrdn  mitosis  125:  1303 
Centractin 

ACT3  gene  sequence  Saccharomyces 
127:  129 

gene  sequence  Neurospora  127:  139 
Centrifugation 

caveolae  purifn  smooth  muscle  126:  127 
Centrin 

microtubule  Chlamydomonas  flagella 
excision  124:  795 
Centromere 

binding  protein  CENPB  mitosis  Drosophi= 
la  127:  1159 

histone  CENPA  human  127.  581 
Centrosome 

assembly  gamma  tubulin  124:  19 
autoantigen  PCMl  cDNA  sequence  human 
124:  783 
Cerebellum 

Pax  gene  ontogeny  NGF  BDNF  125:  417 
Cerebroglycan 

nervous  system  development  124:  149 
Channel 

calcium  flagella  Chlamydomonas 
125:  1119 

calcium  release  skeletal  muscle  structure 
127:  411 

sodium  kidney  organ  aldosterone 
127:  1907 

sodium  muscle  innervation  124:  139 
Chaperonin 

cofactor  A  sequence  function  testis 
125:  989 

eukaryote  hepatitis  virus  capsid  assembly 
125:  99 

HsplO  protein  folding  import  mitochondria 
126:  305 

Chemoattractant 

calcium  eosinophil  inositol  DAG  127:  489 
Chemotaxis 

osteoclast  osteocalcin  127:  1149 
Chicken 

chromosome  scaffold  protein  Sell  sequence 
127:  303 

cysteine  rich  protein  cDNA  sequence 
124;  117 


Subject  Index,  Volumes  124-127 


2133 


intracellular  localization  sequence  beta 
actin  127:  441 

neogenin  protein  cDNA  sequence 
127:  2009 

protein  capping  sequence  isoform 
127:  453 
Chimeric 

integrin  126:  1287 
Chinese 

hamster  Sarla  Sarlb  protein  sequence 
125:  51 
CHIP28 

protein  membrane  topol  biogenesis 
125:  803 

Chlamydomonas 

adenylyl  cyclase  regulation  125:  617 
axoneme  dynein  regulatory  complex  func= 
tion  125:  1109 

dynein  flagella  protein  kinase  127:  1683 
dynein  heavy  chain  regulatory  domain 
126:  1495 

dynein  outer  arm  reconstitution  126:  737 
flagella  calcium  channel  125:  1119 
flagella  dynein  regulatory  complex 
127:  1311 

flagella  excision  centrin  microtubule 
124:  795 

flagella  glycoprotein  movement  phospho= 
protein  dephosphorylation  127:  803 
flagella  removal  calcium  124:  807 
gene  bop2  mutation  radial  asymmetry 
126:  1255 

gene  FLAIO  kinesin  like  protein  126:  175 
kinesin  protein  localization  flagellum 
microtubule  125:  1313 
RNA  element  translation  psbA  mRNA 
127:  1537 

CHO 

mutant  resistance  brefeldin  A  126:  65 
Choleretic 

cholestatic  bile  salt  transport  hepatocyte 
127:  401 
Cholestatic 

choleretic  bile  salt  transport  hepatocyte 
127:  401 
Cholesterol 

oxidn  caveolin  translocation  caveola  Golgi 
127:  1185 
Cholinergic 

receptor  aggregation  phosphorylation 
musclt  125:  661 

receptor  clustering  agrin  review  126:  1 
Chondrocyte 

articular  transforming  growth  factor  HIV 
124:  365 

differentiation  thyroxine  126:  1311 
survival  culture  autocrine  signal 
126:  1069 
Chondroitin 

sulfate  proteoglycan  brain  neurite  out= 
growth  126:  783 
Chorionic 

gonadotropin  receptor  transcytosis  testis 
125:  87 
Chromatid 

pairing  condensation  sister  Saccharomyces 
125:  517 
Chromatin 

binding  protein  centromere  Drosophila 
mitosis  127:  1159 

condensation  apoptosis  lamin  degrdn 
126:  827 

fiber  ultrastructure  morphol  sperm  eryth= 
rocyte  125:  11 

histone  CENPA  assembly  centromere 
127:  581 

intermediate  nuclear  assembly  DNA  glyco= 
gen  124:  235 

mol  architecture  conformation  nucleosome 
ribbon  125:  1 

organization  nuclear  halo  hybridization 
126:  289 

remodeling  sperm  frog  histone  126:  591 
S  phase  lamin  B  125:  1201 
Chromonema 

supercoiled  model  chromosome  mammal 
interphase  127:  287 
Chromosome 

binding  microtubule  yeast  kinetocbore 
protein  127:  995 

condensation  Saccharomyces  125:  517 
homologous  pairing  meiosis  prophase 
Saccharomyces  125:  1191 
maloriented  mitosis  sea  urchin  zygote 
126:  189 

mapping  gene  JNMl  Saccharomyces 
125:  143 

mitosis  transition  checkpoint  127:  1301 
polyploidization  DNA  topoisomerase  cell 


cycle  126:  1341 

position  mitosis  vertebrate  review 
124:  223 

scaffold  protein  Sell  cDNA  sequence 
127:  303 

Schizosaccharomyces  meiosis  127:  273 
structure  histone  HI  variant  Glyptoten= 
dipes  127:  1789 

supercoiled  chromonema  model  mammal 
interphase  127:  287 

Cilia 

Mnemiopsis  calcium  125:  1127 
Class 

II  MHC  complex  subcellular  vesicle 
125:  595 

II  MHC  complex  transport  125:  1225 
II  MHC  multilaminar  endocytic  compart= 
ment  126:  %7 
Clathrin 

coated  pit  prion  protein  endocytosis 
125:  1239 

heavy  chain  lysosome  transport  Dictyoste= 
lium  126:343 

mannosyltransferase  formation  localization 
Golgi  Saccharomyces  127:  667 
polymn  endocytosis  fibroblast  127:  725 
CNS 

development  glial  fibrillary  acidic  protein 
127:  813 

Coat 

protein  vesicle  budding  fusion  coupling 
124:  415 
Coated 

pit  macropinosome  endocytosis  124:  689 
vesicle  coatomer  subunit  assembly 
124:  883 

vesicle  formation  dynamin  endocytosis 
127:  915 
Coatomer 

subunit  assembly  coated  vesicle  124:  883 
vesicle  budding  fusion  coupling  124:  415 
vesicle  budding  Golgi  vesiculation  mitosis 
125:  269 
Cofactor 

A  chaperonin  sequence  function  testis 
125:  989 
Coiled 

body  small  nuclear  ribonucleoprotein 
interaction  126:  11 
Collagen 

gel  stressed  tenascin  C  fibroblast 
127:  2093 

growth  hormone  gene  transgenic  mouse 
125:  695 

heparin  binding  site  125:  1179 
IV  gene  sequence  development  mouse 
127:  879 

wound  contraction  fibroblast  myofibrob= 
last  review  124:  401 
Collagenase 

cDNA  sequence  expression  mouse 
124:  1091 
Colon 

carcinoma  integrin  alphavbeta6  prolifera= 
tion  127:  547 

cell  adhesion  development  p53  apoptosis 
125:  403 

Cone 

growth  nerve  adhesion  culture  surface 
127:  2049 
Conformation 

actin  scruin  acrosome  bundle  filament 
124:  341 

chromatin  nucleosome  ribbon  125:  1 
heat  shock  protein  70  mitochondria 
127:  893 

myosin  monomer  smooth  muscle  contrac= 
tion  126:  1195 
Connective 

tissue  remodeling  muscle  denervation 
127:  1435 
Connexin 

interaction  gap  junction  125:  879 
membrane  insertion  proteolytic  processing 
127:  343 
Connexon 

reconstitution  phosphatidylcboline  mem= 
brane  eye  lens  126:  1047 

COP 

coated  vesicle  Golgi  vesiculation  mitosis 
125:  269 

epsilon  cDNA  sequence  cattle  124:  883 
epsilon  cDNA  sequence  cattle  correction 
126:  589 

protein  Golgi  membrane  traffic  disruption 
125:  1213 
Correction 

COP  epsilon  cDNA  sequence  cattle 
126:  589 


endosome  transport  microstructure 
124:  397 

GLUT4  glucose  transporter  endocytosis 
signal  126:  1625 

integrin  alpha9  epithelium  muscle 
124:  395 

kinase  cAbl  tyrosine  actin  binding 
124:  865 

neuroglia  proliferation  protein  sensory 
nerve  125:  1429 

yeast  mRNA  transport  nucleus  126:  1627 
Crithidia 

DNA  replication  kinetoplast  Trypai:o;oma 
126:  631 
Crossbridge 

muscle  structure  change  force  generation 
127:  763 
Crystallin 

glia  cytoskeleton  temp  resistance 
125:  1385 

CR3 

FcgammaRIII  receptor  neutrophil  respira= 
tory  burst  125:  1407 

receptor  paxillin  phosphorylation  neutro= 
phil  127:  1139 

CSF 

signal  granulocyte  macrophage  colony 
formation  125:  651 
Ctenophore 
cilia  calcium  125:  1127 
Cterminal 

truncation  furin  ox  golgi  127:  1829 
Culture 

autocrine  signal  chondrocyte  survival 
126:  1069 

lung  alveolus  formation  laminin  domain 
124:  1083 

oligodendrocyte  integrin  myelin  formation 
124:  1039 

surface  growth  cone  nerve  adhesion 
127:  2049 
Cyclase 

adenylyl  regulation  Chlamydomonas 
125:  617 
Cyclic 

peptide  disulfide  binding  integrin 
alpha5betol  124:373 
Cyclin 

D1  retinoblastoma  protein  cell  cycle 
125:  625 
Cysteine 

protein  tyrosine  kinase  palmitoylation 
126:  353 

rich  protein  cDNA  sequence  chicken 
124:  117 
Cytokine 

scatter  factor  epithelium  mesenchyme 
127:  1783 
Cytokinesis 

Dictyostelium  myosin  regulatory  chain 
phosphorylation  127:  1945 
Dictyostelium  regulatory  myosin 
127:  1933 

gene  cdc3  profilin  Schizosaccharomyces 
125:  1289 
Cytoplasm 

locomotion  actin  Drosophila  embryo 
127:  1637 

nucleus  sorting  neurofilament  NFL  lami= 
nin  127:  1327 

retention  Xenopus  nuclear  factor  7 
124:  7 
Cytoplasmic 

dynein  cDNA  sequence  Drosophila 
126:  1475 

dynein  gene  sequence  Neurospora 
127:  139 

dynein  intracellular  redistribution  phos= 
phorylation  127:  1009 
Cytoskeleton 

actin  cell  membrane  Saccharomyces 
125:  381 

actin  mast  cell  G  protein  126:  1005 
catenin  interaction  cadherin  protein  APC 
127:  2061 

Drosophila  embryo  12gl  protein  127:  1345 
gene  cardiac  hypertrophy  MAP  kinase 
126:  1565 

glia  crystallin  125:  1385 
ligand  microfilament  adhesion  CD8  lym= 
phocyte  125:  945 

organization  filament  bundle  capping 
protein  126:  169 

plant  cell  elasticity  lipid  optics  126:  713 
protein  pl27  Drosophila  embryo  myosin 
127:  1361 

vinculin  F  actin  binding  site  126:  1231 
zipcode  mRNA  beta  actin  chicken 
127:  441 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


2134 


Cytosol 

chaperonin  eukaryote  hepatitis  capsid 
assembly  125:  99 

transport  immunotoxin  retinoate  Golgi 
app  125:  743 

DAG 

chemoattractant  calcium  eosinophil  inosi= 
tol  127:489 

DCC 

gene  protein  neurite  growth  neuron 
124:  1017 
Death 

programmed  cell  gene  bcl2  review  124:  1 
programmed  cell  gene  expression  neuron 
127:  1717 
Decarboxylase 

glutamate  isoform  membrane  anchoring 
palmitoylation  124:  927 
glutamic  acid  Golgi  complex  targeting 
126:  331 
Deglycosylation 

nxed  tissue  epitope  detn  124:  1071 
Dehydrogenase 

aldehyde  targeting  endoplasmic  reticulum 
rat  126:  1407 
Demyelinative 

neuropathy  sulfoglucuronosyl  paraglobo= 
side  IgM  cytotoxicity  126:  235 
Dense 

core  vesicle  monoamine  transporter  locali= 
zation  127:  1419 
Dephosphorylation 

phosphoprotein  flagella  glycoprotein 
movement  Chlamydomonas  127:  803 
Desmin 

organization  toad  muscle  126:  445 
regulation  MyoD  myogenin  myogenesis 
124:  827 
Desmocollin 

epithelium  DSC3  gene  sequence  Bos 
126:  507 
Desmoglein 

plakoglobin  binding  domain  127:  151 
Desmosomal 

protein  keratin  intermediate  filament 
binding  127:  1049 
Desmosome 

IFAP300  protein  localization  125:  159 
plaque  desmoglein  plakoglobin  domain 
127:  151 
Development 

brain  hyaluronan  binding  protein 
125:  495 

cell  cycle  Trypanosoma  RNA  formation 
125:  1147 

collagen  IV  gene  mouse  127:  879 
collagenase  expression  mouse  124:  1091 
colon  cell  adhesion  p53  apoptosis 
125:  403 

Dictyostelium  myosin  regulatory  chain 
phosphorylation  127:  1945 
embryo  cCRP  protein  smooth  muscle 
124:  117 

nematode  body  wall  muscle  unc87 
127:  71 

nervous  system  cerebroglycan  124:  149 
nervous  system  glycoprotein  AMOG  AT= 
Pase  127:  835 

Yarrowia  phosphatidylinositol  phosphati= 
dylcholine  protein  125:  113 
Diabetes 

NIDD  insulin  resistance  GLUT4  review 
126:  1123 

Diamidinophenylindole 

staining  intermitochondrial  DNA  transfer 
125:  43 

Diaminobenzidine 

photooxidn  eosin  microscopy  126:  901 
Dictyostelium 

clathrin  heavy  chain  lysosome  transport 
126:  343 

endocytosis  mutation  127:  387 
membrane  actin  interaction  ponticulin 
126:  1433 

membrane  glycolipoprotein  phospholipid 
anchor  function  124:  205 
mutant  phagocytosis  conditional  defect 
126:  955 

myosin  II  regulation  phosphorylation 
review  127:  1779 

myosin  regulatory  light  chain  phosphoryla= 
tion  127:  1945 

ponticulin  gene  sequence  126:  1421 
protein  CRAG  gene  sequence  126:  1537 
regulatory  myosin  cytokinesis  mitosis 
127:  1933 
Differentiation 

bone  morphogenetic  protein  myoblast 
osteoblast  127:  1755 


embryo  stem  cell  heart  calcium  126:  701 
endochondral  V^l  protein  126:  1595 
epidermis  keratin  K16  injury  127:  505 
hematopoietic  progenitor  scatter  factor 
127:  1743 

keratinocyte  integrin  cadherin  124:  589 
mammary  gland  FABP  protein  MDGI 
127:  1097 

muscle  transformation  gene  myc 
125:  1137 

neuronal  human  neogenin  127:  2009 
oval  cell  liver  transcription  factor 
126:  223 

stratification  proliferation  epithelium 
desmocollin  expression  126:  507 
terminal  keratinocyte  basonuclin 
126:  495 
Diffusion 

receptor  membrane  compartment 
125:  1251 
Digestive 

tract  tenascin  X  C  protein  125:  483 
Disease 

protein  intermediate  filament  mutation 
review  125:  511 
Distribution 

lipid  membrane  protein  aggregation 
125:  795 
Disulfide 

bond  uroplakin  I  cattle  125:  171 
cyclic  peptide  binding  integrin  alpha5betal 
124:  373 

DNA 

binding  microtubule  yeast  kinetochore 
protein  127:  995 

fragmentation  cell  nucleus  apoptosis 
127:  15 

nuclear  assembly  glycogen  chromatin 
intermediate  124:  235 
replication  kinetoplast  Trypanosoma 
Crithidia  126:631 

replication  nucleus  membrane  permeability 
127:  5 

replication  site  configuration  Trypanosoma 
kinetoplast  126:  641 
replication  site  lamin  B  125:  1201 
topoisomerase  II  particle  RNase  Drosophi= 
la  126:  1331 

topoisomerase  polyploidization  chromo= 
some  cell  cycle  126:  1341 
transfer  mitochondria  single  human  cell 
125:  43 

Dog 

tight  junction  protein  Z02  sequence 
124:  949 
Domain 

binding  phosphorylated  betal  integrin 
126:  1299 

structure  NSF  protein  function  126:  945 
Drosophila 

actin  cytoplasm  locomotion  embryo 
127:  1637 

axonal  transport  KLP68D  kinesin  protein 
127:  1041 

centromere  binding  protein  CENPB  mito= 
sis  127:  1159 

cytoplasmic  dynein  cDNA  sequence 
126:  1475 

DNA  topMisomerase  II  particle  RNase 
126:  1331 

embryo  cytoskeleton  12gl  protein 
127:  1345 

embryo  cytoskeleton  protein  pl27  myosin 
127:  1361 

gelsolin  gene  sequence  expression 
125:  607 

gene  Sed5  protein  sequence  targeting 
127:  357 

lethal  disks  large  protein  Z02  124:  949 
RNA  omega  nucleus  125:  21 
singed  protein  actin  bundle  oogenesis 
125:  369 

transformation  myosin  heavy  chain  gene 
126:  689 
DSCl 

DSC2  DSC3  expression  epithelium  desmo= 
collin  126:  507 
DSC2 

DSCl  DSC3  expression  epithelium  desmo= 
collin  126:  ^7 
DSC3 

gene  sequence  Bos  desmocollin  epithelium 
126:  507 
Dynactin 

complex  ultrastructure  actin  related  pro= 
tein  126:  403 
Dynamin 

endocytosis  coated  vesicle  formation 
127:  915 


Dynein 

actin  related  protein  Arpl  review  127:  1 
cytoplasmic  differential  phosphorylation 
127:  1671 

cytoplasmic  gene  sequence  Neurospora 
127:  139 

cytoplasmic  intracellular  redistribution 
phosphorylation  127:  1009 
flagella  Chlamydomonas  protein  kinase 
127:  1683 

Golgi  polarized  epithelium  126:  661 
heavy  chain  regulatory  domain  Chlamydo= 
monas  126:  1495 

inner  arm  radial  asymmetry  Chlamydomo= 
nas  126:  1255 

mRNA  expression  Drosophila  ovary 
126:  1475 

outer  arm  reconstitution  Chlamydomonas 
126:  737 

regulatory  complex  Chlamydomonas  fla= 
gella  127:  1311 

regi^atory  complex  dynein  microtubule 
binding  125:  1109 
22S  axoneme  protein  p29'  126:  727 
E 

box  factor  gene  transcription  osteoblast 
126:  773 

cadherin  mammary  carcinoma  adhesion 
epiglycanin  127:  2071 

EGF 

P  selectin  ligand  recognition  adhesion 
124:609 

receptor  beta  catenin  cadherin  127:  1375 
receptor  cell  motility  phospholipase  C 
127:  847 

receptor  structure  cell  motility  mitogenesis 
124:  547 

receptor  tyrosine  kinase  cell  motility 
127:  859 
Egg 

interaction  sperm  galactosyltransferase 
126:  1573 

Strongylocentrotus  sperm  receptor 
125:  817 

Xenopus  microtubule  assoed  protein 
XMAP230  127:  1289 
yolk  granule  frog  sodium  transport 
125:  1047 
EGP40 

glycoprotein  epithelium  cell  adhesion 
125:  437 
Elasticity 

cytoskeleton  plant  cell  lipid  optics 
126:  713 
Elastin 

tropoelastin  binding  protein  126:  563 
Elec 

field  nbroblast  motion  cell  surface 
127:  117 
Electron 

microscopy  actin  actinin  binding  site 
126:  433 
Embryo 

blastomere  adhesion  frog  cadherin  activin 
126:  519 

bone  formation  ovotransferrin  receptor 
124:  579 

development  cCRP  protein  smooth  muscle 
124:  117 

Drosophila  cytoskeleton  12gl  protein 
127:  1345 

Drosophila  cytoskeleton  protein  pi 27 
myosin  127:  1361 

from  nerve  formation  cadherin  127:  521 
nematode  body  wall  muscle  protein 
124:  491 

stem  cell  differentiation  heart  calcium 
126:  701 
Endochondral 

differentiation  Vgrl  protein  126:  1595 
Endocytic 

app  phagolysosome  biogenesis  124:  677 
compartment  multilaminar  MHC  class  II 
126:  967 
Endocytosis 

A431  cell  annexin  VI  124:  301 
cell  ADP  ribosylation  factor  124:  289 
coated  pit  macropinosome  124:  689 
Dictyostelium  mutation  127:  387 
dynamin  coated  vesicle  formation 
127:  915 

fibroblast  clathrin  polymn  127:  725 
gene  END  identification  Saccharomyces 
127:  373 

GTPase  Saccharomyces  vacuole  sorting 
125:  283 

HDL  trypanosome  lytic  factor  Trypano80= 
ma  126:  155 

invariant  chain  structure  126:  317 


Subject  Index,  Volumes  124-127 


2135 


prion  protein  clathrin  coated  pit 
125:  1239 

protein  cell  model  125:  783 
protein  structure  motif  126:  991 
signal  GLUT4  glucose  transporter 
126:  979 
Endometrium 

keratinocyte  growth  factor  progesterone 
monkey  125:  393 
Endoplasmic 

reticulum  ADP  ribosylation  factor 
124:  289 

reticulum  CHIP28  protein  membrane 
topol  125:  803 

reticulum  derived  vesicle  purifn  yeast 
126:  1133 

reticulum  glycosylphosphatidylinositol 
protein  anchor  formation  127:  333 
reticulum  Golgi  protein  p63  retention 
126:  25 

reticulum  membrane  glycoprotein  misfold= 
ed  retention  126:  41 

reticulum  Rabl  G  protein  liver  126:  1393 
reticulum  rough  Sec61p  binding  ribosome 
126:  925 

reticulum  targeting  aldehyde  dehydroge= 
nase  rat  126:  1407 

reticulum  translocase  signal  anchor  se= 
quence  126:  1127 
reticulum  transport  G  protein  rabl 
125:  225 

reticulum  transport  glycoprotein  gp74 
Golgi  124:  649 

reticulum  transport  vesicle  formation 
Sarlp  124:  425 

reticulum  vesicle  Sarla  protein  mammal 
125:  51 

reticulum  vesicle  transport  rabl  protein 
125:  239 
Endosome 

acidification  inhibition  monoclonal  anti= 
body  127:  39 

apical  receptor  transcytosis  IgA  MDCK 
125:  67 

late  fusion  lysosome  liver  126:  1173 
sorting  polymeric  Ig  receptor  neuron 
127:  1603 

transport  microstructure  correction 
124:  397 
Endothelium 

anchorage  dependent  cell  spreading  apop= 
tosis  127:  537 

aorta  annexin  II  tenascin  receptor 
126:  539 

cell  caveolin  sequence  membrane 
126:  111 

cell  junction  cadherin  PECAMl  protein 
126:  247 

interleukin  4  monocyte  selectin  integrin 
125:  1417 

microvasculature  gonadotropin  transcyto== 
sis  receptor  125:  87 

microvessel  macromol  transport  caveolae 
127:  1217 

proliferation  angiogenesis  PDGF  beta 
receptor  125:  917 

selectin  adhesion  T  cell  ligand  127:  1485 
T  lymphocyte  adhesion  gelatinase  VCAMl 
125:  1165 

vascular  lymphocyte  adhesion  ICAM3 
127:  867 

vascular  proliferation  platelet  factor  4 
127:  1121 
Enzyme 

expression  intestine  organogenesis  ontoge= 
ny  126:  211 

lysosome  trafFicking  pancreas  beta  cell 
126:  77 

medial  Golgi  stack  intercisternal  matrix 
124:  405 

Eosin 

fluorescence  photooxidn  immunoassay 
hybridization  microscopy  126:  901 
Elosinophil 

chemoattractant  calcium  inositol  DAG 
127:  489 
Epidermis 

keratin  K16  differentiation  injury 
127:  505 
Epiglycanin 

mammary  carcinoma  adhesion  laminin 
kalinin  127:  2071 
Epithelium 

adhesion  kalinin  integrin  125:  205 
basolateral  hepatocyte  growth  factor  re= 
ceptor  125:  313 

bladder  uroplakin  I  cattle  125:  171 
Bos  desmocollin  DSC3  gene  sequence 
126:  507 


CD44  antigen  isoform  124:  71 
cell  adhesion  glycoprotein  EGP40 
125:  437 

cell  membrane  protein  distribution  mitosis 
126:  1509 

cell  migration  urokinase  receptor 
126:  259 

extracellular  matrix  apoptosis  gene  bcl2 
124:  619 

growth  cadherin  catenin  cell  adhesion 
127:  247 

mesenchyme  cytokine  scatter  factor 
127:  1783 

mesenchyme  interconversion  Ela  protein 
127:  1085 

nonneuroendocrine  sorting  synaptophysin 
vesicle  127:  1589 

polarized  cadherin  catenin  distribution 
125:  1341 

polarized  Golgi  dynein  myosin  126:  661 
targeting  gene  rab3B  protein  125:  583 
Epitope 

detn  deglycosylation  fixed  tissue 
124:  1071 
ER 

protein  retrieval  Golgi  yeast  127:  21 
Ergl 

gene  TGF  betal  hydrogen  peroxide 
126:  1079 
Erythrocyte 

chromatin  fiber  ultrastructure  morphol 
125:  11 

infection  Plasmodium  sphingomyelin 
synthase  transport  124:  449 
membrane  structure  spectrin  anemia 
125:  1057 
Erythrophore 

pigment  transport  Holocentrus  calcium 
cAMP  124:463 
Erythropoiesis 

hepatocyte  growth  factor  127:  1743 
Ethidium 

bromide  staining  intermitochondrial  DNA 
transfer  125:  43 
Eukaryote 

chaperonin  hepatitis  virus  capsid  assembly 
125:  99 

higher  microfilament  function  review 
126:  821 
Evolution 

zipcode  mRNA  beta  actin  chicken 
127:  441 
Exocytosis 

calcium  membrane  retrieval  pituitary  cell 
124:  667 

pancreas  Rab3  protein  secretory  granule 
124:  43 

Paramecium  calcium  127:  935 
vesicle  transferrin  receptor  cellubrevin 
125:  1015 
Export 

RNA  nucleus  regulation  124:  627 
Extracellular 

matrix  adhesion  T  cell  ICAM3  127:  867 
matrix  assembly  chimeric  integrin 
126:  1287 

matrix  degrdn  meprin  kidney  126:  1319 
matrix  epithelium  apoptosis  gene  bcl2 
124:  619 

matrix  fibroblast  TGF  betal  assocn 
124:  171 

matrix  Kre6p  Sknlp  protein  Saccharomyc= 
es  127:  567 

matrix  thrombospondin  angiogenesis 
124:  183 

Eye 

lens  connexon  reconstitution  phosphati= 
dylcholine  membrane  126:  1047 

Ezrin 

carboxy  terminus  actin  binding  site 
126:  1445 

cell  adhesion  microvillus  125:  1371 
glycoprotein  CD44  linkage  actin  cytoskele= 
ton  126:  391 

Ela 

protein  mesenchyme  epithelium  intercon= 
version  127:  1085 
F 

actin  binding  site  vinculin  cytoskeleton 
126:  1231 
FABP 

protein  mammary  gland  differentiation 
127:  1097 
Facilitated 

transport  calmodulin  cell  nucleus 
127:  1527 

Fatty 

acid  activation  gene  enzyme  Saccharomyc= 
es  127:  751 


acylation  protein  neurite  outgrowth 
124:  521 
FBNl 

gene  fibrillin  mutation  Marfan  124:  997 
Fc 

receptor  structure  motif  sorting  endocyto= 
sis  126:  991 
FcgammaRII 

tyrosine  phosphorylation  CR3  Fcgamma= 
RIII  neutrophil  125:  1407 
FcgammaRIII 

CR3  receptor  neutrophil  respiratory  burst 
125:  1407 
Fertilization 

galactosyltransferase  sperm  126:  1573 
FGF 

basic  gene  expression  adrenal  127:  203 
Fgr 

kinase  integrin  tyrosine  phosphorylation 
neutrophil  126:  1111 

Fiber 

cell  gap  junction  reconstitution  eye 
126:  1047 

chromatin  ultrastructure  morphol  sperm 
erythrocyte  125.  11 
Fibril 

localization  chimeric  integrin  126:  1287 
Fibrillin 

skin  fibroblast  Marfan  syndrome 
124:  997 

2  gene  sequence  human  124:  855 
Fibroblast 

cAbl  tyrosine  kinase  actin  interaction 
124:  325 

endocytosis  clathrin  polymn  127:  725 
extracellular  matrix  TGF  betal  assocn 
124:  171 

microfilament  tropomyosin  stabilization 
caldesmon  125:  359 

microfilament  tropomyosin  2  pEL98  pro= 
tein  124:  757 

migration  receptor  recycling  tubule 
125:  1265 

motion  elec  field  cell  surface  127:  117 
mRNA  actin  filament  intersection 
126:  ^3 

peptide  import  deficiency  peroxisome 
disease  125:  753 

podosome  phosphorylated  integrin  subunit 
localization  126:  1299 
skin  fibrillin  Marfan  syndrome  124:  997 
skin  glycosphingolipid  transport  Golgi 
app  125:  769 

stress  relaxation  cAMP  signaling 
126:  457 

tenascin  C  stressed  collagen  gel  127:  2093 
wound  contraction  collagen  myofibroblast 
review  124:  401 
Fibronectin 

alpha4  betal  integrin  B  cell  126:  271 
assembly  cell  surface  lysophosphatidate 
127:  1447 

binding  alpha5betal  integrin  domain 
structure  124:  373 

lipocyte  myofibroblast  liver  wound  healing 
127:  2037 

receptor  adhesion  phagocytosis  integrin 
127:  1129 
Filament 

acrosome  scruin  actin  Limulus  124:  341 
actin  actinin  binding  site  location 
126:  433 

actin  dynamics  tropomodulin  review 
127:  1497 

actin  intersection  mRNA  fibroblast 
126:  863 

actin  pointed  end  cap  tropomodulin 
127:  1627 

bundle  capping  protein  cytoskeleton  or= 
ganization  126:  169 
intermediate  desmin  vimentin  muscle 
toad  126:445 

intermediate  keratin  desmosomal  protein 
binding  127:  1049 

intermediate  keratin  phosphorylation 
protein  kinase  127:  161 
intermediate  sorting  nucleus  cytoplasm 
127:  1327 
Filopodia 

lamellipodia  neurite  outgrowth  vinculin 
127:  1071 
Fimbrin 

actin  interaction  mutation  126:  423 
binding  actin  alpha  actinin  review 
126:  285 

Fish 

melanophores  microtubule  126:  1455 
sarcoplasmic  reticulum  protein  thermogen= 
ic  muscle  127:  1275 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


2136 


Fission 

yeast  recombinant  gamma  tubulin  human 
126:  1465 

Fixed 

tissue  deglycosylation  epitope  detn 
124:  1071 
FK506 

binding  proline  rotamase  yeast  127:  623 
Flagella 

calcium  channel  Chlamydomonas 
125:  1119 

Chlamydomonas  kinesin  homolog  cDNA 
sequence  126:  175 

dynein  Chlamydomonas  protein  kinase 
127:  1683 

dynein  regulatory  complex  Chlamydomo= 
nas  127:  1311 

excision  Chlamydomonas  centrin  microtu= 
bule  124:  795 

glycoprotein  movement  phosphoprotein 
dephosphorylation  Chlamydomonas 
127:  803 

pocket  polymer  secretion  Leishmania 
125:  321 

removal  Chlamydomonas  calcium 
124:  807 
Flagellum 

microtubule  Chlamydomonas  kinesin 
protein  localization  125:  1313 
Fluorescence 

photooxidn  eosin  immunoassay  hybridiza= 
tion  microscopy  126:  901 
Fluorescent 

analog  glucosylceramide  uptake  transport 
fibroblast  125:  769 
probe  actin  assembly  gradient  cell 
124:  971 
Fly 

gene  Sed5  protein  127:  357 
Focal 

adhesion  G  protein  gamma  subunit 
126:  811 

adhesion  hyaluronan  RHAMM  receptor 
126:  575 
Folding 

protein  chaperonin  HsplO  126:  305 
tubulin  chaperonin  cofactor  A  testis 
125:  989 

Free 

energy  hydrolysis  GTP  microtubule 
127:  779 

Frog 

egg  yolk  granule  sodium  transport 
125:  1047 

embryo  blastomere  adhesion  cadherin 
activin  126:  519 

nuclear  factor  7  cytoplasm  retention 
124:  7 

sperm  chromatin  remodeling  histone 
126:  591 

synaptic  vesicle  motor  nerve  okadaate 
124:  843 

From 

embryo  nerve  formation  cadherin 
127:  521 

Fruit 

fly  gene  Sed5  protein  127:  357 
Furin 

protease  ox  trans  golgi  network  127:  1829 
targeting  Golgi  structure  determinant 
126:  1157 
Fusion 

cell  influenza  hemagglutinin  event 
127:  1885 

lysosome  late  endosome  liver  126:  1173 
nucleus  envelope  yeast  karyogamy  pathway 
126:  911 

protein  NEM  sensitive  structure  function 
126:  945 

vesicle  budding  coupling  coat  protein 
124:  415 

Fyn 

kinase  localization  T  lymphocyte 
125:  639 
G 

protein  actin  cytoskeleton  mast  cell 
126:  1005 

protein  basolateral  apical  transcytosis 
124:  83 

protein  focal  adhesion  stress  fiber 
126:  811 

protein  gene  RHOl  Saccharomyces  bud= 
ding  125:  1077 

protein  gene  TC4  mitosis  125:  705 
protein  Rabl  endoplasmic  reticulum  liver 
126:  1393 

protein  rabl  transport  endoplasmic  reticu= 
lum  125:  225 

protein  vacuole  inheritance  Saccharomyces 
126:  87 


Galactosylceramide 

immunodeficiency  virus  particle  sperm 
oocyte  127:  903 
Galactosyltransferase 

sperm  egg  interaction  126:  1573 
Ganglion 

neuron  retinal  neurofilament  protein 
phosphorylation  126:  1031 

Gap 

junction  connexin  interaction  125:  879 
junction  fiber  cell  reconstitution  eye 
126:  1047 

junction  TPA  Novikoff  hepatoma 
127:  1895 

Gas2 

protein  phosphorylation  cell  cycle 
124:  743 
Gelatinase 

T  lymphocyte  adhesion  endothelium 
VCAMl  125:  1165 
Gelsolin 

gene  sequence  expression  Drosophila 
125:  607 

Gene 

ACT3  sequence  centractin  Saccharomyces 
127:  129 

basic  FGF  expression  adrenal  127:  203 
bcl2  apoptosis  epithelium  extracellular 
matrix  124:  619 

bcl2  programmed  cell  death  review  124:  1 
BEM2  GTPase  activating  protein  Saccha= 
romyces  127:  1381 

bop2  mutation  radial  asymmetry  Chlamy= 
domonas  126:  1255 
cAbl  tyrosine  kinase  actin  interaction 
124:  325 

cdc3  profilin  cytokinesis  Schizosaccharo^ 
myces  125:  1289 

chromatin  organization  human  126:  289 
collagen  growth  hormone  transgenic  mouse 
125:  695 

collagen  IV  sequence  development  mouse 
127:  879 

cytoskeleton  cardiac  hypertrophy  MAP 
kinase  126:  1565 

DCC  protein  neurite  growth  neuron 
124:  1017 

END  endocytosis  identification  Saccharo= 
myces  127:  373 

ergl  TGF  betal  hydrogen  peroxide 
126:  1079 

expression  neuron  programmed  cell  death 
127:  1717 

FAA4  acylCoA  synthetase  sequence  Sac= 
charomyces  127:  751 

FBNl  fibrillin  mutation  Marfan  syndrome 
124:  997 

fibrillin  2  sequence  human  124:  855 
FLAIO  Chlamydomonas  kinesin  like  pro= 
tein  126:  175 

FPR3  proline  rotamase  sequence  Saccha= 
romyces  127:  623 

gelsolin  sequence  expression  Drosophila 
125:  607 

GTPase  sequence  Saccharomyces 
125:  283 

HSPlO  protein  sequence  function  Saccha= 
romyces  126:  305 

ileal  lipid  protein  gut  morphogenesis 
126:  1547 

induction  integrin  monocyte  protein  phos= 
phorylation  126:  1585 
JNMl  spindle  migration  mitosis  Saccharo= 
myces  125:  143 

KAR  yeast  karyogamy  pathway  126:  911 
KRE16  SKNl  glycophosphoprotein  function 
Saccharomyces  127:  567 
LAMM  laminin  sequence  mapping  human 
124:  381 

LDLC  Golgi  protein  human  Caenorhabdi= 
tis  127:  679 

muscle  assembly  function  Caenorhabditis 
124:  475 

myc  muscle  transformation  differentiation 
125:  1137 

myosin  heavy  chain  transformation  Droso= 
phila  126:689 

myosin  myr  4  brain  calmodulin  126:  375 
MY02  SMYl  protein  colocalization  Sac= 
charomyces  125:  825 
NOP2  protein  yeast  nucleolus  127:  1799 
nuc2  cut9  interaction  anaphase  Schizosac= 
charomyces  127:  1655 
NUF2  protein  nuclear  division  Saccharo= 
myces  125:  853 

nupl  pleiotropic  mutation  nucleus  Saccha= 
romyces  127:  319 

NUP145  nucleoporin  sequence  localization 
Saccharomyces  125:  955 


PASl  sequence  Pichia  peroxisome  biogen = 
esis  127:  1259 

Pax  cerebellum  ontogeny  NGF  BDNF 
125:  417 

PERI  protein  targeting  peroxisome  Han= 
senula  127:  737 

PMCl  ATPase  sequence  Saccharomyces 
124:  351 

prolyl  isomerase  sequence  nucleolus  Sac= 
charomyces  126:  853 
rab3B  protein  epithelium  targeting 
125:  583 

rhoptry  protein  ROP2  sequence  Toxoplas= 
ma  127:  947 

RHOl  G  protein  Saccharomyces  budding 
125:  1077 

SARI  protein  secretory  pathway  yeast 
124:  425 

Sarla  Sarlb  protein  sequence  hamster 
125:  51 

SEC4  sequence  Yarrowia  125:  113 
SEC72  protein  secretory  polypeptide 
translocation  126:  935 
SedS  protein  sequence  targeting  Drosophi= 
la  127:  357 

sequence  cytoplasmic  dynein  centractin 
Neurospora  127:  139 

sequence  DSC  3  Bos  desmocollin  epithelium 
126:  507 

sequence  kinsin  brain  mouse  127:  187 
sequence  ponticulin  Dictyostelium 
126:  1421 

sequence  protein  CRAC  Dictyostelium 
126:  1537 

sequence  RNA  binding  protein  yeast 
127:  1173 

STUl  protein  mitosis  spindle  veast 
127:  1973 

TC4  G  protein  mitosis  125:  705 
therapy  mouse  myoblast  transplantation 
125:  1275 

transcription  osteoblast  E  box  factor 
126:  773 

unc87  sequence  muscle  Caenorhabditis 
127:  79 

vsis  protein  PDGF  receptor  Golgi 
127:  1843 

vsrc  p60vsrc  neoplastic  transformation 
actin  126:  475 

Wntl  protein  cell  adhesion  124:  729 
Genome 

mitochondria  homogeneity  human  cell 
125:  43 

Glia 

crystallin  cytoskeleton  temp  resistance 
125:  1385 

interaction  phosphacan  127:  1703 
Glial 

fibrillary  acidic  protein  CNS  development 
127:  813 
Glimepiride 

glycosylphospbatidylinositol  phospholipase 
adipocyte  126:  1267 
Glioma 

annexin  II  tenascin  C  receptor  126:  539 
crystallin  stress  fiber  adhesion  125:  1385 
Glomerulus 

kidney  basement  membrane  laminin  glyco= 
sylation  124:  1071 
Glucocorticoid 

receptor  signal  transduction  thymocyte 
apoptosis  127:  1729 
Glucose 

transport  glycosylphosphatidylinositol 
phospholmase  126:  1267 
transporter  GLUT4  endocytosis  signal 
126:  979 

Glucosylasparagine 

laminin  linkage  unit  basement  membrane 
124:  1071 
Glucosylceramide 

fluorescent  analog  uptake  transport  fl= 
broblast  125:  769 
Glutamate 

decarboxylase  isoform  membrane  anchor= 
ing  palmitoylation  124:  927 
receptor  calcium  synaptogenesis 
126:  1527 

VCAMl  protein  adhesion  125:  1395 
Glutamic 

acid  decarboxylase  Golgi  complex  targeting 
126:  331 
GLUT4 

caveolin  adipogenesis  caveolae  insulin 
127:  1233 

glucose  transporter  endocytosis  signal 
126:  979 

glucose  transporter  endocytosis  signal 
correction  126:  1625 


Subject  Index,  Volumes  124-127 


2137 


insulin  resistance  NIDD  diabetes  review 
126:  1123 

protein  domain  internalization  signal 
124:  705 
Glycoconjugate 

sialate  CD22beta  antigen  B  cell  126:  549 
Glycogen 

nuclear  assembly  DNA  chromatin  interme= 
diate  124:235 
Glycolipoprotein 

Dictyostelium  membrane  phospholipid 
anchor  function  124:  205 
Glycolithocholate 

transcytosis  hepatocyte  annezin  redistri^ 
bution  127:  401 
Glycophoephoprotein 

gene  KRE6  SKNl  function  Saccharomyces 
127:567 
Glycoprotein 

AMOG  nervous  system  development  AT= 
Pase  127:  835 

CD44  linkage  actin  cytoskeleton  126:  391 
cell  surface  fibroblast  elec  field  127:  117 
EGP40  epithelium  cell  adhesion  125:  437 
gp74  Golgi  membrane  124:  649 
LAMPl  cell  migration  125:  129 
membrane  misfolded  transport  retention 
mechanism  126:  41 

movement  Chlamydomonas  flagella  phos= 
phoprotein  dephosphorylation 
127:  803 

NCAM  neurite  outgrowth  VASE  sequence 
125:  427 

POM  152  sequence  pore  membrane  domain 
125:  31 

secretion  Sarla  protein  mammal  125:  51 
selectin  ligand  myeloid  cell  125:  471 
'rcN38  localization  signal  Golgi  125:  253 
Glycosaminoglycan 

attachment  site  betaglycan  124:  557 
Glycosphingolipid 

transport  Golgi  app  fibroblast  skin 
125:  769 
GIvcosylation 

laminin  kidney  glomerulus  basement 
membrane  124:  1071 
Glycosylphoephatidylinositol 

anchored  polysaccharide  protein  formation 
Leishmania  124:  935 
attachment  mammal  parasite  protozoa 
125:  333 

phospholipase  adipocyte  insulin  glimepi= 
ride  126:  1267 

protein  anchor  formation  endoplasmic 
reticulum  127:  333 
Glyptotendipes 

histone  HI  variant  chromosome  structure 
127:  1789 

Golgi 

appARFl  124:289 

app  glycosphingolipid  transport  skin  fi= 
broblast  125:  769 

app  membrane  glycoprotein  misfolded 
retention  126:  41 
app  protein  brefeldin  A  125:  997 
app  protein  transport  endoplasmic  reticu= 
lum  126:  1133 

app  retinoate  immunotoxin  cytosol  trans= 
port  125:  743 

app  spectrin  beta  assocn  127:  707 
caveola  translocation  caveolin  cholesterol 
oxidn  127:  1185 

complex  horseradish  peroxidase  transport 
127:  641 

complex  intermediate  compartment  KDEL 
receptor  127:  1557 
complex  targeting  signal  GAD65  rat 
126:  331 

disassembly  Rabl  protein  guanine  nucleo= 
tide  125:557 

dynein  myosin  polarized  epithelium 
126:  661 

endoplasmic  reticulum  protein  p63  reten= 
tion  126:  25 

furin  targeting  structure  determinant 
126:  1157 

gene  vsis  protein  PDGF  receptor 
127:  1843 

glycoprotein  TGN38  localization  signal 
125:  253 

mannosyltransferase  formation  localization 
Saccharomyces  clathrin  127:  667 
membrane  glycoprotein  gp74  124:  649 
membrane  phosphatidylcholine  yeast 
SEC14  protein  124:273 
membrane  protein  retrieval  signal  micro= 
some  127:  653 

membrane  traffic  disruption  COP  protein 
125:  1213 


microsome  transport  intermediate  vesicle 
Sarlp  124:425 

network  trans  ox  protease  furin 
127:  1829 

network  trans  structure  127:  29 
protein  transport  membrane  hepatocyte 
125:  733 

stack  intercisternal  matrix  medial  enzyme 
124:  405 

translocation  G  protein  rabl  125:  225 
transport  inhibition  mastoparan  ARF 
peptide  127:  1815 

transport  Rabl  G  protein  liver  126:  1393 
transport  rab6  GTP  binding  protein 
127:  1575 

vesicle  translocation  calcium  125:  239 
vesiculation  mitosis  COP  coated  vesicle 
125:  269 

yeast  ER  protein  retrieval  127:  21 
Gonadotropin 

chorionic  receptor  transcytosis  testis 
125:  87 
Granule 

interchromatin  small  nuclear  ribonucleo= 
protein  interaction  126:  11 
secretory  protein  pancreas  beta  cell 
126:  77 
Granulocyte 

macrophage  colony  formation  signal  CSF 
125:  651 
Growth 

cell  yeast  Bem2p  protein  phosphorylation 
127:  1381 

cone  nerve  adhesion  culture  surface 
127:  2049 

factor  hepatocyte  receptor  brain  126:  485 
hormone  collagen  gene  transgenic  mouse 
125:  695 

neuron  signaling  cAMP  127:  1693 
regulator  MDGI  mammary  gland  differen= 
tiation  127:  1097 
Gs 

protein  transcytosis  secretion  cAMP  kinase 
126:  677 

GTP 

binding  protein  rab6  Golgi  transport 
127:  1575 

binding  protein  Rhol  Saccharomyces 
budding  125:  1077 
free  energy  hydrolysis  microtubule 
127:  779 
GTPase 

activating  protein  gene  IPL2  Saccharo= 
myces  127:  1381 

interaction  protein  Bern  Saccharomyces 
127:  1395 

protein  transport  nucleus  124:  217 
rab  13  tight  junction  124:  101 
Rabl  protein  Golgi  disassembly  125:  557 
Saccharomyces  endocytosis  vacuole  sorting 
125:  283 

Sarla  Sarlb  protein  sequence  hamster 
125:  51 
Guanine 

nucleotide  dissocn  inhibitor  secretion 
liver  126:  1393 

nucleotide  Rabl  protein  Golgi  disassembly 
125:  557 

Gut 

morphogenesis  ileal  lipid  protein  gene 
126:  1547 
Hamster 

Chinese  Sarla  Sarlb  protein  sequence 
125:  51 
Hansenula 

gene  PERI  peroxisome  protein  sequence 
127:  737 

HDL 

trypanosome  lytic  factor  endocytosis  Tryp= 
anosoma  126:  155 
Healing 

liver  wound  lipocyte  myofibroblast  fibro= 
nectin  127:  2037 
Heart 

calcium  embryo  stem  cell  differentiation 
126:  701 

mouse  tenascin  X  cDNA  sequence 
125:  483 

Heat 

shock  protein  70  mitochondria  conforma= 
tion  127:  893 

shock  protein  70  peroxisome  import 
125:  1037 
Hemagglutinin 

influenza  cell  fusion  event  127:  1885 
Hematopoiesis 

hepatocyte  growth  factor  127:  1743 
Hematopoietic 

progenitor  proliferation  differentiation 
scatter  factor  127:  1743 


Hemidesmosome 

IFAP300  protein  localization  125:  159 
Hemoglobinuria 

paroxysmal  nocturnal  Leishmania  mutant 
124:  935 
Heparin 

binding  site  collagen  125:  1179 
binding  tenascin  blood  vessel  125:  483 
Hepatitis 

virus  capsid  assembly  eukaryote  chapero= 
nin  125:  99 

virus  mouse  transport  124:  55 
Hepatocarcim^en 

nongenotoxic  liver  cell  apoptosis  125:  197 
Hepatocyte 

apoptosis  nafenopin  peroxisome  prolifera= 
tor  125:  197 

growth  factor  erythropoiesis  hematopoiesis 
127:  1743 

growth  factor  receptor  brain  126:  485 
growth  factor  receptor  epithelium  basola- 
teral  125:313 

protein  transport  Golgi  membrane 
125:  733 

secretory  vesicle  proteoglycan  protein 
125:  721 

transport  choleretic  cholestatic  bile  salt 
127:  401 
Histone 

CENPA  cDNA  sequence  human  cattle 
127:  581 

frog  sperm  chromatin  remodeling 
126:  591 

HI  variant  chromosome  structure  Glypto= 
tendipes  127:  1789 

HIV 

transforming  growth  factor  articular  chon=: 
drocyte  124:  365 

HLA 

antigen  invariant  chain  complex 
125:  1225 
HMG 

CoA  reductase  regulation  Saccharomyces 
125:  299 
Holocentrus 

erythrophore  pigment  transport  calcium 
cAMP  124:463 
Homooligomer 

transforming  growth  factor  receptor 
126:  139 
Hookworm 

neutrophil  adhesion  inhibitor  integrin 
127:  2081 
Hormone 

transc^osis  testis  125:  87 
Horseradish 

peroxidase  transport  Golgi  complex 
127:  641 

Hsp 

70  protein  conformation  mitochondria 
127:  893 
Hsp70 

MIM44  complex  mitochondria  protein 
import  127:  1547 

peroxisome  protein  import  125:  1037 
Human 

cell  mitochondria  genome  homogeneity 
125:  43 

centrosome  autoantigen  PCMl  cDNA 
sequence  124:  783 

chromatin  organization  gene  cell  cycle 
126:  289 

chromosome  scaffold  protein  Sell 
127:  303 

fibrillin  2  gene  sequence  124:  855 
gamma  tubulin  recombinant  fission  yeast 
126:  1465 

histone  CENPA  cDNA  sequence  127:  581 
immunodeficiency  virus  RNA  T  cell 
126:  1353 

laminin  gene  LAMM  sequence  mapping 
124:  381 

nuclear  matrix  protein  RB  binding 
127:  609 

rab  13  GTPase  sequence  124:  101 
Hyaluronan 

binding  protein  cDNA  sequence  rat 
125:  495 

RHAMM  receptor  focal  adhesion 
126:  575 
Hyaluronate 

adhesion  ankyrin  domain  CD44 
126:  1099 
Hyaluronidase 

sperm  membrane  cumulus  penetration 
125:  1157 
Hybridization 

chromatin  organization  nuclear  halo 
126:  289 

fluorescence  photooxidn  eosin  126:  901 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


2138 


Hydrogen 

peroxide  TGF  betal  ergl  gene  126:  1079 
ICAMl 

binding  LFAl  antigen  126:  529 
ICAM3 

adhesion  lymphocyte  CD45  phosphatase 
126:  1277 

binding  LFAl  antigen  126:  529 
lymphocyte  adhesion  vascular  endothelium 
127:  867 
IFAP300 

protein  localization  desmosome  hemides= 
mosome  125:  159 
IgA 

transcytosis  receptor  MDCK  apical  endo= 
some  125:  67 

IGF 

nerve  sprouting  paralyzed  muscle  IGFBP4 
125:  893 
IGFBP4 

IGF  nerve  sprouting  paralyzed  muscle 
125:  893 

IgM 

cytotoxicity  demyelinative  neuropathy 
sulfoglucuronosyl  paragloboside 
126:  235 

Ileal 

lipid  binding  protein  expression  mouse 
126:  1547 
Immunoassay 

fluorescence  photooxidn  eosin  126:  901 
Immunodeficiency 

virus  particle  sperm  oocyte  galactosylcer= 
amide  127:  903 

virus  Tat  protein  chondrocyte  TGFbeta 
124:  365 

Immunostaining 

phosphorylated  betal  integrin  126:  1299 
Immunosuppression 

transient  therapy  myoblast  transplantation 
127:  1923 
Immunotoxin 

cytosol  transport  retinoate  Golgi  app 
125:  743 
Import 

preprotein  mitochondria  MOM  19  protein 
124:  637 

protein  mitochondria  chaperonin  HsplO 
126:  305 

protein  nucleus  receptor  protein  125:  547 
protein  peroxisome  gene  PERI  Hansenula 
127:  737 

protein  peroxisome  hsp70  125:  1037 
protein  peroxisome  Pichia  gene  PASl 
127:  1259 

U1  snRNP  somatic  cell  oocyte  125:  971 
Infectivity 

virus  endosome  pH  127:  39 
Influenza 

hemagglutinin  cell  fusion  event  127:  1885 
Influx 

calcium  neurite  growth  cadherin  laminin 
127:  1461 
Injury 

epidermis  keratin  K16  differentiation 
127:  505 
Inositol 

chemoattractant  calcium  eosinophil  DAG 
127:  489 
Insulin 

caveolin  adipogenesis  GLUT4  caveolae 
127:  1233 

glycosylphosphatidylinositol  phospholipase 
adipocyte  126:  1267 

resistance  NIDD  diabetes  GLUT4  review 
126:  1123 
Integral 

membrane  secretory  granule  protein  traf= 
Ticking  124:  33 
Integrin 

alphavbeta5  adenovirus  membrane  per= 
meabilization  127:  257 
alphavoeta6  colon  carcinoma  proliferation 
127:  547 

alpha4  betal  B  cell  adhesion  126:  271 
alpha5betal  binding  fibronectin  domain 
structure  124:  373 

alpha6beta4  mammary  carcinoma  adhesion 
epiglycanin  127:  2071 
alpha9  epithelium  muscle  correction 
124:  395 

beta  domain  localization  proliferation 
migration  125:  447 

betal  phosphorylated  immunostaining 
domain  binding  126:  1299 
betalB  cell  adhesion  motility  127:  557 
CD18  phosphorylation  paxillin  neutrophil 
127:  1477 

cell  motility  EGF  receptor  phosphorylation 


127:  859 

chimeric  126:  1287 

cytoplasmic  domain  siraaling  124:  1047 
fibronectin  receptor  adhesion  phagocytosis 
127:  1129 

gene  induction  monocyte  protein  phospho= 
^lation  126:  1585 

kalinin  keratinocyte  epithelium  adhesion 
125:  205 

keratinocyte  differentiation  cadherin 
124:  589 

LFAl  adhesion  CD45  phosphatase 
126:  1277 

neutrophil  adhesion  inhibitor  hookworm 
127:  2081 

oligodendrocyte  culture  myelin  formation 
124:  1039 

paxillin  phosphorylation  neutrophil  adhe= 
sion  127:  1139 

selectin  monocyte  interleukin  4  endotheli= 
urn  125:  1417 

tyrosine  phosphorylation  fgr  kinase  neu= 
trophil  126:  1111 
Interchromatin 

granule  small  nuclear  ribonucleoprotein 
interaction  126:  11 
Intercisternal 

matrix  Golgi  stack  medial  enzyme 
124:  405 
Interleukin 

gene  induction  monocyte  protein  phospho= 
rylation  126:  1585 

10  transforming  growth  factor  osteogenesis 
124:  569 

4  endothelium  monocyte  selectin  integrin 
125:  1417 
Intermediate 

compartment  Golgi  complex  KDEL  recep= 
tor  127:  1557 

compartment  membrane  glycoprotein 
misfolded  retention  126:  41 
compartment  transport  glycoprotein  gp74 
Golgi  124:  649 

filament  desmin  vimentin  muscle  toad 
126:  445 

filament  desmoglein  plakoglobin  domain 
127:  151 

filament  keratin  desmosomal  protein 
binding  127:  1049 

filament  keratin  phosphorylation  protein 
kinase  127:  161 

filament  protein  mutation  disease  review 
125:  511 

filament  sorting  nucleus  cytoplasm 
127:  1327 
Internalization 

signal  protein  GLUT4  domain  124:  705 
Interphase 

mammal  chromosome  supercoiled  chro= 
monema  model  127:  287 
microtubule  stability  regulation  124:  985 
Intestine 

epithelium  mitosis  protein  kinase  C 
126:  747 

liver  cadherin  cDNA  sequence  rat 
125:  1353 

organogenesis  enzjrme  expression  ontogeny 
126:  211 
Intracellular 

localization  sequence  beta  actin  chicken 
127:  441 

redistribution  cytoplasmic  d)mein  phos= 
phorylation  127:  1009 
Invariant 

chain  complex  HLA  antigen  125:  1225 
chain  structure  endocytosis  126:  317 
Isoform 

plastin  tissue  specificity  function 
127:  1995 
Isomerase 

peptidylprolyl  cis  trans  sequence  Saccha= 
romyces  127:  623 

prolyl  gene  sequence  nucleolus  Saccharo= 
myces  126:  853 
Junction 

gap  connexin  interaction  125:  879 
gap  fiber  cell  reconstitution  eye 
126:  1047 
Kalinin 

keratinocyte  epithelium  adhesion  integrin 
125:  205 

mammary  carcinoma  epiglycanin  adhesion 
127:  2071 
Karyogamy 

pathway  nucleus  congression  fusion  yeast 
126:  911 
KARl 

spindle  pole  body  yeast  CDC31  125:  843 


KDEL 

receptor  Golgi  complex  intermediate  com= 
partment  127:  1557 
Keratin 

intermediate  filament  desmosomal  protein 
binding  127:  1049 
K16  epidermis  differentiation  injury 
127:  505 

phosphorylation  protein  kinase  intermedia 
ate  filament  127:  161 
Keratinocyte 

adhesion  kalinin  integrin  125:  205 
basonuclin  multiplication  terminal  differ= 
entiation  126:  495 

differentiation  integrin  cadherin  124:  589 
growth  factor  endometrium  progesterone 
monkey  125:  393 
Keratocyte 
locomotion  127:  1957 
Kidney 

basal  lamina  development  collagen  IV 
127:  879 

glomerulus  basement  membrane  laminin 
glycosylation  124:  1071 
meprin  extracellular  matrix  degrdn 
126:  1319 

porcine  myosin  VI  127:  425 
sodium  channel  aldosterone  127:  1907 
KIF3A 

protein  nerve  axon  transport  125:  1095 
Kinase 

C  lymphocyte  ankyrin  125:  345 
C  monocytopoiesis  125:  651 
cAbI  tyrosine  actin  binding  bundling 
124:  325 

cAbl  tyrosine  actin  binding  correction 
124:  865 

CaM  nuclear  localization  signal  126:  839 
CDK  activating  sequence  cell  cycle 
127:  467 

EGF  receptor  cell  motility  124:  547 
fgr  integrin  tyrosine  phosphorylation 
neutrophil  126:  1111 
Lck  localization  T  cell  125:  639 
MAP  gene  cytoskeleton  cardiac  hypertro= 
phy  126:  1565 

PKCl  Kre6p  Sknlp  protein  Saccharomyc= 
es  127:567 

protein  C  intestine  epithelium  mitosis 
126:  747 

protein  C  potocytosis  124:  307 
protein  C  transcytosis  apical  recycling 
124:  717 

protein  caveolae  internalization  127:  1199 
protein  Chlamydomonas  dynein  flagella 
127:  1683 

protein  Gs  transcytosis  secretion  cAMP 
126:  677 

protein  p59fyn  NCAM  neurite  outgrowth 
127:  825 

protein  transforming  growth  factor  precur= 
sor  125:  903 

protein  tyrosine  palmitoylation  cysteine 
126:  353 

p34cdc2  microtubule  mitosis  127:  789 
tyrosine  EGF  receptor  cell  motility 
127:  859 

tyrosine  hyaluronan  RHAMM  receptor 
126:  575 

tyrosine  neurite  outgrowth  124:  1029 
Kinesin 

like  protein  Chlamydomonas  gene  FLAIO 
126:  175 

organelle  translocation  127:  1021 
protein  KLP68D  Drosophila  axonal  trans= 
port  127:  1041 

protein  localization  flagellum  microtubule 
Chlamydomonas  125:  1313 
Kinetochore 

cell  cycle  checkpoint  spindle  127:  1301 
CENPC  antigen  mitosis  125:  531 
microtubule  capture  release  tension  mito= 
sis  126:  1241 

protein  DNA  binding  microtubule  yeast 
127:  995 
Kinetoplast 

DNA  replication  site  configuration  Trypa= 
nosoma  126:  641 

DNA  replication  Trypanosoma  Crithidia 
126:  631 
Kinsin 

gene  sequence  brain  mouse  127:  187 
KLP68D 

kinesin  protein  Drosophila  axonal  trans= 
port  127:  1041 

K16 

keratin  epidermis  differentiation  injury 
127:  505 


Subject  Index,  Volumes  124-127 


2139 


Lamellipt^ia 

rilop<^ia  neurite  outgrowth  vinculin 
127:  1071 
Lamellipodium 

zipcode  mRNA  beta  actin  chicken 
127:  441 
Lamin 

A  neurofilament  sorting  nucleus  cytoplasm 
127:  1327 

B  DNA  replication  site  125:  1201 
degrdn  chromatin  condensation  apoptosis 
126:  827 
Laminin 

calcium  influx  neurite  growth  127:  1461 
collagen  IV  development  mouse  127:  879 
domain  lung  alveolus  formation  culture 
124:  1083 

gene  LAMM  sequence  mapping  human 
124:  381 

linkage  unit  glucosylasparagine  basement 
membrane  124:  1071 

mammary  carcinoma  epiglycanin  adhesion 
127:  2071 
LAMPl 

glycoprotein  cell  migration  125:  129 
Late 

endosome  fusion  lysosome  liver  126:  1173 
Lck 

kinase  localization  T  cell  125:  639 
LDL 

receptor  blood  brain  barrier  astrocyte 
126;  465 

receptor  structure  motif  sorting  endocyto= 
sis  126:  991 
Leishmania 

glycosylphosphatidylinositol  anchored 
polysaccharide  protein  formation 
124:  935 

polymer  secretion  flagella  pocket 
125:  321 

Lens 

connexon  reconstitution  phosphatidylcho= 
line  membrane  eye  126:  1047 
Leucine 

leucyl  endocytosis  signal  GLUT4  protein 
126:  979 
Leucyl 

leucine  endocytosis  signal  GLUT4  protein 
126;  979 
Leukocyte 

activation  selectin  cleavage  125:  461 
LFAl 

antigen  binding  ICAMl  ICAM3  126:  529 
antigen  T  lymphocyte  adhesion  calcium 
124:  1061 

integrin  adhesion  CD45  phosphatase 
126:  1277 

Life 

span  Saccharomyces  daughter  aging  moth= 
er  127:  1985 
Ligand 

binding  PECAM  1  structure  124:  195 
cytoskeleton  microfliament  adhesion  CD8 
lymphocyte  125:  945 
recognition  adhesion  P  selectin  EGP 
124:  609 

T  cell  adhesion  endothelium  selectin 
127;  1485 
Limulus 

acrosome  filament  scruin  actin  124:  341 
Link^e 

unit  laminin  glucosylasparagine  basement 
membrane  124:  1071 

Lipid 

distribution  membrane  protein  aggregation 
125;  795 

elasticity  cytoskeleton  plant  cell  optics 
126:  713 

metab  acylCoA  synthetase  FAA  Saccharo= 
myces  127:  751 
Lipocyte 

myoflbroblast  liver  wound  healing  fibro= 
nectin  127:  2037 

Liver 

cell  apoptosis  nongenotoxic  hepatocarcino= 
gen  125:  197 

golgi  app  transport  apolipoprotein  E 
127:  1859 

intestine  cadherin  cDNA  sequence  rat 
125:  1353 

lysosome  fusion  late  endosome  126:  1173 
proteoglycan  secretion  ADP  ribosylation 
factor  125:  721 

transcription  factor  ontogeny  126:  223 
vesicle  secretion  protein  Rabl  GDI 
126:  1393 

wound  healing  lipocyte  myofibroblast 
fibronectin  127:  2037 


Localization 

caveolae  protein  tyrosine  kinase  tripeptide 
126:  353 

intracellular  sequence  beta  actin  chicken 
127:  441 
Locomotion 

cytoplasm  actin  Drosophila  embryo 
127:  1637 

keratocyte  127:  1957 
Lung 

alveolus  formation  culture  laminin  domain 
124:  1083 
Lymphocyte 

adhesion  ICAM3  CD45  phosphatase 
126:  1277 

adhesion  vascular  endothelium  ICAM3 
127:  867 

CD8  adhesion  microfilament  ligand  cy= 
toskeleton  125:  945 
protein  kinase  C  ankyrin  125:  345 
T  adhesion  endothelium  gelatinase 
VCAMl  125:  1165 
T  adhesion  LFAl  antigen  calcium 
124:  1061 

T  Fyn  kinase  localization  125:  639 
Lymphoma 

Thy  1  neg  Leishmania  mutant  124;  935 
Lysine 

serine  VCAMl  protein  adhesion 
125:  1395 

Lysophosphatidate 

fibronectin  assembly  cell  surface 
127:  1447 

nerve  morphol  protein  Rho  126:  801 
Lysosome 

degrdn  P  selectin  structure  124:  435 
enzyme  trafficking  pancreas  beta  cell 
126:  77 

formation  mammal  receptor  recycling 
Rab9  125:  573 

fusion  late  endosome  liver  126:  1173 
transport  clathrin  heavy  chain  Dictyosteli= 
um  126:  343 

L2gl 

protein  cytoskeleton  Drosophila  embryo 
127:  1345 
Macromol 

transport  caveolae  microvessel  endothelium 
127:  1217 
Macropinosome 

coat^  pit  endocytosis  124:  689 
Mammal 

cell  nucleus  polyadenylate  contg  RNA 
126:  877 

epsilon  COP  protein  Golgi  transport 
125:  1213 

furin  targeting  Golgi  structure  determi= 
nant  126:  1157 

interphase  chromosome  supercoiled  chro= 
monema  model  127:  287 
lysosome  formation  receptor  recycling 
Rab9  125:  573 

oligomeric  protein  transport  peroxisome 
127:  1245 

parasite  protozoa  glycosylphosphatidylino= 
sitol  attachment  125:  333 
yeast  gamma  tubulin  functional  conserva= 
tion  126;  1465 
Mammary 

carcinoma  epiglycanin  adhesion  laminin 
kalinin  127;  2071 

gland  basement  membrane  stromelysin 
125:  681 

gland  differentiation  FABP  protein  MDGI 
127:  1097 

transdifferentiation  TGF  beta  receptor 
127;  2021 
Mannose 

phosphate  receptor  recycling  lysosome 
formation  125:  573 
Mannosidase 

II  Golgi  stack  intercisternal  matrix 
124:  405 

Mannosyltransferase 

formation  localization  Golgi  Saccharomyc= 
es  clathrin  127:  667 

MAP 

kinase  gene  cytoskeleton  cardiac  hypertro= 
phy  126:  1565 

protein  microtubule  organization 
126:  1017 
Mapping 

actin  protein  interaction  surface  yeast 
126:  423 

gene  JNMl  Saccharomyces  chromosome 
125:  143 

sequence  laminin  gene  LAMM  human 
124:  381 


Marfan 

syndrome  fibrillin  skin  fibroblast 
124:  997 

Mast 

cell  actin  cytoskeleton  G  protein 
126:  1005 
Mastoparan 

ARF  peptide  Golgi  transport  inhibition 
127:  1815 

calcium  Chlamydomonas  flagella  removal 
124:  807 
Maternal 

effect  mutation  dynein  gene  Drosophila 
126:  1475 
Matrix 

extracellular  Kre6p  Sknlp  protein  Saccha= 
romyces  127:  M7 

intercisternal  Golgi  stack  medial  enzyme 
124:  405 

proteins  osteoclast  osteocalcin  127:1149 
MOCK 

cell  basolateral  protein  sorting  125;  1025 
receptor  transcj^osis  IgA  apical  endosome 
125:  67 
MDGI 

mammary  gland  differentiation  127:  1097 
Medial 

enzyme  Golgi  stack  intercisternal  matrix 
124:  405 
Meiosis 

prophase  Saccharomyces  chromosome 
homologous  pairing  125:  1191 
Schizosaccharomyces  chromosome 
127:  273 

Meil 

gene  product  localization  126:  199 
Melanophores 

fish  microtubule  126:  1455 
Membrane 

actin  interaction  Dictyostelium  ponticulin 
126:  1433 

anchoring  glutamate  decarboxylase  isoform 
palmitoylation  124:  927 
ATPase  subunit  assembly  127:  55 
basement  laminin  linkage  unit  glucosylas= 
paragine  124;  1071 

basolateral  epithelium  scatter  factor  recep= 
tor  125:  313 

cell  actin  cytoskeleton  Saccharomyces 
125:  381 

erythrocyte  structure  spectrin  anemia 
125:  1057 

glycoprotein  misfolded  transport  retention 
mechanism  126:  41 

glycoprotein  movement  flagella  phospho= 
protein  dephosphorylation  127:  803 
Golgi  glycoprotein  gp74  124:  649 
Golgi  phosphatidylcholine  yeast  SEC  14 
protein  124:  273 

Golgi  traffic  disruption  COP  protein 
125:  1213 

insertion  connexin  proteolytic  processing 
127;  343 

location  gene  SEC72  protein  Saccharomyc= 
es  126:  935 

permeabilization  adenovirus  integrin 
alpha vbeta5  127;  257 
phosphatidylcholine  connexon  reconstitu= 
tion  eye  lens  126:  1047 
pore  domain  protein  POM152  yeast 
125:  31 

protein  distribution  mitosis  epithelium 
cell  126:  1509 

protein  mitochondria  126:  1361 
protein  mitochondria  yeast  126:  1375 
protein  retrieval  signal  Golgi  microsome 
127:  653 

protein  ROP2  parasitophorous  vacuole 
Toxoplasma  127:  947 
protein  transport  Golgi  hepatocyte 
125:  733 

receptor  diffusion  compartment 
125;  1251 

retrieval  pituitary  cell  exocytosis  calcium 
124:  667 

ruffling  Gas2  protein  phosphorylation 
124:  743 

sperm  hyaluronidase  cumulus  penetration 
125:  1157 

topol  CHIP28  protein  biogenesis  125:  803 
topol  uroplakin  la  Ib  cattle  125:  171 
Meprin 

extracellular  matrix  degrdn  kidney 
126:  1319 
Mesenchyme 

epithelium  cytokine  scatter  factor 
127:  1783 

epithelium  interconversion  Ela  protein 
127:  1085 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


2140 


Metaphase 

anaphase  Drosophila  centromere  binding 
protein  127:  1159 
MHC 

class  II  complex  subcellular  vesicle 
125:  595 

class  II  complex  transport  125:  1225 
class  II  multilaminar  endocytic  compart= 
ment  126:  967 
Microfilament 

function  Saccharomyces  eukaryote  review 
126:  821 

ligand  cytoskeleton  adhesion  CDS  lympho= 
cyte  125:  945 

Schwann  cell  syndecan  1  124:  161 
stabilization  fibroblast  caldesmon 
125:  359 

tropomyosin  2  pEL98  protein  fibroblast 
124:  757 
Microscopy 

electron  actin  actinin  binding  site 
126:  433 

fluorescence  pbotooxidn  eosin  immunoas= 
say  hybridization  126:  901 
Microsome 

membrane  protein  retrieval  signal  Golgi 
127:  653 
Microtubule 

assembly  sympathetic  nerve  outgrowth 
127:  1407 

assembly  turnover  XMAP  127:  985 
assocd  protein  XMAP230  Xenopus  egg 
127:  1289 

capture  release  tension  kinetochore  mitosis 
126:  1241 

centrin  Chlamydomonas  flagella  excision 
124:  795 

dynein  binding  dynein  regulatory  complex 
125:  1109 

flagellum  Cblamydomonas  kinesin  protein 
localization  125:  1313 
GTP  free  energy  hydrolysis  127:  779 
interaction  gene  STUl  protein  yeast 
127:  1973 

lattice  seam  visualization  127:  1965 
melanophores  fish  126:  1455 
motor  protein  KIF4  organelle  transport 
127:  187 

organization  MAP  protein  126:  1017 
p34cdc2  kinase  mitosis  127:  789 
ribosome  assocn  127:  973 
stability  interpbase  regulation  124:  985 
tau  protein  adult  isoform  binding 
124:  769 

yeast  DNA  binding  kinetochore  protein 
127:  995 

Microvasculature 

endothelium  gonadotropin  transcytosis 
receptor  125:  87 
Micro  vessel 

endothelium  macromol  transport  caveolae 
127:  1217 
Microvillus  • 

cell  ezrin  moesin  radixin  125:  1371 
Migration 

cell  chimeric  integrin  126:  1287 
cell  LAMPl  glycoprotein  125:  129 
integrin  beta  domain  125:  447 
MIM44 

Hsp70  complex  mitochondria  protein 
import  127:  1547 
Mineralization 

osteogenesis  tetranectin  127:  1767 
Misfolded 

membrane  glycoprotein  transport  retention 
mechanism  126:  41 
Mitochondria 

biogenesis  preprotein  import  MOM19 
protein  124:  637 

calcium  homeostasis  intact  cell  126:  1183 
genome  homogeneity  human  cell  125:  43 
heat  shock  protein  70  conformation 
127:  893 

import  protein  chaperonin  HsplO 
126:  305 

membrane  protein  126:  1361 
membrane  protein  yeast  126:  1375 
protein  import  Hsp70  MIM44  complex 
127:  1547 

RNA  RNAse  MRP  transport  124:  871 
Mitogenesis 

EGF  receptor  structure  124:  547 
Mitogenic 

signaling  PDGF  phosphoinositol  kinase 
receptor  127:  479 
Mitosis 

anaphase  defect  cut9  mutation  Schizosac= 
charomyces  127:  1655 
CENPE  protein  degrdn  125:  1303 


chromosome  scaffold  protein  Sell 
127:  303 

Dictyostelium  regulatory  myosin 
127:  1933 

dissocn  autoantigen  PCMl  centrosome 
human  124:  783 

Drosophila  centromere  binding  protein 
CENPB  127:  1159 
G  protein  gene  TC4  125:  705 
Golgi  vesiculation  COP  coated  vesicle 
125:  269 

intestine  epithelium  protein  kinase  C 
126:  747 

kinetochore  CENPC  antigen  125:  531 
membrane  protein  distribution  epithelium 
cell  126:  1509 

microtubule  capture  release  tension  kine= 
tochore  126:  1241 
myosin  light  chain  phosphorylation 
124:  129 

p34cdc2  kinase  microtubule  127:  789 
sea  urchin  zygote  maloriented  chromosome 
126:  189 

spindle  migration  gene  JNMl  Saccharo= 
myces  125:  143 

spindle  yeast  gene  STUl  protein 
127:  1973 

spliceosome  small  nuclear  ribonucleopro^:: 
tein  126:  11 

transition  checkpoint  chromosome 
127:  1301 

vertebrate  chromosome  position  review 
124:  223 
Mitotic 

spindle  Saccharomyces  gene  STUl  se= 
quence  127:  1973 
Mnemiopsis 

cilia  calcium  125:  1127 
Model 

cell  protein  endocytosis  125:  783 
Moesin 

cell  adhesion  microvillus  125:  1371 
glycoprotein  CD44  linkage  actin  cytoskele= 
ton  126:  391 

Mol 

architecture  chromatin  nucleosome  ribbon 
125:  1 

motor  myosin  regulatory  light  chain 
124:  963 
MOM19 

protein  mitochondria  biogenesis  preprotein 
import  124:  637 
Monkey 

keratinocyte  growth  factor  endometrium 
progesterone  125:  393 
Monoamine 

transporter  localization  dense  core  vesicle 
127:  1419 
Monoclonal 

antibody  endosome  acidification  inhibition 
127:  39 
Monocyte 

interleukin  4  endothelium  selectin  integrin 
125:  1417 

protein  phosphorylation  integrin  gene 
induction  126:  1585 
Monocytopoiesis 

protein  kinase  C  125:  651 
Morphogenesis 

cartilage  thyroxine  126:  1311 
gut  ileal  lipid  protein  gene  126:  1547 
Morphogenetic 

bone  protein  differentiation  myoblast 
osteoblast  127:  1755 
Morphol 

ultrastructure  chromatin  fiber  sperm 
erythrocyte  125:  11 
Motif 

VLA4  binding  VCAMl  cell  adhesion 
125:  215 
Motility 

cell  betalB  integrin  127:  557 
Motor 

nerve  synaptic  vesicle  Rana  okadaate 
124:  843 
Mouse 

brain  kinsin  gene  sequence  127:  187 
cDNA  desmin  sequence  124:  827 
collagen  IV  gene  sequence  development 
127:  879 

collagenase  cDNA  sequence  expression 
124:  1091 

hepatitis  virus  transport  124:  55 
ileal  lipid  binding  protein  expression 
126:  1547 

myoblast  transplantation  gene  therapy 
125:  1275 

retinoate  receptor  beta2  regulation  ORF 
127:  nil 


tenascin  X  cDNA  sequence  heart 
125:  483 

testis  chaperonin  cofactor  A  sequence 
125:  989 

transgenic  collagen  growth  hormone  gene 
125:  695 

vascular  adhesion  VCAMl  structure  func= 
tion  125:  1395 
mRNA 

acetylcholinesterase  neuromuscular  sy= 
napse  neuron  127:  1061 
actin  filament  intersection  fibroblast 
126:  863 

actin  localization  cell  motility  126:  1211 
beta  actin  intracellular  localization  se= 
quence  127:  441 

beta  actin  serum  signal  transduction 
126:  1221 

dynein  expression  Drosophila  ovary 
126:  1475 

splicing  CaM  kinase  nucleus  targeting 
126:  839 

splicing  complex  nuclear  matrix  antigen 
127:  593 

splicing  factor  disruption  transcription 
124:  249 

transport  nucleus  yeast  126:  649 
MRP 

RNA  mitochondria  transport  124:  871 
Multilaminar 

endocytic  compartment  MHC  class  II 
126:  %7 
Multiplication 

keratinocyte  basonuclin  126:  495 
Muscle 

assembly  function  gene  Caenorhabditis 
124:  475 

body  wall  nematode  development  unc87 
127:  71 

body  wall  protein  nematode  embryo 
124:  491 

cholinergic  receptor  aggregation  phospho= 
rylation  125:  661 

crossbridge  structure  change  force  genera= 
tion  127:  763 

defect  Drosophila  myosin  gene  overexpres= 
sion  126:  689 

denervation  connective  tissue  remodeling 
127:  1435 

desmin  vimentin  organization  toad 
126:  445 

gene  unc87  sequence  Caenorhabditis 
127:  79 

innervation  sodium  channel  124:  139 
myoblast  transplantation  purifn 
125:  1275 

paralyzed  nerve  sprouting  IGF  IGFBP4 
125:  893 

Rana  basal  lamina  acetylcholinesterase 
125:  183 

regulatory  factor  protein  somite  myogenes= 
is  127:95 

skeletal  calcium  release  channel  structure 
127:  411 

skeletal  mouse  tenascin  cDNA  skin 
125:  483 

smooth  caveolae  purifn  protein  identifica= 
tion  126:  127 

smooth  cCRP  protein  embryo  develop= 
ment  124:  117 

smooth  contraction  myosin  monomer 
conformation  126:  1195 
thermogenic  sarcoplasmic  reticulum  pro= 
tein  fish  127:  1275 

transformation  differentiation  gene  myc 
125:  1137 
Mutant 

CHO  resistance  brefeldin  A  126:  65 
Dictyostelium  phagocytosis  conditional 
defect  126:  955 

phenotype  myosin  rescue  Drosophila 
transformation  126:  689 
Mutation 

Chlamydomonas  gene  bop2  radial  asym= 
metry  126:  1255 

Dictyostelium  endocytosis  127:  387 
gene  cut9  Schizosaccharomyces  anaphase 
bypass  127:  1655 

maternal  effect  dynein  gene  Drosophila 
126:  1475 

Pichia  gene  PASl  peroxisome  ghost 
127:  1259 

protein  intermediate  filament  disease 
review  125:  511 

signal  sequence  thylakoid  membrane 
126:  365 

tubulin  suppression  gene  STUl  Saccharo= 
myces  127:  1973 


Subject  Index,  Volumes  124-127 


2141 


Myc 

gene  muscle  transformation  differentiation 
125;  1137 
Myelin 

formation  culture  oligodendrocyte  integrin 
124:  1039 

Po  protein  structure  cell  adhesion 
126:  1089 
Myeloid 

cell  glycoprotein  selectin  ligand  125:  471 
Myoblast 

mouse  transplantation  gene  therapy 
125:  1275 

osteoblast  differentiation  bone  morpho= 
genetic  protein  127:  1755 
transplantation  transient  immunosuppres= 
sion  therapy  127;  1923 
MyoD 

regulation  desmin  124:  827 
Myofibroblast 

lipocyte  liver  wound  healing  Hbronectin 
127:  2037 

wound  contraction  collagen  fibroblast 
review  124:  401 
Myogenesis 

myogenin  MyoD  regulation  desmin 
124:  827 

somite  muscle  regulatory  factor  protein 
127:  95 
Myogenin 

regulation  desmin  124:  827 
Myosin 

ATPase  motility  coupling  regulatory  chain 
124:  963 

Drosophila  embryo  cytoskeleton  protein 
pl27  127:  1361 

gene  overexpression  Drosophila  muscle 
defect  126:  689 

Golgi  polarized  epithelium  126:  661 
II  regulation  phosphorylation  Dictyostelium 
review  127:  1779 
interaction  titin  126:  1201 
light  chain  phosphorylation  mitosis 
124:  129 

monomer  conformation  smooth  muscle 
contraction  126:  1195 
Myo2  protein  Smyl  colocalization  Saccha= 
romyces  125;  825 

myr  4  cDNA  sequence  rat  126:  375 
regulatory  Dictyostelium  cytokinesis  mito= 
sis  127:  1933 

regulatory  light  chain  phosphorylation 
Dictyostelium  127:  1945 
Saccharomyces  growth  calmodulin  binding 
124:  315 

VI  sequence  porcine  127;  425 
Myristoylation 

protein  Saccharomyces  acylCoA  synthetase 
FAA  127:751 
N 

cadherin  calcium  influx  neurite  growth 
127:  1461 

CAM  interaction  phosphacan  127:  1703 
NADPH 

oxidase  superoxide  osteoclast  bone  resorp= 
tion  126:  765 
Nafenopin 

hepatocyte  apoptosis  125:  197 
NAP57 

nucleolus  protein  cDNA  sequence  rat 
127:  1505 
NCAM 

binding  neurocan  125;  669 
glycoprotein  neurite  outgrowth  VASE 
sequence  125:  427 

neurite  outgrowth  protein  kinase  p59fyn 
127:  825 

NEM 

sensitive  fusion  protein  structure  function 
126:  945 
Nematode 

development  body  wall  muscle  unc87 
127;  71 

embryo  body  wall  muscle  protein 
124:  491 
Neogenin 

protein  cDNA  sequence  chicken 
127:  2009 
Neoplastic 

transformation  retinoblastoma  protein 
cyclin  Dl  125:  625 

transformation  vsrc  p60vsrc  gene  actin 
126:  475 
Nerve 

axon  transport  KIF3A  protein  125:  1095 
c  jun  gene  apoptosis  127;  1717 
formation  from  embryo  cadherin 
127:  521 

growth  cone  adhesion  culture  surface 


127:  2049 

morphol  lysophosphatidate  thrombin 
protein  Rho  126;  801 
motor  synaptic  vesicle  Rana  okadaate 
124;  843 

outgrowth  adhesion  mol  kinase  124:  1029 
polarity  calcium  glutamate  receptor 
126:  1527 

sensory  protein  neuroglia  proliferation 
124:  1005 

sprouting  paralyzed  muscle  IGF  IGFBP4 
125:  893 

sympathetic  apoptosis  NGF  withdrawal 
124:  537 

sympathetic  outgrowth  microtubule  as= 
sembly  127:  1407 
tau  protein  adult  isoform  tubulin 
124:  769 
Nervous 

system  cerebroglycan  development 
124:  149 

system  development  glycoprotein  AMOG 
ATPase  127:  835 
Network 

ox  trans  golgi  protease  furin  127:  1829 
Neurite 

growth  calcium  influx  cadherin  laminin 
127:  1461 

growth  neuron  gene  DCC  protein 
124:  1017 

outgrowth  chondroitin  sulfate  proteoglycan 
brain  126:  783 

outgrowth  lamellipodia  filopodia  vinculin 
127:  1071 

outgrowth  NCAM  glycoprotein  VASE 
sequence  125:  427 

outgrowth  NCAM  protein  kinase  p59fyn 
127:  825 

outgrowth  neurocan  125:  669 
outgrowth  protein  fatty  acylation 
124:  521 

outgrowth  tyrosine  kinase  124:  1029 
Neurocan 

NCAM  binding  neurite  outgrowth 
125:  669 
NeuroFilament 

NFL  laminin  sorting  nucleus  cytoplasm 
127:  1327 

protein  dynamics  neuron  127:  173 
protein  phosphorylation  retinal  ganglion 
neuron  126:  1031 
Neuroglia 

proliferation  protein  sensory  nerve 
124:  1005 

proliferation  protein  sensory  nerve  correc= 
tion  125:  1429 
Neuromuscular 

synapse  acetylcholinesterase  mRNA  neu= 
ron  127:  1061 
Neuron 

acetylcholinesterase  mRNA  neuromuscular 
synapse  127;  1061 

endosome  sorting  polymeric  Ig  receptor 
127:  1603 

gene  expression  programmed  cell  death 
127:  1717 

powth  signaling  cAMP  127:  1693 
interaction  phosphacan  127:  1703 
neurite  growth  gene  DCC  protein 
124:  1017 

neurofilament  protein  dynamics  127:  173 
retinal  ganglion  neurofilament  protein 
phosphorylation  126:  1031 
Neuronal 

differentiation  human  neogenin 
127;  2009 
Neuropathy 

demyelinative  sulfoglucuronosyl  paraglo= 
boside  IgM  cytotoxicity  126:  235 
Neurospora 

cytoplasmic  dynein  centractin  gene  se= 
quence  127:  139 
Neurotrophin 

Pax  gene  cerebellum  cell  ontogeny 
125:  417 
Neutrophil 

adhesion  inhibitor  hookworm  integrin 
127:  2081 

CD18  integrin  phosphorylation  paxillin 
127:  1477 

integrin  tyrosine  phosphorylation  fgr 
kinase  126;  1111 

paxillin  phosphorylation  CR3  receptor 
127:  1139 

respiratory  burst  CR3  FcgammaRIII  re= 
ceptor  125:  1407 
Newborn 

basal  lamina  collagen  IV  mouse  127:  879 


NGF 

Pax  gene  cerebellum  ontogeny  125:  417 
withdrawal  sympathetic  nerve  apoptosis 
124:  537 
NIDD 

diabetes  GLUT4  insulin  resistance  review 
126:  1123 
Nomenclature 

actin  related  protein  Arp  127:  1777 
Nongenotoxic 

hepatocarcinogen  liver  cell  apoptosis 
125:  197 

Nonneuroendocrine 

epithelium  sorting  synaptophysin  vesicle 
127;  1589 
NOP2 

gene  protein  yeast  nucleolus  127:  1799 
Novikoff 

hepatoma  TPA  gap  junction  127:  1895 
NSF 

protein  domain  structure  function 
126:  945 
Nuclear 

assembly  DNA  glycogen  chromatin  inter= 
mediate  124:  235 

division  Saccharomyces  gene  NUF2  protein 
125:  853 

factor  7  Xenopus  cytoplasm  retention 
124:  7 

halo  hybridization  chromatin  organization 
126:  289 

localization  signal  CaM  kinase  126:  839 
matrix  antigen  mRNA  splicing  complex 
127:  593 

matrix  protein  RB  binding  human 
127:  609 

pore  complex  protein  interaction  Xenopus 
126:  603 

pore  complex  Tpr  protein  localization 
127:  1515 

pore  mutation  gene  nupl  Saccharomyces 
127:  319 
Nucleolus 

gene  NOP2  protein  yeast  127:  1799 
prolyl  isomerase  gene  sequence  Saccharo= 
myces  126:  853 

protein  NAP57  cDNA  sequence  rat 
127:  1505 

Saccharomyces  gene  FPR3  proline  rota= 
mase  127:  623 
Nucleoporin 

gene  NUP145  sequence  localization  Sac= 
charomyces  125;  955 
interaction  yeast  126;  619 
Nucleosome 

ribbon  chromatin  mol  architecture  confor= 
mation  125:  1 
Nucleotide 

guanine  dissocn  inhibitor  secretion  liver 
126:  1393 
Nucleus 

congression  fusion  karyogamy  pathway- 
yeast  126:  911 

cytoplasm  sorting  neurofilament  NFL 
laminin  127:  1327 

DNA  fragmentation  apoptosis  127:  15 
envelope  nucleoporin  Saccharomyces 
125:  955 

mRNA  transport  yeast  126:  649 
polyadenylate  contg  RNA  mammal  cell 
126:  877 

protein  import  receptor  protein  125:  547 
protein  transport  GTPase  124:  217 
RNA  export  regulation  124:  627 
RNA  omega  Drosophila  125:  21 
targeting  CaM  kinase  mRNA  splicing 
126:  839 

U1  snRNP  transport  cap  125:  971 
Nuc2 

cut9  gene  interaction  anaphase  Schizosac= 
charomyces  127;  1655 
NUF2 

gene  protein  nuclear  division  Saccharo= 
myces  125:  853 
NUP145 

gene  nucleoporin  sequence  localization 
Saccharomyces  125:  955 
Occludin 

protein  ZOl  tight  junction  127:  1617 
OCEl 

element  osteocalcin  gene  promoter 
126:  773 
Okadaate 

synaptic  vesicle  motor  nerve  Rana 
124:  843 

Oligodendrocyte 

culture  integrin  myelin  formation 
124:  1039 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


2142 


Oligomeric 

protein  transport  peroxisome  yeast 
127:  1245 
Oligosaccharide 

disulfide  bond  uroplakin  I  cattle  125:  171 
Omega 

RNA  nucleus  Drosophila  125:  21 
Oncoprotein 

virus  cyclin  D1  cell  cycle  125:  625 
Ontogeny 

intestine  organogenesis  enzyme  expression 
126:  211 

liver  transcription  factor  126:  223 
Pax  gene  cerebellum  NGF  BDNF 
125:  417 
Oocyte 

immunodeficiency  virus  particle  sperm 
galactosylceramide  127:  903 
somatic  cell  U1  snRNP  import  125:  971 
Oogenesis 

actin  bundle  singed  protein  Drosophila 
125:  369 

cytoplasmic  dynein  Drosophila  126:  1475 
Optics 

lipid  elasticity  cytoskeleton  plant  cell 
126:  713 

ORF 

retinoate  receptor  beta2  regulation  mouse 
127:  nil 
Organ 

sodium  channel  aldosterone  127:  1907 
Organelle 

translocation  kinesin  127:  1021 
transport  microtubule  motor  protein  KIF4 
127:  187 
Organogenesis 

intestine  enzyme  expression  ontogeny 
126:  211 
Osteoblast 

gene  transcription  E  box  factor  126:  773 
myoblast  differentiation  bone  morphogen= 
etic  protein  127:  1755 
TGF  receptor  signal  transduction 
126:  1079 
Osteocalcin 

chemotaxis  matrix  proteins  osteoclast 
127:  1149 

gene  promoter  OCEl  element  126:  773 
Osteoclast 

chemotaxis  matrix  proteins  osteocalcin 
127:  1149 

collagenase  expression  mouse  124:  1091 
NADPH  oxidase  superoxide  bone  resorp= 
tion  126:  765 
Osteogenesis 

mineralization  tetranectin  127:  1767 
transforming  growth  factor  interleukin  10 
124:  569 
Osteoinduction 

Vgrl  protein  bone  formation  126:  1595 
Oval 

cell  differentiation  liver  transcription 
factor  126:  223 
Ovary 

Drosophila  dynein  mRNA  expression 
126:  1475 
Ovotransferrin 

receptor  bone  formation  embryo  124:  579 
Ox 

trans  golgi  network  protease  furin 
127:  1829 
Oxidase 

NADPH  superoxide  osteoclast  bone  re= 
sorption  126:  765 
P 

selectin  ligand  recognition  adhesion  EGF 
124:  609 

selectin  structure  degrdn  lysosome 
124:  435 
Palmitoylation 

glutamate  decarboxylase  isoform  mem= 
brane  anchoring  124:  927 
protein  tyrosine  kinase  cysteine  126:  353 
Pancreas 

beta  cell  protein  sorting  126:  77 
Rab3  protein  secretory  granule  exocytosis 
124:  43 
Paramecium 

exocytosis  calcium  127:  935 
protein  secretion  trichocyst  formation 
124:  893 
Parasite 

protozoa  mammal  glycosylphosphatidyli= 
nositol  attachment  125:  333 
Parasitophorous 

vacuole  membrane  protein  ROP2  Toxo= 
plasma  127:  947 
Parathyroid 

hormone  related  peptide  bone  cartilage 
126:  1611 


Paroxysmal 

nocturnal  hemoglobinuria  Leishmania 
mutant  124:  935 

Pax 

gene  cerebellum  ontogeny  NGF  BDNF 
125:  417 
Paxillin 

phosphorylation  CD18  integrin  neutrophil 
127:  1477 

phosphorylation  CR3  receptor  neutrophil 
127:  1139 
PDGF 

endothelium  proliferation  angiogenesis 
beta  receptor  125:  917 
phosphoinositol  kinase  receptor  mitogenic 
signaling  127:  479 
receptor  gene  vsis  protein  Golgi 
127:  1843 
PECAM 

1  structure  ligand  binding  124:  195 
PECAM  1 

protein  cadherin  cell  junction  endothelium 
126:  247 
pEL98 

protein  tropomyosin  2  fibroblast  microfila= 
ment  124:  757 
Penetration 

cumulus  hyaluronidase  sperm  membrane 
125:  1157 
Peptide 

cyclic  disulfide  binding  integrin 
alpha5betal  124:  373 
import  deficiency  fibroblast  peroxisome 
disease  125:  755 

integrin  PY  betal  antibody  126:  1299 
signal  protein  sorting  peroxisome 
127:  1245 
Peptidylprolyl 

cis  trans  isomerase  sequence  Saccharomyc= 
es  127:623 
Permeabilization 

membrane  adenovirus  integrin  alphavbeta5 
127:  257 
Peroxidase 

horseradish  transport  Golgi  complex 
127:  641 
Peroxisomal 

membrane  protein  PMP47  124:  915 
Peroxisome 

biogenesis  gene  PERI  Hansenula 
127:  737 

disease  fibroblast  peptide  import  deficien= 
cy  125:  755 

ghost  Pichia  gene  PASl  mutation 
127:  1259 

oligomeric  protein  transport  yeast 
127:  1245 

proliferator  nafenopin  hepatocyte  apopto= 
sis  125:  197 

protein  import  hsp70  125:  1037 
pH 

calcium  transport  sorting  secretogranin  II 
127:  693 

endosome  virus  infectivity  127:  39 
proinsulin  cleavage  secretory  vesicle 
126:  1149 
Phagocytosis 

conditional  defect  Dictyostelium  mutant 
126:  955 

fibronectin  receptor  integrin  127:  1129 
Phagolysosome 

biogenesis  endocytic  app  124:  677 
Phosphacan 

interaction  neuron  glia  N  CAM  127:  1703 
Phosphatase 

alk  assay  vacuole  inheritance  yeast 
126:  87 

CD45  ICAM3  adhesion  Ijmnphocyte 
126:  1277 

Phosphatidylcholine 

Golgi  membrane  yeast  SEC14  protein 
124:  273 

membrane  connexon  reconstitution  eye 
lens  126:  1047 

phosphatidylinositol  protein  Yarrowia 
development  125:  113 
Phosphatidylinositol 

phosphatidylcholine  protein  Yarrowia 
development  125:  113 
Phosphoinositol 

kinase  PDGF  receptor  mitogenic  signaling 
127:  479 
Phospholipase 

C  EGF  receptor  cell  motility  127:  847 
glycosylphosphatidylinositol  adipocyte 
insulin  glimepiride  126:  1267 
Phospholipid 

anchor  function  glycolipoprotein  Dict= 
yostelium  membrane  124:  205 


Phosphoprotein 

dephosphorylation  flagella  glycoprotein 
movement  Chlamydomonas  127:  803 
Phosphorylated 

betal  integrin  immunostaining  domain 
binding  126:  1299 
Phosphorylation 

cholinergic  receptor  aggregation  muscle 
125:  661 

cytoplasmic  dynein  intracellular  redistri= 
bution  127:  1009 

differential  cytoplasmic  dynein  127:  1671 
EGF  receptor  integrin  cell  motility 
127:  859 

Gas2  protein  cell  cycle  124:  743 
keratin  protein  kinase  intermediate  fila= 
ment  127:  161 

myosin  II  regulation  Dictyostelium  review 
127:  1779 

myosin  light  chain  mitosis  124:  129 
myosin  regulatory  light  chain  Dictyostelium 
127:  1945 

neurofilament  protein  retinal  ganglion 
neuron  126:  1031 
paxillin  CD18  integrin  neutrophil 
127:  1477 

paxillin  CR3  receptor  neutrophil 
127:  1139 

protein  cell  growth  yeast  Bem2p 
127:  1381 

protein  monocyte  integrin  gene  induction 
126:  1585 

signaling  lymphocyte  adhesion  CD45 
126:  1277 

tyrosine  FcgammaRII  CR3  FcgammaRIIl 
neutrophil  125:  1407 
tyrosine  integrin  fgr  kinase  neutrophil 
126:  1111 
Photooxidn 

fluorescence  eosin  immunoassay  hybridiza= 
tion  microscopy  126:  901 
Pichia 

peroxisome  biogenesis  gene  PASl  sequence 
127:  1259 
Pigment 

transport  erythrophore  Holocentrus  calcium 
cAMP  124:463 
Pit 

clathrin  coated  prion  protein  endocytosis 
125:  1239 
Pituitary 

cell  calcium  exocytosis  membrane  retrieval 
124:  667 
Plakoglobin 

binding  domain  desmoglein  127:  151 
Plasmodium 

sphingomyelin  synthase  transport  erythro= 
cyte  infection  124:  449 
Plastin 

isoform  tissue  specificity  function 
127:  1995 
Platelet 

endothelial  cell  adhesion  mol  structure 
124:  195 

factor  4  vascular  endothelium  proliferation 
127:  1121 
Pleiotropic 

mutation  gene  nupl  Saccharomyces  nucle= 
us  127:  319 
PMP47 

peroxisomal  membrane  protein  124:  915 
Podosome 

phosphorylated  integrin  subunit  localiza= 
tion  126:  1299 
Pointed 

end  cap  actin  filament  tropomodulin 
127:  1627 
Polarity 

nerve  calcium  glutamate  receptor 
126:  1527 
Polarized 

epithelium  cadherin  catenin  distribution 
125:  1341 

epithelium  Golgi  dynein  myosin  126:  661 
Polyadenylate 

contg  RNA  nucleus  mammal  cell 
126:  877 
Polyadenylated 

RNA  binding  protein  sequence  Saccharo= 
myces  127:  1173 
Polymer 

secretion  flagella  pocket  Leishmania 
125:  321 
Polymeric 

Ig  receptor  endosome  sorting  neuron 
127:  1603 
Polymn 

clathrin  endocytosis  fibroblast  127:  725 


Subject  Index,  Volumes  I24-I27 


2143 


Polyploidizatiun 

organization  126:  169 

1 

kinase  C  chemoattractant  calcium  eosino= 

chromosome  DNA  topoisomerase  cell 

capping  sequence  isoform  chicken 

phil  127:489  ! 

cycle  126:  1341 

127:  453 

kinase  C  intestine  epithelium  mitosis 

Polysaccharide 

CENPE  degrdn  mitosis  125:  1303 

126:  747 

glycosylphosphatidylinositol  anchored 

CHIP28  membrane  topol  biogenesis 

kinase  C  lymphocyte  ankyrin  125:  345 

formation  pathway  Leishmania 

125:  803 

kinase  C  monocytopoiesis  125:  651 

124:  935 

coat  vesicle  budding  fusion  coupling 

kinase  C  potocytosis  124:  307 

POM152 

124:  415 

kinase  C  transcytosis  apical  recycling 

glycoprotein  sequence  pore  membrane 

complex  TGF  alpha  kinase  125:  903 

124:  717 

domain  125:  31 

COP  Golgi  membrane  traffic  disruption 

kinase  calcium  calmodulin  dependent 

Ponticulin 

125:  1213 

targeting  126:  839 

Dictyostelium  membrane  actin  interaction 

CRAC  gene  sequence  Dictyostelium 

kinase  cAMP  transcytosis  secretion  Gs 

126:  1433 

126:  1537 

126:  677 

gene  sequence  Dictyostelium  126:  1421 

cysteine  rich  cDNA  sequence  chicken 

kinase  caveolae  internalization  127:  1199 

Porcine 

124:  117 

kinase  Chlamydomonas  dynein  flagella 

myosin  VI  sequence  kidney  127:  425 

desmosomal  keratin  intermediate  filament 

127:  1683 

Pore 

binding  127:  1049 

kinase  keratin  phosphorylation  intermedia 

membrane  domain  protein  POM  152  yeast 

detection  cell  eosin  fluorescence  photoox = 

ate  filament  127:  161 

125:  31 

idn  126:901 

kinase  p59fyn  NCAM  neurite  outgrowth 

nuclear  complex  protein  interaction  Xeno= 

elastin  tropoelastin  binding  126:  563 

127:  825 

pus  126:  603 

endocytosis  cell  model  125:  783 

kinase  transforming  growth  factor  precur= 

nuclear  complex  Tpr  protein  localization 

ER  retrieval  Golgi  yeast  127:  21 

sor  125:  903 

127:  1515 

Ela  mesenchyme  epithelium  interconver= 

kinesin  like  Chlamydomonas  gene  FLAIO 

nuclear  mutation  gene  nupl  Saccharomyc= 

sion  127:  1085 

126:  175 

es  127:  319 

FABP  mammary  gland  differentiation 

kinesin  localization  flagellum  microtubule 

polyadenylate  contg  RNA  transport  nucle= 

127:  1097 

Chlamydomonas  125:  1313 

us  126:877 

fatty  acylation  neurite  outgrowth 

kinetochore  DNA  binding  microtubule 

Potocytosis 

124:  521 

yeast  127:  995  | 

protein  kinase  C  1 24:  307 

fusion  NEM  sensitive  structure  function 

KLP68D  Drosophila  axonal  transport 

Preprotein 

126:  945 

127:  1041 

import  mitochondria  MOM19  protein 

G  focal  adhesion  stress  fiber  126:  811 

12gl  cytoskeleton  Drosophila  embryo  1 

124:  637 

G  gene  RHOl  Saccharomyces  budding 

127:  1345 

Prion 

125:  1077 

MAP  microtubule  organization  126:  1017  I 

protein  endocytosis  clathrin  coated  pit 

G  vacuole  inheritance  Saccharomyces 

membrane  distribution  mitosis  epithelium 

125:  1239 

126:  87 

cell  126:  1509 

Probe 

Gas2  phosphorylation  cell  cycle  124:  743 

membrane  mitochondria  126:  1361 

fluorescent  actin  assembly  gradient  cell 

gene  DCC  neurite  growth  neuron 

membrane  mitochondria  yeast  126:  1375 

124:  971 

124:  1017 

membrane  retrieval  signal  Golgi  micro= 

Profilin 

gene  HSPIO  sequence  function  Saccharo= 

some  127:  653  I 

afflnity  fluorescent  actin  analog  124:  971 

myces  126:  305 

microtubule  assoed  XMAP230  Xenopus  j 

binding  actin  Acanthamoeba  127:  107 

gene  KRE16  SKNl  function  Saccharomyces 

egg  127:  1289 

gene  cdc3  cytokinesis  Schizosaccharomyces 

127:  567 

microtubule  motor  KIF4  organelle  trans= 

125:  1289 

gene  MYU2  SMYl  colocalization  Saccha= 

Mrt  127:  187 

Progesterone 

romyces  125:  825 

MOM  19  mitochondria  biogenesis  prepro= 

keratinocyte  growth  factor  endometrium 

gene  NOP2  yeast  nucleolus  127:  1799 

tein  import  124:  637 

monkey  125:  393 

gene  NUF2  nuclear  division  Saccharomyc= 

mouse  ileal  lipid  binding  expression 

Programmed 

es  125:  853 

126:  1547 

cell  death  gene  bcl2  review  124:  1 

gene  rab3B  epithelium  targeting  125:  583 

muscle  regulatory  factor  somite  myogenes= 

cell  death  gene  expression  neuron 

gene  Sarla  Sarlb  sequence  hamster 

is  127:  95 

127:  1717 

125:  51 

myelin  Po  structure  cell  adhesion 

Proinsulin 

gene  scnl  cDNA  sequence  Schizosaccharo= 

126:  1089 

cleavage  secretory  vesicle  pH  126:  1149 

myces  127:  1655 

myristoylation  Saccharomyces  acylCoA 

Proliferation 

gene  SEC72  membrane  location  Saccharo= 

synthetase  FAA  127:  751 

colon  carcinoma  integrin  alphavbeta6 

myces  126:  935 

neogenin  cDNA  sequence  chicken  | 

127:  547 

gene  Sed5  sequence  targeting  Drosophila 

127:  2009  * 

differentiation  stratiflcation  epithelium 

127:  357 

neurofilament  dynamics  neuron  127:  173  I 

desmocollin  expression  126:  507 

gene  STUl  mitosis  spindle  yeast 

neurofilament  phosphorylation  retinal  ’ 

endothelium  PDGF  beta  receptor 

127:  1973 

ganglion  neuron  126:  1031  j 

125:  917 

gene  TC4  mitosis  125:  705 

nuclear  matrix  RB  binding  human 

hematopoietic  progenitor  scatter  factor 

gene  vsis  PDGF  receptor  Golgi  127:  1843 

127:  609 

127:  1743 

gene  Wntl  cell  adhesion  124:  729 

oligomeric  transport  peroxisome  yeast 

integrin  beta  domain  125:  447 

glial  fibrillary  acidic  CNS  development 

127:  1245 

neuroglia  protein  sensory  nerve  124:  1005 

127:  813 

PECAMl  cadherin  cell  junction  endotheli= 

skin  versican  124:  817 

GLUT4  domain  internalization  signal 

urn  126:  247 

vascular  endothelium  platelet  factor  4 

124:  705 

pEL98  tropomyosin  2  fibroblast  microfila=  i 

127:  1121 

GLUT4  leucyl  leucine  endocytosis  signal 

ment  124:  757 

Proliferator 

126:  979 

peroxisomal  membrane  PMP47  124:  915  ^ 

peroxisome  nafenopin  hepatocyte  apopto= 

glycosylphosphatidylinositol  anchor  forma= 

phospbatidylinositol  phosphatidylcholine  ' 

sis  125:  197 

tion  endoplasmic  reticulum  127:  333 

Yarrowia  development  125:  113  * 

Proline 

glycosylphosphatidylinositol  anchored 

phosphorylation  cell  growth  yeast  Bem2p  3 

rotamase  sequence  Saccharomyces  gene 

formation  pathway  Leishmania 

127:  1381  1 

FPR3  127:623 

124:  935 

phosphorylation  monocyte  integrin  gene  j 

Prolyl 

glycosylphosphatidylinositol  attachment 

induction  126:  1585  j 

isomerase  gene  sequence  nucleolus  Saccha= 

mammal  parasite  piotozoa  125:  333 

polyadenylated  RNA  binding  sequence 

romyces  126:  853 

Golgi  app  brefeldin  A  125:  997 

Saccharomyces  127:  1173  j 

Promoter 

GTP  binding  rab6  Golgi  transport 

POM152  pore  membrane  domain  yeast  3 

osteocalcin  gene  OCEl  element  126:  773 

127:  1575 

125:  31  i 

Propeptide 

beat  shock  70  mitochondria  conformation 

prion  endocytosis  clathrin  coated  pit  * 

removal  golgi  furin  ox  127:  1829 

127:  893 

125:  1239 

Protease 

hyaluronan  binding  cDNA  sequence  rat 

proteoglycan  secretory  vesicle  hepatocyte  i 

furin  ox  trans  golgi  network  127:  1829 

125:  495 

125:  721  i 

Protein 

identification  caveolae  purifn  smooth 

proton  pump  antibody  endosome  acidifica=  1 

actin  related  Arp  nomenclature  127:  1777 

muscle  126:  127 

tion  127:  39  J 

actin  related  Arpl  dynein  review  127:  1 

IFAP300  localization  desmosome  hemides= 

pl27  cytoskeleton  embryo  Drosophila  i 

actin  related  dynactin  complex  ultrastruc= 

mosome  125:  159 

myosin  127:  1361  3r 

ture  126:  403 

import  mitochondria  Hsp70  MIM44  com= 

p29  axoneme  22S  dynein  126:  727 

aggregation  lipid  distribution  membrane 

plex  127:  1547 

p63  retention  Golgi  endoplasmic  reticulum 

125:  795 

import  nucleus  receptor  protein  125:  547 

126:  25 

APC  cadherin  catenin  cytoskeleton  inter= 

import  peroxisome  gene  PERI  Hansenula 

rabl  endoplasmic  reticulum  vesicle  trans= 

action  127:  2061 

127:  737 

port  125:  239  ij 

basolateral  sorting  MDCK  cell  125:  1025 

import  peroxisome  hsp70  125:  1037 

Rabl  GDI  vesicle  secretion  liver 

bcl2alpha  domain  apoptosis  126:  1059 

import  peroxisome  Pichia  gene  PASl 

126:  1393  J 

Bern  interaction  GTPase  Saccharomyces 

127:  1259 

Rabl  guanine  nucleotide  Golgi  disassembly  j 

127:  1395 

interaction  nuclear  pore  complex  Xenopus 

125:  557 

body  wall  muscle  nematode  embryo 

126:  603 

rabl  transport  endoplasmic  reticulum 

124:  491 

intermediate  filament  mutation  disease 

125:  225  t 

bone  morphogenetic  differentiation  myob= 

review  125:  511 

Rab3  secretory  granule  pancreas  exocytosis  j 

last  osteoblast  127:  1755 

Kar3  Cikl  Saccharomyces  124:  507 

124:  43  * 

capping  Filament  bundle  cytoskeleton 

KIF3A  nerve  axon  transport  125:  1095 

Rab9  function  lysosome  formation  mam=  i| 

The  Journal  of  Cell  Biology,  Volume  127,  1994 

2144 

I 

! 

i 

1 

1 

_ i 

mal  125:  573 

Rab3 

TGF  beta  mammary  transdifferentiation 

retinoblastoma  cyclin  D1  cell  cycle 

protein  secretory  granule  pancreas  exocy= 

127:  2021 

125:  625 

tosis  124:  43 

TGF  signal  transduction  osteoblast 

Rho  nerve  morphol  lysophosphatidate 

Rab3B 

126:  1079 

thrombin  126:  801 

gene  protein  epithelium  targeting 

transcytosis  IgA  MDCK  apical  endosome 

ROP2  parasitophorous  vacuole  membrane 

125:  583 

125:  67 

Toxoplasma  127:  947 

Rab6 

transferrin  vesicle  exocytosis  cellubrevin 

sarcoplasmic  reticulum  thermogenic  mus= 

GTP  binding  protein  Golgi  transport 

125:  1015 

cle  fish  127:  1275 

127:  1575 

transforming  growth  factor  homooligomer 

Sarlp  function  yeast  secretory  pathway 

Rab9 

126:  139 

124:  425 

protein  function  lysosome  formation  mam= 

tumor  necrosis  factor  signaling  review 

Sell  cDNA  sequence  127:  303 

mal  125:573 

126:  5 

secretion  Paramecium  trichoevst  formation 

Radial 

urokinase  cell  migration  epithelium 

124:  893 

asymmetry  Chlamydomonas  dynein  inner 

126:  259 

SEC14  yeast  Golgi  membrane  phosphati= 

arm  126:  1255 

VLA4  binding  VCAMl  protein  124:  601 

dylcholine  124:  273 

Radixin 

Recombinant 

sensory  nerve  neuroglia  proliferation 

cell  adhesion  microvillus  125:  1371 

gamma  tubulin  human  fission  yeast 

124:  1005 

glycoprotein  CD44  linkage  actin  cytoskele= 

126:  1465 

singed  actin  bundle  oogenesis  Drosophila 

ton  126:  391 

Recycling 

125:  369 

Rana 

receptor  tubule  fibroblast  migration 

1  small  nuclear  ribonucleoprotein  assoed 

muscle  basal  lamina  acetylcholinesterase 

125:  1265 

124:  261 

125:  183 

Reductase 

soluble  integral  membrane  trafficking 

synaptic  vesicle  motor  nerve  okadaate 

HMG  CoA  regulation  Saccharomyces 

124:  33 

124:  843 

125:  299 

sorting  pancreas  beta  cell  126:  77 

Rapamycin 

Regulatory 

SPARC  structure  blood  vessel  formation 

FK506  binding  proline  rotamase  yeast 

light  chain  myosin  mol  motor  124:  963 

[  125:  929 

127:  623 

light  chain  myosin  phosphorylation  Dict= 

sp56  ZP3  binding  sperm  125:  867 

Rat 

yostelium  127:  1945 

1  structure  motif  basolateral  transport  endo= 

aldehyde  dehydrogenase  targeting  endo= 

Remodeling 

cytosis  126:  991 

plasmic  reticulum  126:  1407 

connective  tissue  muscle  denervation 

Tat  immunodeficiency  virus  chondrocyte 

apolipoprotein  E  Golgi  app  transport 

127:  1435 

TGFbeta  124:  365 

127:  1859 

Removal 

tau  adult  isoform  microtubule  binding 

cerebroglycan  sequence  124:  149 

propeptide  golgi  furin  ox  127:  1829 

124:  769 

Golgi  complex  targeting  signal  GAD65 

Replication 

TGF  binding  fibroblast  extracellular  ma= 

126:  331 

DNA  kinetoplast  Trypanosoma  Crithidia 

trix  124:  171 

hyaluronan  binding  protein  cDNA  se= 

126:  631 

Tpr  localization  nuclear  pore  complex 

quence  125:  495 

DNA  site  lamin  B  125:  1201 

I  127:  1515 

LI  cadherin  cDNA  sequence  125:  1353 

Resorption 

j  transport  endoplasmic  reticulum  Golgi 

liver  TER  ATPase  cDNA  sequence 

bone  NADPH  oxidase  superoxide  08teo= 

app  126:  1133 

127:  1871 

clast  126:  765 

■  transport  Golgi  membrane  hepatocyte 

myosin  myr  4  cDNA  sequence  126:  375 

Respiratory 

125:  733 

NAP57  nucleolus  protein  cDNA  sequence 

burst  neutrophil  CR3  FcgammaRIII  recep= 

■  transport  nucleus  GTPase  correction 

127:  1505 

tor  125:  1407 

i  124:  217 

Receptor 

Retention 

1  tyrosine  kinase  palmitoylation  cysteine 

basolateral  sorting  endocytosis  structure 

mechanism  misfolded  membrane  glycopro= 

;  126:  353 

motif  126:  991 

tein  126:  41 

j  VCAMl  binding  VLA4  receptor  124:  601 

beta  PDGF  endothelium  proliferation 

Retinal 

Vgrl  osteoinduction  bone  formation 

angiogenesis  125:  917 

ganglion  neuron  neurofilament  protein 

1  126:  1595 

cholinergic  aggregation  phosphorylation 

phosphorylation  126:  1031 

i  ZOl  occludin  tight  junction  127:  1617 

muscle  125:  661 

Retinoate 

Z02  tight  Junction  dog  sequence  124:  949 

cholinergic  clustering  agrin  review  126:  1 

Golgi  app  immunotoxin  cytosol  transport 

'  Proteins 

chorionic  gonadotropin  transcytosis  testis 

125:  743 

matrix  osteoclast  osteocalcin  127:1149 

125:  87 

receptor  beta2  regulation  ORF  mouse 

Proteoglycan 

CR3  FcgammaRIII  neutrophil  respiratory 

127:  nil 

chondroitin  sulfate  brain  neurite  outgrowth 

burst  125:  1407 

Retinoblastoma 

126:  783 

CR3  paxillin  phosphorylation  neutrophil 

protein  cyclin  Dl  cell  cycle  125:  625 

secretory  vesicle  hepatocyte  protein 

127:  1139 

protein  p84  binding  human  127:  609 

\  125:  721 

diffusion  membrane  compartment 

Retrograde 

i  Proteolytic 

125:  1251 

transport  Shiga  fragment  butyric  acid 

processing  connexin  membrane  insertion 

EGF  beta  catenin  cadherin  127:  1375 

126:  53 

127:  343 

EGF  cell  motility  phospholipase  C 

Review 

\  Proton 

127:  847 

actin  binding  alpha  actinin  fimbrin 

‘  pump  protein  antibody  endosome  acidifi= 

EGF  structure  cell  motility  mitogenesis 

126:  285 

*  cation  127:  39 

124:  547 

actin  filament  dynamics  tropomodulin 

S  Protozoa 

EGF  tyrosine  kinase  cell  motility 

127:  1497 

parasite  mammal  glycosylphosphatidylino= 

127:  859 

agrin  cholinergic  receptor  clustering 

1  sitol  attachment  125:  333 

fibronectin  adhesion  phagocytosis  integrin 

126:  1 

PsbA 

127:  1129 

Alzheimer  disease  cell  mechanism 

mRNA  translation  Chlamydomonas  RNA 

glucocorticoid  signal  transduction  thymo= 

127:  1501 

element  127:  1537 

cyte  apoptosis  127:  1729 

Dictyostelium  myosin  II  regulation  phos= 

PY 

glutamate  calcium  synaptogenesis 

phorylation  127:  1779 

betal  peptide  integrin  antibody 

126:  1527 

dynein  actin  related  protein  Arpl  127:  1 

126:  1299 

hepatocyte  growth  factor  brain  126:  485 

GLUT4  insulin  resistance  NIDD  diabetes 

P127 

hepatocyte  growth  factor  epithelium  baso= 

126:  1123 

protein  cytoskeleton  embryo  Drosophila 

lateral  125:  313 

microfilament  function  Saccharomyces 

myosin  127:  1361 

KDEL  Golgi  complex  intermediate  com= 

eukaryote  126:  821 

P34cdc2 

partment  127:  1557 

programmed  cell  death  gene  bcl2  124:  1 

kinase  microtubule  mitosis  127:  789 

LDL  blood  brain  barrier  astrocyte 

protein  intermediate  filament  mutation 

P53 

126:  465 

disease  125:  511 

colon  cell  adhesion  development  apoptosis 

localization  chimeric  integrin  126:  1287 

tumor  necrosis  factor  receptor  signaling 

125:  403 

mannose  phosphate  recycling  lysosome 

126:  5 

P59fyn 

formation  125:  573 

vertebrate  chromosome  position  mitosis 

protein  kinase  NCAM  neurite  outgrowth 

ovotransferrin  bone  formation  embryo 

124:  223 

127:  825 

124:  579 

wound  contraction  collagen  fibroblast 

P60vsrc 

PDGF  gene  vsis  protein  Golgi  127:  1843 

myofibroblast  124:  401 

vsrc  gene  neoplastic  transformation  actin 

PDGF  phosphoinositol  kinase  mitogenic 

RHAMM 

i  126:  475 

signaling  127:  479 

receptor  hyaluronan  focal  adhesion 

:  P63 

polymeric  Ig  endosome  sorting  neuron 

126:  575 

t  protein  retention  Golgi  endoplasmic  reti= 

127:  1603 

Rhoptry 

culum  126:  25 

protein  import  nucleus  125:  547 

protein  ROP2  parasitophorous  vacuole 

[  Rab 

recycling  tubule  fibroblast  migration 

Toxoplasma  127:  947 

[  13  GTPase  tight  junction  124:101 

125:  1265 

Ribonucleoprotein 

1  Rabl 

RHAMM  hyaluronan  focal  adhesion 

Ro  particle  transport  assembly  125:  981 

i  G  protein  transport  endoplasmic  reticulum 

126:  575 

small  nuclear  assoed  protein  124:  261 

125:  225 

scatter  factor  cytokine  tissue  127:  1783 

small  nuclear  spliceosome  mitosis  126:  11 

,  protein  endoplasmic  reticulum  vesicle 

signaling  access  TGF  betaglycan  124:  557 

Ribosome 

E  transport  125:  239 

sperm  egg  Strongylocentrotus  125:  817 

assocn  microtubule  127:  973 

[  protein  guanine  nucleotide  Golgi  disassem= 

surface  movement  cell  division  127:  963 

binding  Sec61p  rough  endoplasmic  reticu= 

1  bly  125:  557 

tenascin  C  annexin  II  126:  539 

lum  126:925 

^  Subject  Index,  Volumes  124-127 

2145 

Ricin 

immunotoxin  cytosol  transport  retinoate 
125:  743 

RNA 

element  Chlamydomonas  translation  psbA 
mRNA  127:  1537 
export  nucleus  regulation  124:  627 
formation  Trypanosoma  cell  cycle  develop= 
ment  125:  1147 

human  immunodeficiency  virus  T  cell 
126:  1353 

omega  nucleus  Drosophila  125:  21 
polyadenylate  contg  nucleus  mammal  cell 
126:  877 

polyadenylated  binding  protein  sequence 
Saccharomyces  127:  1173 
RNAse  MRP  mitochondria  transport 
124:  871 
RNase 

DNA  topoisomerase  II  particle  Drosophila 
126:  1331 

MRP  RNA  mitochondria  transport 
124:  871 
Ro 

ribonucleoprotein  particle  transport  as= 
sembly  125:  981 
R0P2 

protein  parasitophorous  vacuole  membrane 
Toxoplasma  127:  947 
Rotamase 

proline  sequence  Saccharomyces  gene 
FPR3  127:623 
Rough 

endoplasmic  reticulum  Sec61p  binding 
ribosome  126:  925 
S 

phase  chromatin  lamin  B  125:  1201 
phase  endothelium  platelet  factor  4 
127:  1121 
Saccharomyces 

actin  cytoskeleton  cell  membrane 
125:  381 

acylCoA  synthetase  gene  FAA4  sequence 
127:  751 

aging  mother  daughter  life  span 
127:  1985 

budding  small  G  protein  Rhol  125:  1077 
calcium  control  calcineurin  vacuole  AT= 
Pase  124:  351 

centractin  ACT3  gene  sequence  127:  129 
chromosome  condensation  sister  chromatid 
pairing  125:  517 

chromosome  homologous  pairing  meiosis 
prophase  125:  1191 
endocytosis  gene  END  identification 
127:  373 

gene  BEM2  GTPase  activating  protein 
127:  1381 

gene  FPR3  proline  rotamase  sequence 
127:  623 

gene  HSPIO  protein  sequence  function 
126:  305 

gene  JNMl  spindle  migration  mitosis 
125:  143 

gene  KRE6  SKNl  glycophosphoprotein 
function  127:  567 

gene  MY02  SMYl  protein  colocalization 
125:  825 

gene  nupl  pleiotropic  mutation  nucleus 
127:  319 

gene  SEC72  sequence  126:  935 
growth  myosin  calmodulin  binding 
124:  315 

GTPase  endocytosis  vacuole  sorting 
125:  283 

HMG  CoA  reductase  regulation  125:  299 
mannosyltransferase  formation  localization 
Golgi  clathrin  127:  667 
mitotic  spindle  gene  STUl  sequence 
127:  1973 

nuclear  division  gene  NUF2  protein 
125:  853 

nucleolus  prolyl  isomerase  gene  sequence 
126:  853 

nucleoporin  gene  NUP145  sequence  locali= 
zation  125:  955 

polyadenylated  RNA  binding  protein 
sequence  127:  1173 
protein  Bern  interaction  GTPase 
127:  1395 

protein  Kar3  Cikl  124:  507 
vacuole  inheritance  G  protein  126:  87 
vacuole  inheritance  stage  126:  99 
Sac6p 

Timbrin  binding  site  actin  yeast  126:  413 
Sarcoplasmic 

reticulum  protein  thermogenic  muscle 
fish  127:  1275 


The  Journal  of  Cell  Biology,  Volume  127,  1994 


Sarlp 

protein  function  yeast  secretory  pathway 
124:  425 
Scatter 

cytokine  factor  epithelium  mesenchyme 
127:  1783 

factor  apoptosis  epithelium  extracellular 
matrix  124:  619 

factor  hematopoietic  progenitor  prolifera= 
tion  differentiation  127:  1743 
factor  prodn  inducing  factor  127:  225 
factor  receptor  basolateral  membrane 
epithelium  125:  313 
Schizosaccharomyces 

gene  cdc3  profilin  cytokinesis  125:  1289 
gene  cut9  sequence  anaphase  initiation 
127:  16.55 

meiosis  chromosome  127:  273 
Schwann 

cell  microfilament  syndecan  1  124:  161 
Scn2 

scnl  cut9  gene  anaphase  Schizosaccharo= 
myces  127:  1655 
Scruin 

actin  acrosome  filament  Limulus 
124:  341 
Sea 

urchin  zygote  mitosis  maloriented  chromo= 
some  126:  189 
Secretion 

glycoprotein  .Sarla  protein  mammal 
125:  51 

Gs  protein  cAMP  kinase  126:  677 
lysosome  clathrin  heavy  chain  Dictyosteli= 
um  126:  343 

polymer  flagella  pocket  Leishmania 
125:  321 

vesicle  liver  protein  Rabl  GDI  126:  1393 
Secretogranin 

II  transport  sorting  calcium  pH  127:  693 
Secretory 

granule  integral  membrane  protein  traf= 
ficking  124:  33 

granule  protein  pancreas  beta  cell 
126:  77 

granule  Rab3  protein  pancreas  exocytosis 
124:  43 

vesicle  hepatocyte  proteoglycan  protein 
125:  721 

vesicle  proinsulin  cleavage  pH  126:  1149 
SEC  14 

protein  yeast  Golgi  membrane  phosphati= 
dylcholine  124:  273 
SEC4 

gene  sequence  Yarrowia  125:  113 
Sec61p 

binding  ribosome  rough  endoplasmic 
reticulum  126:  925 
Selectin 

cleavage  leukocyte  activation  125:  461 
endothelium  adhesion  T  cell  ligand 
127:  1485 

integrin  monocyte  interleukin  4  endotheli= 
um  125:  1417 

ligand  glycoprotein  myeloid  cell  125:  471 
P  ligand  recognition  adhesion  EGF 
124:  609 

P  structure  degrdn  lysosome  124:  435 
Sensory 

nerve  protein  neuroglia  proliferation 
124:  1005 
Sequence 

acylCoA  synthetase  gene  FAA4  Saccharo= 
myces  127:  751 

BEM2  gene  GTPase  activating  protein 
127:  1381 

Bos  desmocollin  epithelium  DSC3  gene 
126:  .507 

caveolin  membrane  endothelium  cell 
126:  111 

C_pK  activating  kinase  127:  467 
cDNA  cytoplasmic  dynein  Drosophila 
126:  1475 

cDNA  desmin  mouse  124:  827 
cDNA  kinesin  homolog  Chlamydomonas 
flagella  126:  175 

cDNA  mouse  tenascin  X  heart  125:  483 
cDNA  uroplakin  la  Ib  bovine  125:  171 
centrosome  autoantigen  PCMl  cDNA 
human  124:  783 

chaperonin  cofactor  A  function  testis 
125:  989 

chicken  cysteine  rich  protein  cDNA 
124:  117 

chromosome  scaffold  protein  Sell  cDNA 
127:  303 

collagen  IV  gene  mouse  127:  879 
collagenase  cDNA  mouse  124:  1091 
epsilon  COP  cDNA  cattle  124:  883 


fibrillin  2  gene  human  124:  855 
gene  ACT3  centractin  Saccharomyces 
127:  129 

gene  cdc3  profilin  Schizosaccharomyces 
125:  1289 

gene  cytoplasmic  dynein  centractin  Neu= 
rospora  127:  139 
gene  gelsolin  Drosophila  125:  607 
gene  GTPase  Saccharomyces  125:  283 
gene  HSPIO  protein  function  Saccharo= 
myces  126:  305 

gene  JNMl  Saccharomyces  125:  143 
gene  kinsin  brain  mouse  127:  187 
gene  NUF2  protein  Saccharomyces 
125:  853 

gene  PASl  Pichia  peroxisome  biogenesis 
127:  1259 

gene  PMCl  ATPase  Saccharomyces 
124:  351 

gene  ponticulin  Dictyostelium  126:  1421 
gene  protein  CRAG  Dictyostelium 
126:  1537 

gene  RNA  binding  protein  yeast 
127:  1173 

gene  Sarla  Sarlb  protein  hamster 
125:  51 

gene  scnl  protein  cDNA  Schizosaccharo= 
myces  127:  1655 
gene  SEC4  Yarrowia  125:  113 
gene  SEC72  Saccharomyces  126:  935 
gene  Sed.5  protein  targeting  Drosophila 
127:  357 

gene  STU 1  Saccharomyces  mitotic  spindle 
127:  1973 

gene  unc87  muscle  Caenorhabditis 
127:  79 

glycoprotein  POM152  cDNA  yeast 
125:  31 

Hansenula  gene  PERI  peroxisome  protein 
127:  737 

histone  CENPA  cDNA  human  127:  581 
histone  HI  variant  Glyptotendipes 
127*  1789 

human  rah  13  GTPase  124:  101 
hyaluronan  binding  protein  cDNA  rat 
125:  495 

intracellular  localization  chicken  beta 
actin  127:  441 

LI  cadherin  cDNA  rat  125:  1353 
mapping  laminin  gene  LAMM  human 
124:  381 

myosin  myr  4  cDNA  rat  126:  375 
myosin  VI  porcine  127:  425 
NAP57  nucleolus  protein  cDNA  rat 
127:  1505 

neogenin  protein  cDNA  chicken 
127.  2009 

nucleoporin  gene  NUP145  Saccharomyces 
125:  955 

proline  rotamase  Saccharomyces  gene 
FPR3  127:623 

prolyl  isomerase  gene  nucleolus  Saccharo= 
myces  126:  853 

protein  capping  chicken  127:  453 
protein  p84  cDNA  human  127:  609 
rat  cerebroglycan  124:  149 
rhoptry  protein  ROP2  gene  Toxoplasma 
127:  947 

signal  mutation  thylakoid  membrane 
126:  365 

tight  junction  protein  Z02  dog  124:  949 
Serine 

lysine  VCAMl  protein  adhesion 
125:  1395 
Serum 

signal  transduction  beta  actin  mRNA 
126:  1221 

Shiga 

fragment  butyric  acid  retrograde  transport 
126:  53 
Sialate 

glycoconjugate  CD22beta  antigen  B  cell 
126:  549 
Signal 

anchor  sequence  endoplasmic  reticulum 
translocase  126:  1127 
CSF  granulocyte  macrophage  colony  for= 
mation  125:  651 

peptide  protein  sorting  peroxisome 
127:  1245 

retrieval  membrane  protein  Golgi  micro= 
some  127:  653 

sequence  mutation  thylakoid  membrane 
126:  365 

targeting  Golgi  complex  GAD65  rat 
126:  331 

transduction  adhesion  neutrophil  paxillin 
phosphorylation  127:  1139 
transduction  flagella  glycoprotein  move= 


2146 


ment  Chlamydomonas  127:  803 
transduction  glucocorticoid  receptor  thy= 
mocyte  apoptosis  127:  1729 
transduction  receptor  TNF  review  126:  5 
transduction  serum  beta  actin  mRNA 
126:  1221 

transduction  TGF  receptor  osteoblast 
126:  1079 

transduction  urokinase  receptor  epithelium 
126:  259 
Signaling 

cAMP  fibroblast  stress  relaxation 
126:  457 

integrin  cytoplasmic  domain  124:  1047 
mitogenic  PDGF  phosphoinositol  kinase 
receptor  127:  479 
neuron  growth  cAMP  127:  1693 
phosphorylation  lymphocyte  adhesion 
CD45  126:  1277 
Singed 

protein  actin  bundle  oogenesis  Drosophila 
125:  369 
Skeletal 

muscle  skin  mouse  tenascin  cDNA 
125:  483 

Skin 

fibroblast  fibrillin  Marfan  syndrome 
124:  997 

fibroblast  glycosphingolipid  transport 
Golgi  app  125:  769 
mouse  tenascin  cUNA  skeletal  muscle 
125:  483 

proliferation  versican  124:  817 
Small 

G  protein  Rhol  Saccharomyces  budding 
125:  1077 

nuclear  ribonucleoprotein  assocd  protein 
124:  261 

nuclear  ribonucleoprotein  spliceosome 
mitosis  126:  11 
Smooth 

muscle  caveolae  purifn  protein  identifica= 
tion  126:  127 

muscle  cCRP  protein  embryo  development 
124:  117 

muscle  contraction  myosin  monomer  con= 
formation  126:  1195 
SnRNP 

U1  import  somatic  cell  oocyte  125:  971 
Sodium 

channel  kidney  organ  aldosterone 
127:  1907 

channel  muscle  innervation  124:  139 
transport  frog  egg  yolk  granule  125:  1047 
Somatic 

cell  oocyte  U1  snRNP  import  125:  971 
Somite 

myogenesis  muscle  regulatory  factor  pro= 
tein  127:  95 
Sorting 

basolateral  protein  MDCK  ceil  125:  1025 
lysosome  clathrin  heavy  chain  Dictyosteli= 
um  126:  343 

neurofilament  NFL  laminin  nucleus  cyto= 
plasm  127:  1327 

peroxisome  protein  peptide  signal 
127:  1245 

protein  pancreas  beta  cell  126:  77 
synaptophysin  vesicle  nonneuroendocrine 
epithelium  127:  1589 
transport  secretogranin  II  calcium  pH 
127:  693 
SPARC 

protein  structure  blood  vessel  formation 
125:  929 
Spectrin 

beta  assocn  Golgi  app  127:  707 
erythrocyte  membrane  structure  anemia 
125:  1057 

T  cell  ankyrin  125:  345 
Sperm 

chromatin  fiber  ultrastructure  morphol 
125:  11 

chromatin  remodeling  frog  histone 
126:  591 

galactosyltransferase  egg  interaction 
126:  1573 

immunodeficiency  virus  particle  oocyte 
galactosylceramide  127:  903 
membrane  hyaluronidase  cumulus  pene= 
tration  125:  1157 

protein  sp56  ZP3  binding  125:  867 
receptor  egg  Strongylocentrotus  125:  817 
Sphingomyelin 

synthase  transport  Plasmodium  erythro= 
cyte  infection  124:  449 
Spindle 

axis  orientation  polarized  epithelium 
mitosis  126:  1509 


cell  cycle  checkpoint  kinetochore 
127:  1301 

migration  mitosis  gene  JNMl  Saccharo= 
myces  125:  143 

pole  body  gene  NUF2  Saccharomyces 
125:  853 

p«le  body  KARl  CDC31  yeast  125:  843 
Spliceosome 

small  nuclear  ribonucleoprotein  mitosis 
126:  11 
Splicing 

complex  mRNA  nuclear  matrix  antigen 
127:  593 

mRNA  CaM  kinase  nucleus  targeting 
126:  839 

mRNA  factor  disruption  124:  249 
Spreading 

anchorage  dependent  cell  apoptosis  en= 
dothelium  127:  537 
cell  chimeric  integrin  126:  1287 
Sp56 

protein  ZP3  bindifig  sperm  125:  867 
Stack 

Golgi  intercisternal  matrix  medial  enzyme 
124:  405 
Staining 

ethidium  bromide  intermitochondrial 
DNA  transfer  125:  43 

Stem 

cell  differentiation  embryo  heart  calcium 
126:  701 
Stratification 

differentiation  proliferation  epithelium 
desmocollin  expression  126:  507 
Stress 

fiber  G  protein  gamma  subunit  126:811 
fiber  glioma  cryLtallin  125:  1385 
fiber  myosin  titin  126:  1201 
relaxation  fibroblast  cAMP  signaling 
126:  457 
Stressed 

collagen  gel  tenascin  C  fibroblast 
127:  2093 
Stromelysin 

basement  membrane  mammary  gland 
125:  681 

Strongylocentrotus 

egg  sperm  receptor  125:  817 
Structure 

change  muscle  crossbridge  force  generation 
127:  763 

EGF  receptor  cell  motility  mitogenesis 
124:  547 

invariant  chain  endocytosis  126:  317 
motif  protein  basolateral  transport  endo= 
cytosis  126:  991 
myelin  Po  protein  cell  adhesion 
126:  1089 

P  selectin  degrdn  lysosome  124:  435 
PECAM  1  ligand  binding  124:  195 
SPARC  protein  blood  vessel  formation 
125:  929 
Subcellular 

vesicle  MHC  class  II  complex  125:  595 
Sulfoglucuronosyl 

paragloboside  IgM  cytotoxicity  demyelina= 
tive  neuropathy  126:  235 
Superoxide 

NADPH  oxidase  osteoclast  bone  resorption 
126:  765 
Surface 

receptor  movement  cell  division  127:  963 
Sympathetic 

nerve  apoptosis  NGF  withdrawal 
124:  537 

nerve  outgrowth  microtubule  assembly 
127:  1407 
Synapse 

neuromuscular  acetylcholinesterase  mRNA 
neuron  127:  1061 
Synaptic 

vesicle  motor  nerve  Rana  okadaate 
124:  843 
Synaptogenesis 

glutamate  receptor  calcium  126:  1527 
Synaptophysin 

sorting  vesicle  nonneuroendocrine  epitheli= 
um  127:  1589 
Syndecan 

1  Schwann  cell  microfilament  124:  161 
Synthase 

sphingomyelin  transport  Plasmodium 
erythrocyte  infection  124:  449 
Synthetase 

acylCoA  gene  FAA4  sequence  Saccharo= 
myces  127:  751 
T 

cell  adhesion  extracellular  matrix  ICAM3 
127:  867 


cell  Lck  kinase  localization  125:  639 
cell  ligand  adhesion  endothelium  selectin 
127:  1485 

cell  RNA  human  immunodeficiency  virus 
126:  1353 

cell  spectrin  ankyrin  125:  345 
lymphocyte  adhesion  endothelium  gelati= 
nase  VCAMl  125:  1165 
lymphocyte  adhesion  LFAl  antigen  calcium 
124:  1061 
Targeting 

aldehyde  dehydrogenase  endoplasmic 
reticulum  rat  126:  1407 
epithelium  gene  rah3B  protein  125:  583 
furin  Golgi  structure  determinant 
126:  1157 

gene  Sed5  protein  sequence  Drosophila 
127:  357 
Tat 

protein  immunodeficiency  virus  chondro= 
cyte  TGFbeta  124:  365 

Tau 

protein  adult  isoform  microtubule  binding 
124:  769 

TC4 

gene  G  protein  mitosis  125:  705 
Temp 

resistance  glia  crystallin  125:  1385 
Tenascin 

C  fibroblast  stressed  collagen  gel 
127:  2093 

C  receptor  annexin  II  126:  539 
X  cDNA  sequence  heart  mouse  125:  483 
Tensin 

interaction  binding  domain  actin 
125:  1067 
Terminal 

differentiation  keratinocyte  basonuclin 
126:  495 
Testis 

chaperonin  cofactor  A  sequence  function 
125:  989 

chorionic  gonadotropin  receptor  transcyto= 
sis  125:  87 
Tetranectin 

mineralization  osteogenesis  127:  1767 
TGF 

beta  mammary  transdifferentiation  recep= 
tor  127:  2021 

betal  assocn  fibroblast  extracellular  matrix 
124:  171 

betal  ergl  gene  hydrogen  peroxide 
126:  1079 

binding  site  betaglycan  124:  557 
TGN38 

glycoprotein  localization  signal  Golgi 
125:  253 
Thermogenic 

muscle  sarcoplasmic  reticulum  protein 
fish  127:  1275 
Threonine 

VCAMl  protein  adhesion  125:  1395 
Thrombin 

nerve  morphol  protein  Rho  126:  801 
Thrombospondin 

extracellular  matrix  angiogenesis 
124:  183 

Thy 

1  neg  lymphoma  Leishmania  mutant 
124:  935 
Thylakoid 

membrane  signal  sequence  mutation 
126:  365 
Thymocyte 

apoptosis  signal  transduction  glucocorti= 
coid  receptor  127:  1729 
Thyroxine 

cartilage  morphogenesis  126:  1311 
Tight 

junction  occludin  protein  ZOl  127:  1617 
junction  protein  ZOl  Z02  homol  124:  949 
junction  rab  13  GTPase  124:  101 
Tissue 

distribution  tight  junction  protein  Z02 
124:  949 

fixed  deglycosylation  epitope  detn 
124:  1071 

receptor  scatter  factor  cytokine  127:  1783 
specificity  plastin  isoform  127:  1995 
Titin 

myosin  interaction  126:  1201 
TNF 

receptor  signal  transduction  review 
126:  5 

Toad 

muscle  desmin  vimentin  organization 
126:  445 
Topoisomerase 

DNA  polyploidization  chromosome  cell 


Subject  Index,  Volumes  124-127 


2147 


cycle  126:  1341 

facilitated  calmodulin  cell  nucleus 

Tyrosine 

II  DNA  particle  RNase  Drosophila 

127:  1527 

kinase  EGF  receptor  cell  motility 

126:  1331 

glucose  glycosviphosphatidylinositol  phos= 

127:  859 

Toxin 

pholipase  126:  1267 

kinase  hyaluronan  RHAMM  receptor 

shif;a  transport  A431  cAMP  126:  53 

glycoprotein  gp74  Golgi  endoplasmic  reti= 

126:  575 

Toxoplasma 

culum  124:  649 

kinase  neurite  outgrowth  124:  1029 

parasitophorous  vacuole  membrane  protein 

glycosphingolipid  Golgi  app  skin  fibroblast 

phosphorylation  FcgammaRII  CR3 

R0P2  127:947 

125:  769 

FcgammaRIII  neutrophil  125:  1407 

TPA 

Golgi  complex  horseradish  peroxidase 

phosphorylation  integrin  fgr  kinase  neu= 

gap  junction  Novikoff  hepatoma 

127:  641 

trophil  126:  nil 

127:  1895 

Golgi  inhibition  mastoparan  ARF  peptide 

Ultrastructure 

Tpr 

127:  1815 

morphol  chromatin  fiber  sperm  erythro= 

protein  localization  nuclear  pore  complex 

Golgi  microsome  intermediate  vesicle 

cyte  125:  11 

127:  1515 

Sarlp  124:425 

Unc87 

Tract 

Golgi  Rabl  G  protein  liver  126:  1393 

body  wall  muscle  nematode  development 

digestive  tenascin  X  C  protein  125:  483 

Golgi  rab6  GTP  binding  protein 

127:  71 

Trafficking 

127:  1575 

Unit 

pancreas  beta  cell  126:  77 

lysosome  clathrin  heavy  chain  Dictyosteli= 

linkage  laminin  glucosylasparagine  base= 

soluble  integral  membrane  protein 

um  126:  343 

ment  membrane  124:  1071 

124:  33 

macromol  caveolae  microvessel  endothelium 

Uptake 

Trans 

127:  1217 

glucosylceramide  fluorescent  analog  fi= 

golgi  network  protease  furin  ox  127:  1829 

MHC  class  II  complex  125:  1225 

broblast  125:  769 

Golgi  network  structure  127:  29 

misfolded  membrane  glycoprotein  reten= 

Urokinase 

Transcription 

tion  mechanism  126:  41 

receptor  cell  migration  epithelium 

factor  liver  ontogeny  126:  223 

mouse  hepatitis  virus  124:  55 

126:  259 

gene  osteoblast  E  box  factor  126:  773 

mRNA  nucleus  yeast  126:  649 

Uroplakin 

mRNA  splicing  factor  disruption 

oligomeric  protein  peroxisome  yeast 

la  Ib  cDNA  sequence  bovine  125:  171 

124:  249 

127:  1245 

U1 

Transcytosis 

organelle  microtubule  motor  protein  K1F4 

snRNP  import  somatic  cell  oocyte 

basolateral  apical  124:  83 

127:  187 

125:  971 

chorionic  gonadotropin  receptor  testis 

pigment  erythrophore  Holocentrus  calcium 

Vacuole 

125:  87 

cAMP  124:463 

ATPase  calcineurin  calcium  control  Sac= 

glycolithocholate  hepatocyte  annexin 

polyadenylate  contg  RNA  pore  nucleus 

charomyces  124:  351 

redistribution  127:  401 

126:  877 

inheritance  Saccharomyces  G  protein 

IgA  receptor  MDCK  apical  endosome 

protein  endoplasmic  reticulum  C  olgi  app 

126:  87 

125:  67 

126:  1133 

inheritance  stage  Saccharomyces  126:  99 

protein  kinase  C  124:  717 

protein  Golgi  membrane  hepatocyte 

parasitophorous  membrane  protein  ROP2 

secretion  Gs  protein  cAMP  kinase 

125:  733 

Toxoplasma  127:  947 

126:  677 

protein  nucleus  GTPase  124:  217 

sorting  GTPase  Saccharomyces  endocyto= 

Transdifferentiation 

retrograde  Shiga  fragment  butyric  acid 

sis  125:  283 

mammary  TGF  beta  receptor  127:  2021 

126:  53 

Vascular 

Transferrin 

RNA  RNAse  MRP  mitochondria 

adhesion  VC  AMI  structure  function 

receptor  vesicle  exocytosis  cellubrevin 

124:  871 

125:  1395 

125:  1015 

Ro  ribonucleoprotein  particle  125:  981 

cell  adhesion  mol  binding  receptor 

Transformation 

sodium  frog  egg  yolk  granule  125:  1047 

124:  601 

apoptosis  epithelium  extracellular  matrix 

sorting  secretogranin  II  calcium  pH 

endothelium  lymphocyte  adhesion  ICAM3 

124:  619 

127:  693 

127:  867 

cell  spreading  apoptosis  endothelium 

U1  snRNP  cap  nucleus  125:  971 

endothelium  proliferation  platelet  factor  4 

127:  537 

Transporter 

127:  1121 

Drosophila  rescue  myosin  mutant  pheno= 

monoamine  localization  dense  core  vesicle 

VASE 

type  126:  689 

127:  1419 

sequence  NCAM  glycoprotein  neurite 

muscle  differentiation  gene  myc 

Trichocyst 

outgrowth  125:  427 

125:  1137 

formation  Paramecium  protein  secretion 

VCAMl 

neoplastic  retinoblastoma  protein  cyclin 

124:  893 

adhesion  vascular  structure  function 

D1  125:625 

Tropoelastin 

125:  1395 

neoplastic  vsrc  p60vsrc  gene  actin 

elastin  binding  protein  126:  563 

gelatinase  T  lymphocyte  adhesion  en= 

126:  475 

Tropomodulin 

dothelium  125:  1165 

Transforming 

actin  filament  dynamics  review  127:  1497 

protein  binding  VLA4  receptor  124:  601 

growth  factor  articular  chondrocyte  HIV 

actin  filament  pointed  end  cap  127:  1627 

VLA4  binding  motif  cell  adhesion  3 

124:  365 

Tropomyosin 

125:  215 

growth  factor  osteogenesis  interleukin  10 

stabilization  fibroblast  caldesmon 

Versican 

124:  569 

125:  359 

skin  proliferation  124:  817 

growth  factor  precursor  protein  kinase 

tropomodulin  actin  pointed  end  capping 

Vertebrate 

125:  903 

127:  1627 

chromosome  position  mitosis  review 

growth  factor  receptor  homooligomer 

2  pEL98  protein  fibroblast  microfilament 

124:  223  f 

126:  139 

124:  757 

Very 

Transgenic 

Truncation 

late  antigen  4  binding  VCAMl  124:  601  i 

mouse  collagen  growth  hormone  gene 

Cterminal  furin  ox  golgi  127:  1829 

Vesicle 

125:  695 

Trypanosoma 

budding  fusion  coupling  coat  protein 

Transient 

cell  cycle  development  RNA  formation 

124:  415 

immunosuppression  therapy  nnyoblast 

125:  1147 

COP  coated  Golgi  vesiculation  mitosis 

transplantation  127:  1923 

DNA  replication  kinetoplast  Crithidia 

125:  269 

Transitional 

126:  631 

dense  core  monoamine  transporter  locali= 

endoplasmic  reticulum  TER  ATPase  rat 

HDL  trypanosome  lytic  factor  endocytosis 

zation  127:  1419 

127:  1871 

126:  155 

endoplasmic  reticulum  derived  purifn 

Translation 

kinetoplast  DNA  replication  site  cunfigu= 

yeast  126:  1133 

psbA  mRNA  Chlamydomonas  RNA  ele= 

ration  126:  641 

endoplasmic  reticulum  Sarla  protein 

ment  127:  1537 

Trypanosome 

mammal  125:  51 

Translocase 

Ij^ic  factor  HDL  endocytosis  Trypanosoma 

endoplasmic  reticulum  transport  rabl 

endoplasmic  reticulum  signal  anchor  se= 

126:  155 

protein  125:  239 

quence  126:  1127 

Tubule 

secretion  liver  protein  Rabl  GDI 

Translocation 

receptor  recycling  fibroblast  migration 

126:  1393 

caveolin  caveola  Golgi  cholesterol  oxidn 

125:  1265 

secretory  hepatocyte  proteoglycan  protein 

127:  1185 

Tubulin 

125:  721 

Golgi  G  protein  rabl  125:  225 

folding  chaperonin  cofactor  A  testis 

sorting  synaptophysin  nonneuroendocrine 

mannosyltransferase  Golgi  Saccharomyces 

125:  989 

epithelium  i27:  1589 

clathrin  127:  667 

gamma  centrosome  assembly  124:  19 

subcellular  MHC  class  II  complex 

organelle  kinesin  127:  1021 

gamma  functional  conservation  mammal 

125:  595  j 

vesicle  Golgi  calcium  125:  239 

yeast  126:  1465 

synaptic  motor  nerve  Rana  okadaate 

T  ransplantation 

mutation  suppression  gene  STUl  Saccha= 

124:  843 

mouse  myoblast  gene  therapy  125:  1275 

romyces  127:  1973 

transferrin  receptor  exocytosis  cellubrevin 

Transport 

tau  protein  adult  isoform  nerve  124:  769 

125:  1015 

axon  nerve  KIF3A  protein  125:  1095 

Tumor 

transport  formation  endoplasmic  reticulum 

basolateral  protein  structure  motif 

mesenchyme  epithelium  interconversion 

Sarlp  124:  425 

126:  991 

Ela  protein  127:  1085 

Vesiculation 

endoplasmic  reticulum  G  protein  rabl 

necrosis  factor  receptor  signaling  review 

Golgi  mitosis  COP  coated  vesicle 

125:  225 

126:  5 

125:  269 

endoplasmic  reticulum  vesicle  rabl  protein 

suppressor  gene  DCC  protein  124:  1017 

Vessel 

125:  239 

blood  heparin  binding  tenascin  125:  483 

The  Journal  of  Cell  Biology,  Volume  127,  1994 

2148 

Vgrl 

protein  osteoinduction  bone  formation 
126;  1595 
Vimentin 

organization  toad  muscle  126:  445 
Vinculin 

F  actin  binding  site  cytoskeleton 
126:  1231 

lamellipodia  filopodia  neurite  outgrowth 
127:  1071 

Virus 

hepatitis  capsid  assembly  eukaryote 
chaperonin  125;  99 
human  immunodeficiency  RNA  T  cell 
126:  1353 

immunodeficiency  particle  sperm  oocyte 
galactosylceramide  127.  903 
immunodeficiency  Tat  protein  chondrocyte 
TGFbeta  124:  365 
infectivity  endosome  pH  127:  39 
mouse  hepatitis  transport  124:  55 
oncoprotein  cyclin  D1  cell  cycle  125:  625 
VLA4 

binding  motif  VCAMl  cell  adhesion 
125:  215 

receptor  binding  VCAMl  protein 
124:  601 

Vsis 

gene  protein  PDGF  receptor  Golgi 
127:  1843 

Vsrc 

p60vsrc  gene  neoplastic  transformation 
actin  126:  475 

Wall 

cell  Kre6p  Sknlp  protein  Saccharomyces 
127:  567 

Wntl 

gene  protein  cell  adhesion  124:  729 
Wound 

contraction  collagen  fibroblast  myofibrob= 
last  review  124:  401 

healing  liver  lipocyte  myofibroblast  fibro= 
nectin  127:  2037 
Xenopus 

microtubule  assocd  protein  XMAP230 
egg  127:  1289 

muscle  desmin  vimentin  organization 
126:  445 

nuclear  factor  7  cytoplasm  retention 
124:  7 

nuclear  pore  complex  protein  interaction 
126:  603 
XMAP 

microtubule  assembly  turnover  127;  985 
XMAP230 

microtubule  assocd  protein  Xenopus  egg 
127:  1289 
Yarrowia 

development  phosphatidylinositol  phos= 
phatidylcholine  protein  125:113 
Yeast 

autophagosome  124:  903 
Bem2p  protein  phosphorylation  cell  growth 
127:  1381 

budding  microfilament  function  review 
126:  821 

endoplasmic  reticulum  derived  vesicle 
purifn  126;  1133 

ER  pn  tein  retrieval  Golgi  127;  21 
gene  NOP2  protein  nucleolus  127:  1799 
glycoprotein  POM152  cDNA  sequence 
125:  31 

Golgi  membrane  phosphatidylcholine 
SEC14  protein  124:  273 
karyogamy  pathway  nucleus  congression 
fusion  126:  911 

mammal  gamma  tubulin  functional  con= 
servation  126:  1465 
microtubule  DNA  binding  kinetochore 
protein  127:  995 
mitochondria  membrane  protein 
126:  1375 

mitosis  spindle  gene  STUl  protein 
127:  1973 

mRNA  transport  nucleus  126:  649 
mRNA  transport  nucleus  correction 
126:  1627 

nucleoporin  interaction  126:  619 
oligomeric  protein  transport  peroxisome 
127:  1245 

protein  retrieval  signal  Golgi  microsome 
127:  653 

rapamycin  FK506  binding  proline  rota= 
mase  127;  623 

RNA  binding  protein  gene  sequence 
127;  1173 

Sarlp  protein  function  secretory  pathway 
124:  425 

spindle  pole  body  KARl  CDC31  125:  843 


Yolk 

granule  egg  frog  sodium  transport 
125;  1047 
YPT51 

gene  sequence  Saccharomyces  endocytosis 
125:  283 
YPT52 

gene  sequence  Saccharomyces  endocytosis 
125:  283 
YPT53 

gene  sequence  Saccharomyces  endocytosis 
125:  283 
Zipcode 

mRNA  beta  actin  chicken  cytoskeleton 
127:  441 

ZOl 

protein  occludin  tight  junction  127;  1617 
ZP3 

protein  sp56  binding  sperm  125;  867 
Zygote 

mitosis  urchin  sea  maloriented  chromo= 
some  126:  189 


Subject  Index,  Volumes  124-127 


2149 


